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2132 Histone H2B.h (H2BIh) 2053

081 Voltage-dependent anion-selective channel protein 2 (Outer  5¢-82

2161 Phosphonylase B kinase gamma catalytic chain, skeletal muscle _9e-52

1227-3  ATP synthase coupling factor 6, mitochondial precursor (F6)  7e-18

10371 (N 014926) KIAAOS3! prtein Hom saplens) _ 771

set-1 NADIE) mitochondrial precursor 130
5711 3 proei gamima (poten kinase G initor proain1) 26

G255 S-admcsymeihonne docaoase proonayme (oWADC) (SamDC) 2037
22019 Small nuclear rbonucleoprotein associated protein B’ (snRNP-5)

55681 Loucing-atn repent o SHOG. (Ras.odng petomSur ) 7o

23m22  Ubiquitin-conjugating enzyme E2-21.2 kDa (Ubiquitin-protein igase)  1e-33
04n18  Mitochondrial 2-oxoglutarateimalate carrier protein (OGCP) 1673

20115 RAS-RELATED PROTEIN O-KREV  36-62

03204 Electron transfer flavoprotein-ubiquinone oxidoreductase,

16109 AcykCoh denycragensse, very ong chan specic Thodhondral 7040

17206 HIRA-interacling protein 5 (mHIRIPS)

T35 Eptymalseeraoy proein 1 rocursor (165 KD secretory 4o

23610 Protegsome subun bet ype 6 procreor (Proeasome dae chalny 6030
2324 Ubiquitin-protein lgase pub1 2646

17024 (XM_128806) similar to DEAD/H (Asp-Glu-Ala-Asp/His) box polypeptide 1e-15
19m16  Lupus La protein (Sjogren syndrome type B antigen (SS-B)) (La 1268

04m09  Acy-CoA dehydrogenase, medium-chain specific, mitochondrial  6-109

25013 CLATHRIN HEAVY CHAIN  1e-18

04923 T-complex protein 1, gamma subunit (TCP-1-gamma) (CCT-gamma) ~ 4e-65
17524 Eukaryotic peptide chain release factor subunit 1 (eRF1) _3e-34

3821 RNA-binding protein 8 (RNA binding molif protein 8) _ 2671

6162 TYPE | I0DOTHYRONINE DEIODINASE (TYPE- SDEICDINASE) (D10) TYPE  60:69
5121 DnaJ homolog subfamily A member 2 (HIRA interacting protein 4) _ Se-

10452 - Gro proten homolog 2 miochondialprecursor (MCGIPER?) - 3o- o’

0ihte  SSU72 PROTEIN

808-1 protain _6e-91

2416 G receptor 1639
GoE2t (R 0158 Tormi g i 3. ovnin i e 11 510

30-1 Trfunctional enzyme beta subunit, mitochondrial procursor 1676

7382 (NM_005649) oongi G ranscrplon dongaon factorB._ 6060

710-1  (XM_129893) similar to data source:SPTR, source key:Q

12101 C1BGaD1973) Onown ireein or MAGE:354635%) oo scpionsy  66-26
1332 Calmodulin 380

16118  Barrior-to-autointegration factor (Breakpoint cluster region _56-10

24006 Ubiguitin-conjugating enzyme E2-17 kDa 1 (Ubiquitn-protein ligase) 377
1o26-1 Nuceolrproten NOPS (Nucolr prten ) (NOPSE) (HSPCT20) 140
02201 (NM_018648) nucleolar protein family A, member 3; homolog of yeast  56-25
0503 (XM, 130827) smiar (o Acyr-CoA deycrogenase, very ong chain _ 8e-12

01k14  Protein padiisks1 2659

2506 Tuncionalonzyme bea subunt, mochondril reouser 1636

04013 Trifunctional enzyme alpha subunit, mitochondiial precursor _e-10(

0505 ISOCITRATE DLy OROGENASE INAD) SUBUNIT SETA MITOCHONDRIAL  26:24
35m20  Acyl-CoA dehydrogenase, short-chain specific, mitochondrial _e-104

1166-1  HYPOTHETICAL 21.3 KD PROTEIN IN MSH1-EPT1 INTERGENIC REGION  26-12
11662 HYPOTHETICAL 21.3 KD PROTEIN IN MSH1-EPT1 INTERGENIC REGION  2e-12
2109 HYPOTHETICAL 13.4 KD PROTEIN IN ACS1-GCV3 INTERGENIC REGION  36-08
7242 ATP synthase G chain, mitochondrial (ATPase subunit G)  26-09

03m22  Clathrin ight chain B (Lcb) 26-23

10m06 _ATP-binding cassette, sub-family D, member 3 (70 kDa peroxisomal  de-52
192 Semmiocacn recursor (STO) (Corpuscie of s o) (G5) 3209
35014 Sp 16 (Pre-mRNA splicing factor  56-28

21p12 MAKIG protsn  1e-44

1741 Calhapsin 2 precursor (Cathepsin ) (Cathopsin ) 3691

10591 Serine/threonine protein phosphalase 2A, 65 kDa regulatory subunit A, e-144
1521 DNAcirocied FNA paymeract Il 5 KDa poypepide (RPBS) (RNA 2685
12006 Probablo cation-transporting ATPase 2 (CGI-152)  26-35

19524 (NM_025147) hypothetical protein FLJ13448 [Homo saplens]  26-22

17109 Red protein (RER protein) (K factor) (Cytokine IK)  1e-42

19106 Vasa protein (Antigen MabdGF11)  1e.34

408-1  Ubiquitn fusion degradation protein 1 homolog (UB fusion protein 2645

13021 (BCOD1804) Similar to KIAADDOS gene product [Homo sapiens]  56-86

11623 EUKARYOTIC TRANSLATION INITIATION FACTOR 4E (EIF-4E) (EIF4E) (MRNA 875
10462 _Eukaryolic translation initation factor 6 (elF-6) (B4 integrin e-106

21109 Prefoidin subunit 3 (Von Hippel-Lindau binding protein 1) (VHL  1e-54

880-1  Ras-related protein RAP-2a _ 2e-18

19p12  Mitochondrial precursor proteins import receptor (Translocase of  26-67

17613 biqutin-conugatngenzyme E2-17 K0a 2 (Ubiuin-protenigase) 1e-54
8042 Endo- bota-D-glucanase precursor _Ge-0

Sao0s (0 136050 sprecsed sequenea AW208850 Mus musculs]  de-24

18919 Hypothetical 16.5 kDa protein in PAS8-EGT2 intergenic region 4e-12

16k13  Pre-mRNA splicing factor prp1  4e-74

1152 (NM_024098) hypothetical protein MGC2574 [Homo sapiens] _ 1e-20

430-1 285 ribosomal protein S16, mitochondrial precursor (MRP-S16) 1643

16m01 Developmentally regulated GTP-binding protein 2 (DRG 2) 2-46

59-1  Poly(rC)-binding protein 2 (Alpha-CP2) (Putative heterogensous  o-106

28015 Nucleoplasmin-Iike protein NO29 (NOVA)  1e-28

892-1  Tolomerase-binding protein p23 (Hsp90 co-chaperone) (Progesterone _1e-55
21a17  (NM_020243) mitochondrial import eceptor Tom22 [Homo sapiens] _2e-15

1802 TRANSITIONAL ENDOPLASMIC RETICULUM ATPASE (TER ATPASE) (155 e-108
5702 Proteasome subunit bota type 7 precursor (Proteasome suubunitZ)  e-114

2010 (NM_005871)spcing acor 30, i of ot neuron lted 9015

665-1 U snRNA-associated Sm-like protein LSm7 1e-5(

0551 Taomplon et 1. gamma subunt (TCP-1-gamma) (CCT-gamma)  e-127
06p10 265 proteasome non-ATPase regulatory subunit 6 (265 proteasome  e-157
12151 Cytochrome ¢ oxidase polypeptide VIC-2 4e-19

20010 Transcrton o facor I, bea subun (IFIF-bte) 4696

6971 (XM_129750) expressed sequence 80025 [Mus musculus]

8521 Ubiqutinconfgating snzyme E2 G2 (Ubiquii-protein igase 2 Cress

4712 40S ribosomal protein S21

7525 (M 244770) ypeintica proein NGC23918 Homo sapens] 66:33

11943 (AB034807) C-type lectin (Cyprinus carpio] _5e-12

03d01  HYPOTHETICAL 17.7 KD PROTEIN IN RNR3-ARC15 INTERGENIC REGION  86-09
8711 Adenylosuccinate lyase (Adenylosuccinase) (ASL) (ASASE)  7e-93

7251 Thioredoxin-dependent peroxide reductase, mitochondrial precursor  30-70
1070-31 (NM_133544) dapit [Rattus norvegicus]  3e-14

2020 (WM. 013397) over-expressed breas tumor ot Homo sapiens) - 6e-10
19c02  Serinefthreonine protein phosphatase T (PPT)

Tt e TRANSENOYLCOAISOMERASE, MITOCHONDRIAL PRECURSOR  de-44
40223 Cytochrome ¢ oxidase polypeptide Vilc, mitochondrial precursor  3e-21

13009 (AF201944) HGTD-P [Homo sapiens]  50-23

12618 U reductase complex protein 629
7131 (BC002907) hypotheical protein FLJ20512 [Homo sapiens] _1e-30

19115 HYPOTHETICAL 15.4 KD PROTEIN C16G10.11 IN CHROMOSOME Il 66-09
3851 Ubiquinol-cytochrome C reductase iron-sulfur subunit, mitochondial  50-22
3311 (XM_058957) simiar to QILT [Homo sapiens]  6e-18

27g10  Succinate dehydrogenase cylochrome bs60 subunit, mitochondrial 60-52
20a12  Long-chain fatty acid transport protein precursor (FATP)  5e-48

2142 265 proteasome non-ATPase regulatory subunit 8 (26 proteasome  6-69
24022 Transitional endoplasmic reticulum ATPase (TER ATPase) (155 4e-47

dzet P stz ieds

12031 Tubulin-specific chaperone A (Tubulin-folding cofactor A) (CFA)

701 NADLdsmuinons reicose bt B34 b Compio 14 ) 2027
35004 288 ribosomal protein S11, mitochondial precursor (MRP-S11) 3647

1160-1  (NM_018019) hypotheical protein FLJ10193 [Homo sapiens]  1e-27

27622 Reticulon 1 (Neuroendocrine-specific protein) (S-rex) 2643

$21:2 (AF161418) HSPIOD Homo saiens) 3025

03008 PEROXISOMAL FARNESYLATED PR

T6625 SODIUM AND CHLORIDE.DEPENDENT BETAIE TRANSPORTER 1060
1070.24_ Cytachrome ¢ oxidase polypeptde Vilc, mitochondrial precursor  3e-11

1922 60S ribosomal protein L12, mitochondrial precursor (L12mt)  16-39

334-1  (BC029173) Similar to mitochondrial ribosomal protein L47 [Mus  1e-61

02019 Mitochondrial import inner membrane transiocase subunit TIM10 ~ 16-38

611-1  Cytochrome c oxidase subunit Vila-related protein, mitochondrial 1e-36

1522 - 265 profease reguialony subunt 4 P25s4)  ¢-138

24608 Audin-esistance protoin AXR1

T625.(NBoA29S5) michonl ibosomalotin 188 [Mus musculus] 3655

11712 Succinyl-CoA ligase [GDP-forming] alpha-chain, mitochondrial  e-112

16705 Ubiquinol-cytochrome C reductase complex cor protein 2, 90-26

22c18  (NM_015584) DKFZP5B6F1524 protein [Homo sapiens]  2e-84

1070-2 Trypsin i procursor  16-20

9653 Ubiquitn 2036

35m08 (NM_021212) HCF-binding transcription factor Zhangfei [Homo

606-1  VESICLE-ASSOCIATED MEMBRANE PROTE\N/SVNAPTOBREV\N ewnws PROTEIN 2647
19020  Mitogen-actvated protein kinase 3 (Extracellular signal-regulated _e-120

06624 ALANINE AMINOTRANSFERASE (GLUTAMIC-- PvRuv\cTRANSAMwAsE) (GPT) 9081
9171 Mitochondrial import inner membrane translocase subunit TIM23 _ 5e-5

$99:3 ADPATP carirprolin, it sofom (ADPIATE Uransiocaso ) Shor
5394 ADPATP art Isof 1) e152
$505 ADPATP carto rten. heart sfor T1 (ADPIATP tndocace 1) 5023

7341 Aspartate aminotransferase, cytoplasmic (Transaminase A) (Glutamate 3675
27c14  TRANSLATION INITIATION FAGTOR EIF-28 EPSILON SUBUNIT (EIF-2B  6¢-08
07101 Hypothetical protein Rv2307c _8e-10

21p24  HEAT SHOCK COGNATE 71 KD PROTEIN  26-67

104-1 Tnioredoxin reductase, cyloplasmic (TR) 2641

2822 FAS-associated factor 1 (FAF1 protein) (NFAF1) (CGI-03) 1608

8671 Splicing factor, argininelserine-fich 5 (Pre-mRNA spiicing factor _6e-37

927-1 (XM_060025) similar to evidence:NAS~hypotheical protein-putative _9-43
603-1 GYTOGHROME C OXIDASE POLYPEPTIDE VA, MITOCHONDRIAL PRECURSOR  26-56
2818 Gytochrome c oxidase polypepide VIlb, mitochondrial procursor  4e-14

4606 Glycogen phosphorylase, brain form 66-60

02009 NADH-ubiquinone oxidoreductase 30 kDa subunit, mitochondrial 3e-35

884-1  SIGNAL RECOGNITION PARTICLE 72 KD PROTEIN (SRP72) 50-19

24103 GLYCEROL-3- PHOSPHATE DEHYDROGENASE [NAD#], CYTOPLASMIC (GPD-C) 545
07023 NADH-ubiquinone oxidoreductase 39 kDa subuni, mitochondrial 60-29

35m24  Bile salt export pump (ATP-binding cassette, sub-family B, member 1)~ e-127
35122 (NM_003272) ransmembrane 7 superfamily member 1 (upreguiated in _ 4e-89
03021 DUAL SPECIFICITY MITOGEN- ACTIVATED PROTEIN KINASE KINASE 2 (MAP  16-20
13003 Histone H2A, gonadal  7e-49

155-1  Keratin, type | cytoskeletal 50 kDa (GK50)  1e-

G308 Teomplen ot et subin (1CPhts) (CCTheta) e-123

07009 Transmembrane 4 superfamily, member 8 (Telraspanin 3) (Tspan-3)  7e-15
12015 (BC00B344) Unknown (protein for IMAGE:2960953) [Homo sapiens]  1e-10
20013 Pyruvate kinase, muscl isozyme  16-08

690-3  Polyposis locus protein 1 (TB2 protein) 4629

1618 (BC023057) Simiar to step Il splicing factor SLU7 [Mus musculus]  5e-11
5731 (AF421860) EAAT3 glutamae transporter regulator GTRAP3-18 [Mus  26-36
1524 Liactate dehyrogenase A chain (LDH-A)  26-36

7311 Llactate dehydrogenase A chain (LDH-A) 5009

405-1  Vacuolar ATP synihase subunit E (V-ATPase E subunit) (Vacuolar  4e-65
11494 Apolipoprotein E precursor (Apo-E)  50-66

1334 Calmodulin 380

0211 ES1 protein homolog, mitachondrial precursor (Protein KNP-) (GT335  26-56
04209 Translocon-associated protein, gamma subunit (TRAP-gamma) (Signal  5e-79
07620 VPS28 protein homolog  5e-14

0820  RNAbinding protein EWS 2608

15003 Tumor necrosis factor receptor superfamily member 14 precursor  9-18
02m11  (XM_148577) RIKEN cDNA 3930401K13 [Mus musculus]  26-20

05g06  Acyl-CoA dehydrogenase, very-long-chain specifc, mitochondrial  e-116
28p13  Nonspecific lipic-transfer protein, mitochondrial precursor _3e-54

11282  ATP-dependent RNA helicase DDX24 (DEAD-box protein 24) 2662
16904 Probable ATP-dependent 61 kDa nucleolar RNA helicase (DEAD-box 2673
24n04  Very hypothetical protein C25H2.10c in chromosome Il 4e-10

18020 Eukaryolic translation infition factor 2 subunit 2 (Eukaryolic  2e-11

02919 Microsomal signal peptidase 18 kDa subunit (SPase 18 kDa subunit) ~ 26-96
4154-1 Ubiquitin carboxylterminal hydrolase isozyme L3 (UCH-L3)  26-96

4231 Hypotheical protein FLU22875 16-60

13kt Fililnt (Roggio) REG2) 2061

07p10  Selenoprotein T 1e-3(

G423 Gt el homolg 1 miochoreril procursor (MLGIDERT) (HMGE) 5069
05101 (AC004382) Unknown gene product [Homo sapiens]

Ga0.1 Vakage-depondentamonelechvs crammel rten 1 (DAC)  e-144
7621 Epididymal secrtory protein E1 precursor (16.5 kDa secretory  20-68
09910 (AJ278244) LanC-ike protein 1 [Danio reric] _e-108

4562 Ran-spectic GTPase-scluating pole (Ran bindng proten 1) 1672
322 RNADiing prolein 8 (WA inding molf prolan ) - 3e-

8551 MOB1PROTEIN (MPS1 BINDER 1)

1273 High mobily group raein2 (M) 5032

15m24. Vacuolar ATP synthase 16 kDa proteolipid subunit 2646

17h01  (NM_003463) protein tyrosine phosphatase type IVA, member 1;  16-39
1712 Cystalin precursor (Ovarian cystatin) (P12) 641

1133 TUBULINALPHA-1 CHAIN 1e-23

Same. hyoihetcal prtin DIEZo4DISG.1 - uman 1015

112 Mulfunctons! prtein ADEZ [nludes;

T5a TUBULNALPACHAN, TESTISSPECIFC - o-119

I Prowin 208y 1607

13015 T-complex protein 1, alpha subunit (TCP-1-alpha) (CCT-alpha)  3e-85
5672 (XM_134103) simiar to hypothetical prolein BCO13035 [Mus musculus]  1e-14
08905 -complex proin 1 bota subunt (1CP-1-beta) (CCT-ota)  ¢-125

407-1  Rapamycin-selective 25 kDa immunophilin (FKBP25) (Peplidy-prolyl _ Ge-76
2002 Methionine ammopepnaaseZ(Mempm (Peptidase M 2) (Iniiation ~ 3¢-66
3811 60S ribosomal protein L24  3e-41

3101 Unctuticonjugatng ereyme £2.8 (Ubiquiin proteingase B) 2677
2007 R | 6023
2523 65 kDa FK506-binding protein precursor (FKBP6S) (FKBPRP)  1e-39
T6mo2 . (N 007190) Secz3-teraing proten 123 [Homo sapers] - 3e-69
664-1  Ghaperone protein dnaJ

S50 (MY 159109 DAD scocited DvotemHMus musculus] ~ 7e-18

24p19  Protein phosphatase 2C gamma isoform (PP2C-gamma) (Protein _2-47
7105 Nuclear pore complex protein Nup107 (Nucieoporin Nup107) (107 kDa  1e-87
15015 (NM_006425) step Il splicing factor SLUT [Homo sapiens]  5e-63

07007  ADP-ribosylation factor 1 7e-20

4972 Vacuolar ATP synthase 16 kDa proteolipid subunit (15 kDa 147

2203 Soptin 2 (NEDDS protein homolog) 10-40

20606 Leukocyte elastase inhibilor (LEI) (Leucacyle neulral proteinase  Ge-54
35121 Ectonucleotide pyrophosphatasephosphodiesterase 1 (E-NPP 1) 8-12
16/16  Proteasome subunit beta type 9 precursor (Low molecular mass  Ge-84
736-1  High mobilly group protein 2 (HMG-2)  7e-59

05613 NUCLEOPHOSWIN (NPH) (NUCLEOLAR PHOSPHOPROTEIN B20) (NUMATRIN) - 20-15
3931 F-actin capping protein beta subunit isoforms 1 and 2 (CAPZ 36/32)  e-5
1831 Small nuclear ribonucleoprotein Sm D2 (snRNP core protein D2)  4e-37
18a24  CORA-NOT tanscplon comple,subun 7 (CCRé assocatedacor  50.56
3010 Aspartate aminotransferase, mitochondrial precursor (Transaminase ~40-90
45012 Trfunctional purine biosynthetic protein adenosine-3 Includes:  7e-69
45m10 Cullinhomolog 1 (CUL-1) ~ 2e-57

7302 Basigin precursor (Blood-brain barrier HT? antigen) (Neurothelin) e-11
930-1  (XM_110748) simiar to CG15168 gene product [Mus musculus] _de-40
4901 Core histone macro-H2A.2 (Histone macroH2A2) (mH2A2)  e-105

oTbie TRANSKETOLASE (1K) Pot) 2053

30006 ADP- H (Nucleoside 1e-10
3025 Misehondricario o COL63 (PRO2103) - 2058

15001 Cathepsin S precursor  5e-14

9331 Hypothetical protein KIAAQ186  20-85

15K05  Kunitz-ype protease inhibitor 1 precursor (Hepatocyle growth _1e-3

29013 KYPOTHETICAL 45,0 KOAPROTEN IN NOTHMATALS NTERGENIC REGION. 4o-14
22623 Eatn (581) (Coulin) (Win2) - 2e-31

721 cDsanigen 6e29

202-1 e PROTEIN 4 PBLTY)  4e-18

T5H07 Vicuoiar TP ayhase suporit &1 proerior (VATPase ST subuni) 514
5611 Eukaryotic ranslation initiaion factor 3 subunit 3 (elF-3 gamma)  80-70
3691 Sorting nexin 12 2e-17

1101 CDP-diacylglycerol-inositol 3-phosphatidyltransferase 5e-27

4961 Peroxiredoxin 5, mitochondrial precursor (Prc-V) (Peroxisomal T

1511 Mmmsoma\swgna\pepndzse25kDasubum‘lSPaseZSkDasuhuml) oo
22410 Transcription initiaton factor 1B (General transcrption fact

82 Ddopachiome tautomerase (Phenypymvale o) 2025

5161 isomerase (GPI) 8087
7112 Phosphogiyoorso nase ! (Primer recogion prtin2) (PRP 2) 4019
4921 TRIOSEPHOSPHATE ISOMERASE (TIM) 19

7452 Coprcoatad vescs mombrane polen 24 procasor  16:38

4134 Tubulin alpha-2 chain (Alpha-tubulin 2) €126

1135 TUBULINALPHA-S CHAIN  0-103

132 Tubulin alpha chain _ 8e-74

18{18  Probable RNA-dependent helicase p68 (DEAD-box protein pe8) _Se-

1361 INTERFERON ABLATED DEVELOPMENTAL REGULATOR  (NERVE GROWTH 7053
20m09 (BCO15704) oined to JAZF1 [Homo sapiens]  7e-15

8743 High mobilly group protein 1 (HMG-1)  26-73

28016 High mobilty group protein 1 (HMG-1) _4e-31

02616 Glutamate-rich WD repeat protein  60-81

27206 Phosphomannomutase 2 (PMM 2)  26-18

19008 Zincfnger potin ubkdé (Requiem) (Apoptosis response zinc  26.68
40207 Thymosin beta-a 8o-

S5 TRANSCRISTION FAGTOR S0X-19 7061

19m08  Sodiumipotassium-transporting ATPase beta chain  36-99

8982 Sodumipolassu-ansporing ATPaso e chainprecuror (Sodum 152
488-1 (M 090571) ypoitcal pofsn MGC10924 smiar o Nedt

3018 HYPOTHETICAL 3¢ ROTEIN I HAM1 PEM? INTERGENIC REGION  36.33
S0m17 Uttty ranscsbes X cvomosome ‘rarcopeptde repent | 9055
19013 Eukaryotic translation initation factor 4B (elF4B) 5e-20

2271 Proactivator polypeplide precursor [Contains: Saposin A; Saposin B;  26-33
7961 Small membrane protein 1 4e-75

17123 Serinefthreonine-protein kinase PAK 2 (p21-activated kinase 2)  de-17
7601 Fclose-isphosphte aldlese C (Bram-ype ldoase) o133

2422 A (Muscle-type aldok 2017

5352 Frucone iephosphate adolace A Voncie pe lioase) =160

3523 Fructose-bisphosphate aldolase A (Muscle-type aldolase) ~6-179

3918 (AK004103) data source:MGD, source key:MGI:1928344, 3e-14

660-1  RETINOL-BINDING PROTEIN II, CELLULAR (CRBP-I)  1e-43

05m14  60S ribosomal protein L24 (L30) _1e-54

1196-1  60S ribosomal protein L19_8-66

07917 60S ribosomal protein L9~ Se-18

624-1_ 40S ribosomal protein S5 _ 1e-92

12082 605 dbosomel pokein 128 (23 Da Highy basic proter) 4089

992 40S ribosomal protein 16 2e-3(

962 (AY099510) nascent polypeptide- sasacistsd complex alpha polypeptide 4619
12063 40S RIBOSOMAL PROTEIN S27  1e-18

6242 40S ribosomal protein S5 1e-98

1214-1  60S ribosomal protein L35  7e-42

1070-13 60 ribosomal protein L31 ~2e-08

12131 40S RIBOSOMAL PROTEINS7 _e-101

734 40S ribosomal protein S24 (S19)  2e-50

15 (AY049731) angolonsinogon procuror [Danio i 5e-11

12906 40S ribosomal protein S26  1e-60

25m10  (AF518747) transferrin vamantm  [Carassivssurstus] 1027

1076-1 _Hypothetical protein yaiM

198-2 Dynein light chain 1 cytomasmm LB KDa dynein light chain) (Cut  2e-46
2776 60S ribosomal protein L34 6643

21-1  60S RIBOSOMAL PROTEIN L7A (SURFEIT LOCUS PROTEIN3)  e-124.
3041 60S ribosomal protein L18a 2085

2841 60S ribosomal protein L6 (TAX-responsive enhancer element binding ~ 4-79
6921 H-2 class Il histocompatibiity antigen, gamma chain (MHC class Il 2e-11
12a15  Protein CGI-117 (Protein HSPC111) 2625

1807  ATPase inhibitor, mitochondrial precursor de-15

25002 Cystatin B (Liver thiol proteinase inhibitor) (CPI-B) (Stefin B) 2-20
25005 Volage-dapandent anion-selectivechannel protsn 3 (VDAC-3) Outer 3834
8961 603 tbosomal o LG e401,

11m23 _60S ribosomal wmem L17(123)  1e-27

972 Cytochrome ¢ oxidase polypeplide VI mitochorial precursor  26-24
2131 Hidlone 128 50.39

107032 40 ribosomal protein S29  26-08

1070-26 408 ribosomal protein 529 3e-10

6652 US srRik-assocaled Sk rotsin LST7 | 3e-44

12008 MOB1PROTEIN (MPS1 BINDER 1)  6e-

16122 FXYD domai-contining ion ranspor regmawva precursor  1e-08
10931 40S ribosomal protein S29 _3e-1.

Toint PROBASLE AMNOTRIANSFERASE TO1B112 6e-50

988-1  Importin beta-1 subunit (Karyopherin beta-1 subunit) (Nuciear  4e-54
10m16 NADH-ubiquinone oxidoreductase chain 3  2e-27

12103 Platelet-activating factor acetylhydrolase IB gamma subunit (PAF ~ de-54
681-1  Superoxide dismutase [Cu-Zn] ~ 3e-73

28006 Calcium-dependent protease, small subunit (Calpain regulatory ~ 1e-25
2002 Vacudar ATP aynisse subunt G 1 (ATPage G subun 1) (Vacuor  30.26
24115 NADH-ubiquinone oxidoreductase 23 kDa subunit, mitochondrial

386-1  Eukaryoic ranslation initation factor 3 subunit 4 (elF-3 delta) _3e- *
694-1  Peptidyl-prolyl cis-trans isomerase (PPlase) (Rotamase)  1e-24

1058-2  Malate dehydrogenase, mitochondrial precursor e-113

1058-1 MALATE DEHYDROGENASE, MITOCHONDRIAL PRECURSOR  16-96.
637-1  NifU-like protein 2e-53

1983 PROBABLE DYNEIN LIGHT CHAIN 1, CYTOPLASMIC 3646

6292 GlycylRNA synthetase (Glycine—tRNA ligase) (GyRS) _ -108

461-1  Microtubule-associated proteins 1A/1B light chain 3 (MAPTAMAP1B  3e-53

17623 Peplidyl-prolyl cis-trans isomerase cyp2 (Cyclophilin cyp2) 2e-31
35114 Cell death activator CIDE-B (Cell death-inducing DFFA-ike effector ~ 80-52
04n13 Peroxiredoxin 1 (Thioredoxin peroxidase 2) (Thioredoxin-dependent 12-98
14915 Glutathione S-transferase P (GST class-pi) (GSTP1-1) 3e-68
7797 (AF518745) transfertin varian! E [Carassius auratus gibelio] 1e-18
9652 Ubiquitin  4e-36
9654 Ubiquitin  20-36
35023 Hypolhetical protein C2F12.16 in chromosome Il 2¢-14
25als ADPbosyaton acor 1 4063
234-1 Ras.related protein Rab-7 Te-
5122 DnaJ homolog sublam\\y)\memherZ(H\RAmAeradmg proteind)  e-113
26012 Small membrane protein 1
B5015 Orphan o o ot depandent newraransiter ansporisr 2608
6411 Apolipoprotein E precursor (Apo-E) 4o-71
2561 Galectin-9 (36 kDa beta-galactoside binding lectin) (Urate  9e-30
680-1  Sorcin (22 kDa protein) (CP-22) (V19) _7e-74
17515 Hypotrtcalpoton GAROTT4 8013
924-1  Gell cycle control protein cwf15 _Be-1
Tog16. Eengaton of very long chan atty acldsproten 1 (ceLa) 304
1911 Cytochrome P450 2K1 (CYPIIK1) (P450 LMC2)
5351 Phosonlpid yatopersiss gutons parocdaso, mochondral 66-75
28G21  (BCO0B562) Unknown (protein for IMAGE:2089514) [Homo sapiens]  5e-18
344-1  Nuclease sensitive element binding protein 1 (Y box binding  7e-56
§782 GTP-BINDING NUCLEAR PROTEIN RAN_ 042
07e12  Phosphoglycerate kinase, testis specific _4e-3
8212 - Glcoro-3phosphato defycrogenaso [NADH, oplasmic 6PD.C) _o-101
23n03 N-AG WIRE TRANSPORTER (GOLGI UDP-GLCNAC TRANSPORTER)  26.23
S apoipopraiin B.100 precuror (Apo 5100 Gomans. 6e.28
3523 (NM_024771) hypothetical protein FLJ13848 [Homo sapiens]  1e-10
71 Facor Vil inton 22 rfen (GG and o) Se1
11016 Cystathionine gamma-lyase (Gamma-cystathionase) _9e-
6012 Rho GDP-dissociation inhibitor 1 (Rho GDI 1) (Rho-GDI AR
116-1  Probable synaptobrevin homolog C6G9.11  26-10
1431 Alcohol (HST)  4e62
2781 Plasmolipin  1e-19
35p21  Fibrinogen-like protein 1 precursor (Hepatocyte-derived 30-31
24c12  TRANSLOCON-ASSOCIATED PROTEIN, ALPHA SUBUNIT PRECURSOR (TRAP-ALPHA)  56-50
1715, Antoxidant protein 2 (1.Cys porosiredoxn 1-Cys PRY) (Ao 1e-26
2324 Cathepsin L precursor  1e-8
22005 Apolpoproten &-100 recirsor (Ao 8100) [Contains: Apolpoproten 2036
4552  APOLIPOPROTEIN A1 PRECURSOR (APO-Al
i3 APOLIPOPROTEIN A1 PRECURSOR (AP0 e121
5291 (AF140783) apolipoprotein Cll [Oncornynchus mykiss]  9e-21
314 (ABDAG205) 64Da-1b polpoprotein Angullajaponical  3e-09
3651 Pregnancy zons prtein precursor 2037
1453 Apoipoprotein € precursor (o) o128
ol holbopreten recursor (Apo-E)
G603 (BO00SERD) Uk (oroton of MAGE.3596691)(Mus musculus] 10-35
9292 Phospholid hydroparoude glutathions peroxidase, mitochonaral - 367
7-1 (NM_131573) death associated protein 1b [Danio reric]  26-38
9021 Protein (PDI) (Prolyl 205
640-1 Purine nucleoside phosphorylase (Inosine phosphorylase) (PNP) _de-
102 405 RIBOSOMAL PROTEIN SGA (-FOS TRANSFORMATION EHECTOR PROTEN) 017
3481 Ferriin, heavy subunit (Feritn H)
5501 (NN 016454) ypotmaiel polom LOGS1248 (Homo sapion]  50.28
30k23  Creatine kinase, sarcomeric mitochondrial precursor (S-MICK) de-31
4082 Ubiquitin-ike protein SMT3B (Sentrin 2) _ 2048
4761 APOLIPOPROTEIN A1V PRECURSOR (APO-AV)  26-20
15007 Aquaporin 9 (Small solute channel 1) _3e-16
15013 SODIUMIGLUCOSE COTRANSPORTER 1 (NA(+/GLUCOSE COTRANSPORTER 1)  6o-14
27c17  (XM_124162) similar to stromal cell derived factor receplor 2 [Mus  3e-2
2511 Mucin 2 precursor (Intestinal mucin 2) 2626
5691 Chitinase-3 Ike protein 1 precursor (Carliage glycoprotein-39)  7e-86
935-1  (AL592495) SI:d2129122.3 (novel protein) [Danio rerio]  de-28
15019 Tetraspanin 1 (Tspan-1) (Tetraspan NET-1) (Tetraspanin TM4-C) _5e-35
15019 (XM_058398) hypothetical protein XP_058398 [Homo sapiens]  2e-12
1031 Vilin1 7066
215 Prlocachen Fat 2 precuror (ulfpl sidemal gowthfaciorike 36-14
2007 Claudin-15
5204 Smariveonine poten kinase 24 (STEZD-ke kinase MST3) wsty) etz
1305 Rhamnose-binding lectin precursor (SAL) (RBL) (Roe lectin) ~ 2e-2
6612 Rhamnose-binding pe]
6613 Rhamnose-binding lectin precursor (SAL) (RBL) (Roe lectin)  5e-34
18012 Apoptosis regulator Bal2 3035
05607 Apolipoprotein B-100 precuirsor (Apo B-100) [Contains: Apolipoprotein  2e-12
1201 Tropinone reductase-|l (TR _1e-12
23n04  Zinc-binding protein A33 1623
08003 RENAL SODIUMIDICARBOXYLATE COTRANSPORTER (NA()IDICARBOXYLATE  86-25
2322 (XM_134233) similar to hypotheical protein FLJ20085 [Mus musculus] ~ 1e-33
1806 Serine protease 23 precursor  9e-57
5301 Phospholipid hydroperoxide glutathione peroxidase, mitochondial 3665
1941  DESMOGOLLIN 1A/1B PRECURSOR (DESMOSOMAL GLYCOPROTEIN 213) (DG2IDG3)  5e-15
7181 Myosin light chain alkali, smooth-muscle isoform (MLC3SM) (LC178) 2671
7182 Myosin light chain alkali, smooth-muscle isoform (MLC3SM) (LG17B) ~ 26-71
17¢02  SerfThr-rich protein T10 in DGCR region 2e-11
17003 Caveolin-2 2029
17)07  (NM_030143) RIKEN CDNA 1700037815 [Mus musculus]  2e-19
35619 Importin beta-1 subunit (Karyopherin beta-1 subunit) (Nucear factor ~ 7e-82
7731 GLutamate dehydrogenase (GDH)  2¢-45
813:2 Coagulation factor V precursor (Activated protein C cofactor)  4e-38
2775 Ubiquinol-cytochrome G reductase complex ubiquinone-binding protein  7e-20
20013 L yase 3076
3686 (AB046209) 14kDa apolipoprotein [Anguilla japonica]  9e-11
23013 TRANSPOSABLE ELEMENT TCB1 TRANSPOSASE (TRANSPOSABLE ELEMENT BARNEY 4620
23012 Spectrin alpha chain, brain (Spectrn, non-erythroid alpha chain) 2644
18m09  UBIQUITIN-LIKE PROTEIN SMT3A 343
7G04 Acatycaenzyme Asynietase ytolasmic (Acelate-CoAlgase) 20-18
563-1 NADH-ubiquinone oxidoreductase 24 kDa subunit, mitochondrial ~9e-89
3001 Probable gtamats ecopror precureot (anate-sinding poten) _ 10.93
2312 Microtubule-associated protein RP/ES family member 3 (Protein EB3)  10-89
7012 Adenosine kinase (AK) (Adenosine 5-phosphotransferase) _3e-95
07109 GLUTATHIONE S-TRANSFERASE 1 (GST-CL1) (GST CLASS-THETA)  2e-11
15025 (UM 032300 nypabalca prote NGCS10 Homo saiers] 2625
5712 protain gamma (Prole knase C iniblor prtan-1) - 36-42
35415 (AF0B4204)urkmown (o cas). 2o
1334 Calmodulin 670
18623 (XM_110403) RIKEN cDNA 1600027N09 [Mus musculus]  2e-50
2416 Sedin 3e-75
10711 _Pyruvate dehydrogenase protein X component, mitochondrial precursor  26-18
22110 Thioredoxin, mitochondial precursor (MUTRX) (Thioredoxin 2)  de-44
22613 (NM_D10848) ucler distibuton gsne G hamolog (Aspargius) [Mus  20-54
13n10  Adaptor-related protein complex 1, mu 2 subunit (Mu-adaptin 2)
4922 TRIOSEPHOSPHATE ISOMERASE (TIV)  &-106
12005 Hypothetical oxidoreductase yqjQ _ 2e-15
2123 OLIGOSACCHARYL TRANSFERASE STI3 SUBLNIT HOMOLOG (B5) (NTEGRAL  &-138
02623 Proteasome activator complex subunit 1 (Proteasome activator__6e-24
10342 Membrane associated progesterone receptor component 1 (mPR)  7e-59
107020 NADH-ubiuinone oxdoreduciase subuni B145b (Complex [814.50) 4025
30a16  Eukaryotic translation initation factor 1A (EIF-1A) (EIF-4C)
22601 (AF289583) unknown [Homo sapiens]  3e-22
02003 (AB026129) alpha-2-macroglobulin-2 [Cyprinus carpio]  66-52
5763 Stathmin de-16
5762 Samin 1037
5761 Stathmi
Sonzz Preoymaplc pain SAPYY (Synapse-assodated prein 97) (s, e-115
10n24  Lactate dehydrogenase B chain (LDH-B) 10-62
35006 (XMI_149717) hypothetical protein XP_149717 [Mus musculus] 1e-10
16005 (BC002942) Unknown (protein for IMAGE:3954961) [Homo sapiens]  3e-15
1087-2Hypothetical protein CGI-108 precursor 6e-61
3123 Succiate dehydrogensse [uiquinane] yochroms B small suburi, 441
2541 Adonylal kinas somnzymo 4, miochoncial (ATP-AVP 3o
21005 ATP-ciliate (pro-S-)-lyase (Ciliate cleavage enzyme)
G200 ISOCITANTE DErYOROGENASE INADE) CYTOPLASHIC (OXALOSUCCINAYE 3020
7701 (AF328554) soluble calcium-activated nucleotidase SCAN-1 [Hom
35015 (802265 Unknown (protoh fo MGG 1260) (Mus musculs] . 26-3
ot ALPHAAVIVLASE, SALNARY AND HEPATIC PRECURSOR t 4-ALPLAD-GLUGAN o114
07007 Trypsin Il precursor  9e-28
830-1 Elastase 1 precursor 1084
7231 Trypsin Il precursor  3e-45
1060-1  Elastase 2A precursor ~ 2e-81
12121 Elastase 2A precursor _5e-82
517-1 LOW CHORIOLYTIC ENZYME PRECURSOR (HATCHING ENZYME ZINC-PROTEASE LCE _ 2653
1701 ALPHA-AMYLASE, SALIVARY AND HEPATIC PRECURSOR (1.4-ALPHAD-GLUCAN  30-79
411 Camorypeptdase B precursor e-105
10703 “Trypsnlprecursor 5079
1070-11_ Trypsin Il precursor _4e-8
231 Fionacin procursor (FN) (com nsolube gobun) (C16) 1623
1070.25  Elastase 2A precursor
3075 Apha-amyice. pancresne preeueor (1 daphaD-glucan 2610
07b13 Phosphatiayicholine-sterol acyltransferase precursor  26-85
28620 Hypothetial protein CG7816  2¢-39
02007 Transmembrane gamma-carboxyglutamic acid protein 4 precursor  26-15
3711 Ribonuclease  2e-14
S41-1 FATTY ACYL.COAHYDROLASE PRECURSOR, EDIUM CHAN (THIOESTERASE ) 36:99
5082 Complement factor H-related protein 1 precursor (FHR-1) (H
5881 3-hydroxyacyl-CoA dehydrogenase type Il (Type Il HADH) seto.
87-1  Llactate dehydrogenase A chain (LDH-A) ~ 46-19
0901 Triose phosphatelphosphate translocator, non-green plastid, 8e-15.
3668 (AJ308993) apolipoprotein A [Cyprinus carpio] _6e-24
26i18 (NM_014320) putative heme-binding protein [Homo sapiens] 3e-18
612 Smallinducile cyckine A3 precursor (CGLIS (Monacyle 5005
11 Smalinducible tokine A8 precursor (GCLE) (Moncte chemlactc  8e-08
21101 (U92079) GLGF-domain protein o [Ranu5 norvegicus]  Te-
27611 Basigin precursor (Blood-brain barrer HT7 antigen) (Neummehn)  se20
20009 IG MU CHAIN C REGION MEMBRANE-BOUND FORM  66-
2791 WS3PROTEIN 9087
35203 Transcription factor SOX-6
6531 _(AF353273) toxin-1 lOncomynchus mykiss]  1e-13
52 Gliacolin procursor  26-14
11571 Aldose reductase (AR) (Aldehyde reductase) de-84
35405  Lanosterol synthase (Oxidosqualene~lanosterol cyclase) ~ e-121
1791 (NM_014320) putative heme-binding protein [Homo sapiens] 5e-18
1188-1  Long-chain fatty acid transport prolein precursor (FATP) ~ 3e-72
1861 Acetyl-CoA acatyltransferase (Acetoacetyl-CoA thiolase) _30-16
181 3-beta-hydroxysteroid-delta(8) delta(7)-isomerase (Cholestenol  1e-55
19124 Isopentenyl-diphosphate delta-isomerase 1 (IPP isomerase 1) 2672
25021 (AK036290) unnamed protein product [Homo sapiens] 2623
02017 Cysteine sulfinic acid decarboxylase (Sulfinoalanine decarboxylase) 3e-49
8871 _Transcripton iniiaton factor TFIID 30 kDa subunit (TAFII-30)  6e-56
821 FATTY ACID-BINDING PROTEIN 1, LIVER (L-FABP) 2¢-40
22603 Adrenodoxin 2, mitochondrial precursor (Adrenal ferredoxin) _5e-45
19916 (XM_087383) simiar to RIKEN cDNA 2010110K16; RIKEN CDNA 2010312P05 _4e-36
8211 GLYCEROL-3-PHOSPHATE DEHYDROGENASE [NAD+], CYTOPLASMIC (GPD-C)  €-106
1333 Calmoduln 6675
18007 (NM_025301) mitochondrial ribosomal protein L17; ribosomal protein, 1e-16
2805 (AK007240) N-acetylglucosamine kinase~data source:MGD, source  1e-24.
960-1  Ubiquitin carboxylterminal hydrolase isozyme L1 (UCH-L1) 675
20218 Glucose-6-phosphate 1-dehydrogenase (G6PD) - 26-35
10822 Glucose-6-phosphate 1-dehydrogenase (G6PD) _2e-74
03h20._ Phosshoenolyrua carboskinase,crosol (GTP]  2-60
42-1Phosphoenolpyruvate carboxykinase, cylosolic [GTP] - 76-72
11731 UDP glucuronosylransierase 1.8 precursr, microsomal (UDPGT)  96-46
659-1  Acyl-CoA-binding protein (ACBP) 5e-34
26m19  (AF492684) odd homeobox 1 protein [Gallus gallus]  4e-09
24j14  (BCO13405) Unknown (protein for MGC:4457) [Homo sapiens]  1e-26
6592 Acyl-CoA-binding protein (ACBP) _5e-35
12-1 ENHANCER OF RUDIMENTARY HOMOLOG  9¢-57
1177-2_ NADP-dependent malic enzyme (NADP-VE) (Malic enzyme 1) 3
481 Glutathione S-ransferase theta 1 (GST class-theta) (Glutathione
5261 Group Xlll secretory phospholipase A2 precursor 20-27
11842 GOATOMER EPSILON SUBUNIT (EPSILON-COAT PROTEIN) (EPSILON-COP) &-118
2313 MICROSOMAL TRIGLYCERIDE TRANSFER PROTEIN, LARGE SUBUNIT PRECURSOR  7e-45
0401 Giycine cloavage system H protein, mitochondrial precursor  26-50
4177-1 NADP-DEPENDENT MALIC ENZYME (NADP-ME) €108
4091 Apolipoprotein A-V precursor (Apo-AIV) 2624
4055 (ABO4208) 20KDa-to polpoprolan Angulla japorical 8e.28
340-1 _GTP-binding protein SARTb 664
01 TARTRATE RESISTANT AGID PHOSPHATASE TYPE 5 PRECURSOR (TRAP)  B0.62
4993 Apopoprian ey precusr (tpoAl) 2624
92 3, HAO) 2015
312 APOLIPOPROTEIN A1 PRECURSOR (APO A e09
11492 Apolipoprotein E precursor (Apo-E)  o-12
781 Adpophin hdpose difeentiaton ltod preton) (ADRP) 36-28
78-2_ Adipophilin (Adipose differentiation-related protein) (ADRP)  4e-60
19m02 " (AK00B571) data source:MGD, source key:MGI: 1929862, 143
3251 Phosphoglucomutase (Glucose phosphomutase) (PGM)  5e-77
24k21  EPENDYMIN PRECURSOR (EPD) 8022
24p14  (NM_023260) T-complex expressed gene 2 [Mus musculus] 340

17605 (NM_053795) kinase D-interacting substance of 220 kDa ankyrin  7-25
19K09  Proteasome activator complex subunit 2 (Proteasome activator  1e-68
2407 (NM_018447) 30 kDa protein [Homo sapiens]  3e-32

07604 (AF112202) prenylated rab acceptor 1 [Homo sapiens] 4e-46

7832 (AB021177) complement BIC2-A2 [Cyprinus carpio] 2610

4991 Peroxiredoxin 1 (Thioredoxin peroxidase 2) (Thioredoxin-dependent  2e-89
17016 Mitogen-actated polin nase nass dnase 4 (WAPKIERK kinsse  7e-84
15613 (NM 023220) RIKEN cDNA 201010660 [Mus muscuks] 1046

437-3  ATP synthase A chain (Protein 6) _ 1e-6:

53673 GLYCNERICH CELL WALL STRUCTURAL PROTEIN PRECURSOR  50.36
9801 CYTOCHROMEB e-163

05c01 1 (STIH) (Hsp 8e-75
207 Gylocvome ¢ cxidase polypeplds | o104

2996 Cytochrome ¢ oxidase polypeplide |  Ge-d

32921 (ANLD17B75) ypomeheatmoloh FLIZ6421 Homo saplens]  16-10
2993 Cytochrome ¢ oxidase polypeptide | 8e-21

2995 Cytochrome G oxidase polypeptide | 3643

07405 (NM_019371) factor-responsive smooth muscle protein [Rattus  7e-23
4531 NADHuiquinane osdoreductase hain 4L — 5040

2991 Cytochrome ¢ oxidase polypeptide |

J4g21 . Elongaton acor T-gamma e 2 (EF- ¥ gamma) (P4T) 18

287-1 NADH-ubiquinone oxidoreductase chain 5 e-113

12410 DNAdrocied ANA polymerases . I and I 171 KDapopeptte. Je73
41620 NADH-ubiquinone oxidoreductase chain 5 _1e-6

05e14  Fetuin-B precursor (IRL6SS) (16G2)  3e-27

41241 NADH-ubiquinone oxidoreductase chain2 5-93

77-1  GAbinding protein alpha chain (GABP-alpha subunit) (Transcription ~ 30-47
23114 Ras-related protein Rab-21 _de-31

24008 Ubiqukin-scivating enzyme E1 (A1SO proten) e85

05m21  6-phosphogluconate dehydrogenase, decarboxylating  2e-61

TaK17 Eakaryale sandiaton it facor 2 somuni 2 (Eukayotc . 9046

20k13  Hypotheical protein KIAAO174  4e-76

T5ie - Prosphatdyinosil ranser proten alpha soorm (P 3e:09

7732 GLutamate dehydrogenase (GDH) -1

G715 Fortin i ot (Fortin ) 5073

15910 HYPOTHETICAL 81.7 KD PROTEIN IN MOL1-NAT2 INTERGENIC REGION ~ 1e-42

230-1  Alpha-actinin 1 (Alpha-actinin cytoskeletal isoform) (Non-muscle ~ 1e-35
8491 CLN protein (Battenin) (Batten disease protein)  3¢-36
24020  PUTATIVE GTP-BINDING PROTEIN WOBE3.3  5e-64
2102 (AY070265) DMgamma [Danio rerio] ~ 8e-10
02602 CYTOCHROME P450 1A1 (CYPIA1) 2617
18k21  Metalloproteinase inhibitor 2 precursor (TIMP-2) (Tissue mmb\lor 2&21
8091 Angiotensinogen precursor (Contains: Angiotensin | (Ang )
10051  (AB0S6762) hypothetical protein [Macaca fascicularis] 3 19
0819 Hypothelical protein Rv1834 _ 60-24
09h08  Transeripton factor ETV6 (ETS-related protein Tel1) (Tel) (ETS _1e-77
35m06  Bile acid receptor (Famesoid X-actvated receplor) (Famesol  30-29
06b15  (ALB06727) SI4Z78F24.1 (novel protein) [Danio rerio]  e-111
18K11  Microfibr-associated glycoprotein 4 3e-40
8722 CDS9 glycoprotein precursor (Membran attack complex nfibition  2e-11
118 WAGUK Po5 sublamiy member 3 (MPPS protsn) (Discs,lrge homolog  1e-13
2454 Tropomyosin 1 alpha chain (Alpha-iropomyosin) _8o-56
21018 MYOSIN-BINDING PROTEIN C, CARDIAC-TYPE (CARDIAC MYBP-C) (C-PROTEIN,  5e-62
20e19 (AF’ABDWBI msuhn receptor tyrosine kinase substrate protein p53  1e-48
3532 Catalase 7e-
$515. Doadhemolog sublamily B member (Heat sock proei Heplo3) 1037
2662 Tropomyosi alpha 4 chan(ropomyosi 4) THSGp1) 11

10762 EsteraseD e-133
900-1  4-methyl-5(B-hydroxyethyl)-thiazole monophosphate biosynthesis ~ 1e-24
1803 BETA-GALACTOSIDE-BINDING LECTIN (14 KD LECTIN) (ELECTROLECTIN) 647
1951 PROBABLE DYNEIN LIGHT CHAIN 1 CYTOPLASHIC . 2045
16609 Aldose reductase (AR) (Aldehyde reductase) 7e-4
3002 4meiyl S hydrorysi)iszole moncphosshale Hosniness oo
7501 ProleinAF1q
T5K22 (Wt 508258) hmaoloical and neurolgical xpressed sequence 1 _Te-17
02m23  Delia-1-pyrroline-5-carboxylate dehycrogenase, mitochondrial  10-68
2852 Parvalbumin beta _8e-55
2011 TRANSCRIPTION FACTOR SHI-RELATED PROTEIN4  Ge-31
651-3  Troponin T, fast skeletal muscle isoforms ~ 2e-62.
16514 Aopin 2 (arinerof RACT) [POR1 ) 204
2512 Do -dala2 oy Con somerase m\tochor\dna\ Iprocuser 2031
1912 Cylachrome 450 2K1 (CYPIKY) (450 LICS)
18j12 AmonexchaﬂgeDvolem3(Neumv\a\bandKhkepmlem) 2e-48
18K18  Protein 4.1 (Band 4.1) (P4.1) (4.1R) 10-24
553-2  Stathmin (Phosphoprotein p19) (pp19) (Oncoprotein 18) (Op18)  7e-31
16903~ (XM_062872) simiar to RIKEN cDNA 2310038H17 [Homo sapiens]  6e-09
8451 Tropomodulin 1e-62
18012  Delta-l MKEpm{eméDrecuvsovleosoDm\aDe\tahomo\ogﬂ) 3e-28
05306 Complement factor B precursor (C3/CS convertase) (Properdin factor  30-46
17n03  Somatostatin IB precursor [Contains: [Pro12]somatostatin-24;  6e-29
18e08  Renal sodium-dependent phosphate transport protein 2 2e-26
1705 (BCO0731) RIKEN cDNA 4931428D14 gene [Mus musculus] 3e-33
18106 (XM_133037) similarto hypotheical protein HSPC216 [Mus musculus]  8e-50
16208 DNA-binding protein RFXANK (Regulatory factor X subunit B) (RFX-B)  16-65
14102 Spiicing factor U2AF 35 kDa subunil (U2 auxiiary factor 35 kDa 2686
18118 (NM_018297) peptide:N-glycanase similr to yeast PNGI; hypothetical  20-46
18023 (AKOO1858) unnamed protein product [Homo sapiens]  5e-33
05a01  (BC013194) Similar to hypothetical protein FLJ20551 [Homo sapiens] ~ 2e-09
23p13  SH3 domain-binding glutamic acid-rich protein (SH3BGR protein)  4e-43
22j06  (NM_139166) striated muscle activator of Rho-dependent signaling ~ 6e-55
5651 (NM_020604) junctophilin 1; junciophiln type 1; mitsugumin?2 [Mus  2e-21
1804  (NM_016287) HP1-BP74 [Homo sapiens] 39751
24i20  Regulator of G-protein signaling 3 (RGS3) ~ 3e-
5402 Nybain T chim 5. skaeal s oo (2 cotayc) 5e-54
12262 Parvaloumin bela 2608
20mz2 Auiin 232
4172 Myosin regulalory light chain 2, skeletal muscle isoform type 2 _ 1e-73
05606 Tyrosine-protein kinase JAK? (Janus kinase 2) (JAK-2) ~ 26-22
18g2¢ - (ABOSSATY hypoinatca i Macaca ascioars] 136
12261 Parvaloumin alpha (A1)
3034 (NN 024288) AIEN €DNA 1500016010 (Mus musculus]  7e-23
18e20  (BC022119) Unknown (protein for MGC:37737) [Mus musculus]  9e-79
18916 Major centromere autoantigen B (Centromere protein B) (CENP-B) _ 9e-08
6516 Troponin T, fast skelelal muscle soforms ~_4e-29
18020 (AF271156) CaM-kinase Il nhibitor alpha [Rattus norvegicus]  7e-18
18223 1G KAPPA CHAIN V-1V REGION JI PRECURSOR  6¢-22
8522 (80004518) Simar o hypihotial prfain [Homo saiens 9041
2662 (AF359567) myozenin precursor [Bos taurus]
12 Troponin T lat sk musce ooorms 7062
266.1  (AF359567) myozenin precursor [Bos taurus)  60-30
18024 Transmembrane 4 superfamily, member 8 (Tetraspanin 5) (Tspan-5)  2e-20
18007  Intersectin 2 (SH3 domain-containing protein 1B) (SH3P18) ~ 3e-09
18006 Kinesin ight chain 1 (KLC 1) - 2e-15
02402 Protinrosin phaspraase, onTecepor e © (Protemrosie  7e-11
02613 (NM_016027) CGI-83 protein [Homo sapiens]
1703 (NM_015456) DKFZPSEEBOSWDrolem [Homo sap\en&] 2e-46
1809 Ras-related C3 boiulinum toxin subsrate 3 (p21-Rac3) _e-102
06607 Transcripton intermediary factor 1-gamma (TIF 1-gamma) (RET-fused 2608
2051 Ryanodine receptor 3 (Brain-type ryanodine receptor) (RyR3) (RYR-3)  76-45
2792 WS3PROTEN 2670
18¢16 (AEUEMW) KIAA1890 protein [Homo sapiens] 2e-14
14508 NUCLEAR AUTOANTICENIG SPERM PROTEIN (NASP) 6035
ot Parvabumin made ot
2501 Parvalbumin alpha  7e-34
2592 Parvalbumin alpha  Se-31
4251 Protein kinase C and casein kinase substrate in neurons protein 2 16-58
417:3  Myosin regulatory light chain 2, skeletal muscle isoform type 2 - 4e-12
4171 Myosin regulalory light chain 2, skeletal muscle isoform type 2 1-73
327-1  (AF161418) HSPC300 [Homo sapiens]  1e-27
19109 Sodium channel beta-2 subunit precursor _ 46-09
3518 Galcium-binding protein p22 (Calcium-binding profein CHP)  do-43
1818 (XM_131176) similar o TIFA [Mus musculus] _ 2e-21
4121 TROPONIN | FAST SKELETAL MUSCLE (TROPONIN I, FAST-TWITCH ISOFORM)  1e-56
27k14  UBIQUINONE BIOSYNTHESIS PROTEIN COQ4 HOMOLOG 4626
18120 Adapler-related protein complex 4 beta 1 subunil(Beta subunitof _1e-26
8531 putaive N6-DNAmainyransiraso (Poton PRED2S) (M Hsaberkzp) - 2073
6511 Troponin T, fast skeletal muscle soforms _8e-5
4151 Troponin G, skeleal muscle (TNG)  26.67
8213 Glycerol-3-phosphate dehydrogenase [NAD#], cyloplasmic (GPD-C) 2639
3018 Parvalbumin beta  2e-19
21909 TSC22voltod nducileeucine dpporroton 2 (s 21k 36-12
09Kk05  BETAINE ALDEHYDE DEHYDROGENASE (BADH)
18p23 Hepatoma -derived Qvowlhfadov (HDGF) (High-r mub\htyﬁmuppml&m 3e-10
2653 Parvaloumin beta  7e-
Siz3 Provati doiom pyrophosphate GeTManSGIeNAG2  3e-31
24123 (AKO10745) data sourco:SPTR, source key:Q9VTED, 6020
4812 Hypothelical protein C11C11.02 in chromosome Il 2e-12
8502 Puiaivo sernofivoorinerolon knaso P78 So-12
24n22 . Gamma amincbuyic oo receplor - subun precuror GABA(N) 1013
2122 (BC024417) Unknown (protem for MGC:36382) [Mus musculus]  de-2¢
53505 Amylod bla A procuor rota-icing aly Amomise 1+ 4085~
48013 Leplin receptor overlapping ranscriptfike 1 (Brain my047 prolein) 5e-57
288-1  Myosin light chain kinase, smooth muscle and non-muscle isozymes ~ 3e-14
2602 Channel associated protein of synapse-110 (Chapsyn-110) (Synaptic  16-08
11231 (NM_020604) junctophilin 1; junctophilin type 1; mitsugumin72 [Mus ~ de-21
28m24 Kinase 10 (L inase) ~ 9e-48
24n16  (NM_131693) uridine kinase [Danio rerio] ~ 8e-1:
18003 (BC029731) Similar to hpapa\ysacchanﬂespecmc response7  20.08
6514 Troponin T, fast skelelal muscle soforms
18910 Atain 2-binding protein _26-18
124 Syt bnding prcen 2 Unc 1 homleg 2) (Lo 169) (Une182) 1040
651-5  Troponin T, fast skeletal muscle isoform beta (Beta TnTF) ~ 3e-09
1821 (NM_030877) nuclear associated protein; similar 1o Bos taurus P14 1e-54
303-3  Actin, Eymp\asmm‘(Eeta aum] e-113
2711 ceplor 2 precur
Taq2s (13055380) Moo nteracing rocoa g protei s masculs] 7011
199-1  Myosin-binding protein C, fast{ype (Fast MyBP-C) (C-profein, _e-101
8702 MYOSIN-BINDING PROTEIN C, FAST-TYPE (FAST MYBP-C) (C-PROTEIN,  6e-10
18f23  (ABO70085) hypothetical protein [Macaca fascicularis] ~ 2e-35
20p12  Hypolnetical oxidoreductase Lmo0432 (ORFA) _de-17
870-1  MYOSIN-BINDING PROTEIN C, CARDIAC-TYPE (CARDIAC MYEP C) (C-PROTEIN,  5e-67
1811 Myosivbinding prtinC, as-po (FastyBP-O) (C-rofoin
1811 N33 pr -85
Top17  CYTOGHROME P30 206 (CYPIDG) (P4S0-DB1) (DEBRISOQUINE .10
192-1  60S ribosomal protein L12, mitochondrial precursor (L12mt) _96-20
493-2  Chromobox protein homolog 3 (Heterochromatin protein 1 homolog  4e-64
11608 10-FORMYLTETRAHYDROFOLATE DEHYDROGENASE (10-FTHFDH) (FBP-CI)  1e-55
25K06  ACTIN, ALPHA CARDIAC MUSCLE (ALPHA1) 4e-28
793-1  ELONGATION FACTOR 1-DELTA (EF-1-DELTA) (P36)  9e-4¢
155 (\R052665) nereron iphalbota roceptor 2 [Gas gl 66.09
18n11 (XM 032285) similar o putalive lransmembrane proein; homolog of  1e-10
6602 Sorcin (22 kDa protein) (CP-22) (V19)  96-75
20005 (AB042554) KIAATI73 protein [Homo sapiens] 6e-97
23a14  Osteoinduciive faclor precursor (OIF) (Osteoglycin) _1e-28
07623 : . e-100
9032 Myosin heavy chain, cardiac muscle alpha isoform (MyHC-alpha) ~ 9e-73
22401 Interferon-induced, double-stranded RNA-activated protein kinase  1e-12
22a12  (AK091346) unnamed protein product [Homo sapiens] ~ 3e-22
18b03  Protocadherin alpha 10 precursor (PCDH-alpha10)  1e-18
18011 Putative RNA-binding prolein 15 (RNA binding molifprotein 15)  5e-13
21k03  TATA box binding protein-ike prolein 1 (TBP-like prolein 1) (TATA  4e-19
%ot4 APOLPOPROTENG G015
3024 interaciing protein 1 1e-34
Tohad (BCOZ3177) Unknowrs (oroten o AR 4O45058) s mscuto] . 6010
18K08  (XM_133509) similar o protein regulator of cylokinesis 1; protein _8e-51
18607 (BCO12443) Unknown (protein for MGC:8882) [Homo sapiens]  Te-11

07c16  Probable delta(24)-sterol C-methyltransferase 1607
5112 Fructose-bisphosphate aldolase B (Liver-type aldolase) ~e-172
S111  Pruclose-baphosohale idolase B (erype aldlase)  e-141
22019 Amyloid beta Ad precursor profein-binding famiy A member 2
55 INROTHETIOAL 277 KD PROTEININ GPT1.SPCab NTERGENIC REGION 4009
3731  CYTOCHROME PA50 2F3 (CYPIIF3) _3e-27
4941 Serinefthreonine protein phosphatase PP1-beta catalytic subunit  30-62
315-1  Splicing factor 38 subunit 3 (Spiiceosome associated protein 130)  8e-64
0201 (XM_137112) similar to HN1 like [Mus musculus] _ 7e-36
24120 (NM_053945) Rim2 protein [Rattus norvegious] _ 7e-17
21219 ATROPHIN-1 (DENTATORUBRALPALLIDOLUYSIAN ATROPHY PROTEIN) 3015
22623 Proto-oncogene tyrosine-protein kinase FYN (P59-FYN)
Tt Gapomcion At o (Conmesi 40) (Oi3) de2”
23118 NG-CAM related cell adhesion molecule precursor (NR-CAM) (BRAVO)  3e-40
2306 Platsetendothll eraspan anigen 3 (PETA-) ODIS1 antgen) 7619
2302 Proonkephalin A1 precursor Zo-
22924 (NM_106023) expressed protein; prolem id: At1g73650.1, supported  7e-41
Z1g11 - (AOGGES1) 32 prtein Homo sapens] _ 7e-15
3035 ACTIN, ALPHA SKELETAL MUSCLE (ALPHA-ACTIN 1) 3¢-35
72573 Acin. o skl s (oo 1) - 25,45
3037 Acin, cyloplasmic { Bet-acin 1) 26-59
3032 Actin, gamma 0.0
17001 GTP-binding protein hfiX  26-19
21h23 Actin  1e25
24004 Miochondral RNA spicing procin MRS4, 210
3034 ACTIN, ALP)
$073t0 " CREATIVE KINASE. M CHAN .CK) Jecds
7574 Nucleoside diphosphate kinase, mitochondrial precursor (NDP kinase, 3658
3036 ACTIN, ALPHA CARDIAC 4¢-96
Jaa21 Faty adohyde dehycrogenase (Aldshyde dehycrogensse, microsoma) 2647
2417 SKI ONCOGENE (C-SKI)  2e-
Fiita. Prorin orecros (Prlne-arinne.ichond sucine-rch epeat 111
303.9  ACTIN, ALPHACARDIAC e-156
914-1 Glutamate receptor U1 precursor (XENU1) (Unitary non-NMDA glutamate  1e-81
683-1  (NM_054008) Rgc32 protein [Rattus norvegicus] _ 56-23
o7, L-plesin (Lymphocyte s prten 1) (LGP-1) (8 kDa macrophage fe-62
3038 Actin, alpha cardiac  4e-5
2016 Ackn. s cavdne 5080
22424 (NM_024755) hypothetical protein FLJ13213 [Homo sapiens]  3¢-09
22024 RAS-RELATED PROTEIN RAB3A _ -109
05001 ek rsospo bt halypracuscr (L.GR-be) -1
6552 DNA-binding protein inhibitor [D-1 (ID) 3e-2
G595 Qlucose-dymorhaiase (56Pas0) (2.6Pase) 4050
1074-2  Polyadenyate-binding protein 1 (Poly(A)-binding protein 1) (PABP 1) e-110
9352 (AL592495) SI:02129122.3 (novel protein) [Danio rerio] _de-29
2623 (XM_130850) similar to data source:SPTR, source key:Q18357, 7e-12
6631 Transmembrane 4 superfamly, member 8 (Tetraspanin 3) (Tspan-3)  1e-82
39104 Skeletal muscle LIN-protein 1 (SLIM 1) (SLIM) (Four and a half LIM 6e-93
26¢13  LIM domain protein, cardiac (Muscle LIM protein) (Cysteine-rich  20-15
673-1  PDZ and LIM domain protein 1 (LIM domain protein CLP-36) _1e-26
1903 Myosin light chain 1, embryonic muscle/atrial isoform (PRO1957)  7-70
10134 Creatine kinase, M chain (M-CK) 2e-24
10138 Creatine kinase, M chain (M-CK) 6e-61
8562 (NM_005748) YY1 associated factor 2 [Homo sapiens]  3e-54
101311 CREATINE KINASE, M CHAIN (M-CK)  1e-55
30k06  Vesicle transport v-SNARE protein Vii1-like 2 (Vi1-rp2) (Viita) 3081
2309 Polyadenylate-binding protein 4 (Poly(A) binding protein 4) (PABP e-122
1112-1  Polyadenylate-binding protein 4 (Poly(A) binding protein 4) (PABP 4) _26-80
13608 Myosin heavy chain, cardiac muscle beta isoform (MyHC-beta)  9e-78
101310 CREATINE KINASE, M CHAIN (M-CK) 224
10132 CREATINE KINASE, M CHAIN (M-CK) 0.0
10137 Creatine kinase, M chain (M-CK) 3e-46
13124 CREATINE KINASE, M CHAIN (M-CK) _80-36
10131 Creatine kinase, M chain (M-CK) _e-180
10139 CREATINE KINASE, M CHAIN (M-CK) 6043
21014 Aldose 1-epimerase precursor (Mutarotase)  2¢-30
10135 Creatine kinase, M chain (M-CK)  7e-57
19n20  RNA-binding protein mp-1  10-08
9991 (NM_009551) zinc finger protein 216 [Mus musculus]  3-33
13016 Beta enolase (2-phospho-D-glycerate hydro-lyase) (Skeletal muscle 1679
22120 Alpha-actinin 3 (Alpha actinin skeletal muscle isoform 3) (F-actin e-114,
47d01  Neural prolferation differentiation and control protein-1 1608
29102 Protein-tyrosine phosphatase zeta precursor (R-PTP-zeta) 4e-18
40133 Creatine kinase, M chain (M-CK) _1e-41
32018 Heat shock 27 kDa protein (HSP 27)  Se-13
555-1  Fumarate hydratase, mitochondrial precursor (Fumarase)  €-106
24d09  HEAT SHOCK 70 KD PROTEIN (HSP70) 270

03004 Plasminogen precursor [Contains: Angiostatin]  2e-23

324 Splong acor 38 bt 2 (Spkcaosome associaled proten 145)  o-H1

07912 (NM_006007) zinc finger protein 216 [Homo sapiens]  1e-2:

07c05  (NM_019371) factor-responsive smooth muscie protein IRamAs 2049

8011 Rho GDP-dissocaininhiblor  (Rha GDI 1) (Rho-GDIsoha) 2654

11a19 408 ribosomal protein $16 _ Ge-1

G445 TRANSLOCON ASSOGATED PROTEIN, DELTA SUBUNIT PRECURSOR (TRAP-DELTA)  10-63
12017 BS4 protein ~ 3e-08

11d17  PDZ and LIM domain protein 1 (LIM domain protein CLP-36) ~ 9e-92

11621 Clathrin coat assembly protein AP50 (Clathrin coat associated  e-133

05901 Casein kinase |, alpha isoform (CKl-alpha) (CK1) _1e-91

05116 Omithine decarboxylase antizyme 2 (ODC-Az 2) (AZ2) 8e-45

3505 Conserved oligomeric Golgi complex subunit 5 (135 Golgi transport  6e-45
14h04  Myosin heavy chain, fast skeletal muscle  e-117

11320  SERINE-PYRUVATE AMINOTRANSFERASE, MITOCHONDRIAL PRECURSOR (SPT) 2679
11d18  Branched-chain amino acid aminotransferase, cytosolic (BCAT(c) ~ 7e-47

2003 MYOCYTE-SPECIFIC ENHANCER FACTOR 24 1e-38

12012 (AF324350) ovarian immunoreactive antigen [Homo sapiens]

16104  TRANSITIONAL ENDOPLASMIC RETICULUM ATPASE (TER ATPASE] (155 e-107
167-1  (NM_145771) aldehyde reductase (aldose reductase) lie 6 [Rattus ~ 4e-83

4521 Probable 2-ketogluconate reductase (2KR) ~ 9e-16

11304 CCAAT displacement protein (CDP) (Cutiike 1)~ 2e-42

853 (AF421549) CDH1-D [Gallus gallus] 8e-31

12352 (XM_159532) hypothetical protein XP_159532 [Mus musculus] 8-

10006 (BC022597) Similar to RIKEN cDNA 5830446M03 gene [Mus. musculus] 1022
9309 Sucolnate dehydrogensse [uiquinonel Ravoprtei subunk. 4098

11k13  Ras-related protein Rab-10  Te-4:

1 (ALSS0217) hypoinolical protein [Homo sapiens]  9e-12

35212 SYNCOLLIN (SIP9)  4e-2:

35216 Tubuin epsilon chain LEpsuon tubulin) 2e-87

03303 BMALT protein (Brain and muscle ARNT-lke 1) (Member of PAS protein  36-86
03615 RING finger protein 6 _de-50

1381 hypothetical protein 2 (tRNA exteral transcribed spacer) - mouse _4e-12

12901 Serinefthreonine protein phosphatase 2A, 55 kDa regulatory subunit ~ -120
24n15  (BC007588) Similar to RIKEN cDNA 2310012N15 gene [Homo sapiens] ~ 3e-53
03302 Complement factor H precursor (H factor 1)  1e-16

12351 Orphan nuclear receptor NRSA (Alpha-1-fetoprotein transcription  2e-31

3667 APOLIPOPROTEIN A-l-2 PRECURSOR (APOA-1-2)  5e-14

002 Noa tato aryhold 2 el foctor 2 (N2 relatad acor2) - 280

1351 Putative ribosomal RNA methyliransferase 1 (RNA

3962 GUANIKE NUGLEOTIDE BINDING PROTEIN BETA SUBLNIT-LIKE PROTEIN  6-151
4722 Methylerotonyl-CoA carboxylase beta chain, mitochondrial precursor  6e-99
03016 Ras association domain family 2 2e-54

2812 ! 124
19019 BCL2/adenovirus E1B 19-Da protein-interacting protein 3 ke _3-38

1547 Doas bomolog bty B membac  (Hes shock proten Hapd0-3) st 2078
856 {PLEMENT C3-1 [CONTAINS: C3A ANAPHYLATOXIN]  7e-1:

02" (ecomm) Unknown (protein for IMAGE:3546959) [Homo sap\ens] 2026
3301 RASRELATED PROTEINRAB-1A 5664

7m07  (AF041434) hPRL-3 [Homo sapiens] _ 3e-31
6761 HEAT SHOCK PROTEIN HSP 90-BETA  30-80
2805 Voago-dependent anin-sleciv chamel prten 2 (VOAG2) (Ot 3098
542 Pyt knase, nusde sezme. o113
4841 Pyrovato kinase, muscle sozym (Cytosolic thyroid hormone binding _ 26:90
5551 Praaciitr papioe recirer [Conans. Suposina Sapesin 8 4e35
03c06  CMP-N-acetylneuraminate-beta-1,4-galactoside  5e-27
550-1 5-AMP-ACTIVATED PROTEIN KINASE, CATALYTIC ALPHA-2 CHAIN (AMPK  3e-17
6112 Cytochrome c oxidase subunit Vila-related protein, mitochondrial  76-40
04p15  GLYCOGEN PHOSPHORYLASE, LIVER FORM ~ 7e.71
18k04  Glycogen phosphorylase, muscle form (Myophosphorylase)  e-1
19501 Vorans-dpandont son-seloctvs eraunl rotei's NORG-2) (Ot 8667
19905 (NM_005765) ATPase membrane seclor associated protein MB-9; ATPase,  7e-64
19i17  Hypothetical protein yfcH ~ 3e-12
12020 Wims tumor 1-associating protein (WT-associated protein)  9e-50
04207 Orphan nuclear receptor NR1D1 (V-erbA related protein EAR-1) 1649
12621 SODIUM-INDEPENDENT ORGANIC ANION TRANSPORTER 3 40-32
17609 55 0a enfrocyomembran prolein (°55) 8 95
21 116 55 kDa erythrocyte membrane protein (P55)
4115 F-box only protein 32 (Muscle \rophyFboxpvolem)(MAFbx] 2062
S5 Crocmont o ondaes polpentievic2 - fut
291 Tob protein (Transducer of rbB-2 1) _ 4e-31
33k03  Heterogeneous nuclear ribonucleoprotein A2 homolog 2 lhnRNPAZ(EH 5e-12
ot (BC004367) puttve lalbasioma ol ifronatonaaed S5
18n15
24623 Hwomsncm«zxupxorswwpsrsomsmrsaewcRsem 2020
21109 MITOCHONDRIAL CARRIER PROTEIN RIM:
22124 [3-methyl-2-oxobutanoate dehydrogenase [hpoamnde]l kmase‘ 3e-37
27p09  6-phosphofructo-2-kinase/fructose-2,6-biphosphatase 1 26-22
47004 hypothetical protein DKFZpd34H1235.1 - human (ragment)  4e-20
8861 RING fingor protein 28 (Wusclo spocifc ring finger protan 1) 3o.85
8852 RING fnger rten 28 (scl specfc g fnorproten 1) 64
5571 Dinydralpcamds aceyiransiorase compenent ofpyuate
2008 20 DIENOYLCON PEDUCTASE. MITOCHONDAIAL PRECURSOR (24-DIENOYL.COA 3084
Toq23 Putate skt ranaiaion miaion o3 acourt (75 4oty
3951 HEAT SHOCK PROTEIN 30 (HSP 30)  2e-61
Hc18  (ABO33079) KIAAT253 protein [Homo sapiens] 2640
08013 Chaperone protein hiscB (HSC20)  26-12
12022 Cyccome s 212 CVPILR) ivachidonic acdcpoxygense) 2621
317 enzyme E2-32
Se2h (XM 130747y il 1o hepetacelur caramemarsesoqpled anigen
G851 RUKRRYOTI: TRANSLATION NITIATION PAGTOR 3 SUBUNIT 10 (€123 THETA) 2609
24f19  (NM_013262) myosin regulatory light chain interacting protein [Homo 4e-14
25620 (XN_116414) simlar to Hypothetical protein KIAAOD14 [Homo Sapiens]  4e-12
679-1  Hypothetical protein KIAA1384  26-33
1702 Sarcalumenin precursor  90-25
9111 Sarcalumenin precursor _fe-74
17407 Acetylcholine receptor protein, alpha chain precursor  26-42
1057-1 ARP2/3 complex 20 kDa sublril (P20-ARC) (Actin-related protein 2/3  3e-87
501-2  Beta enolase (2-phospho-D-glycerate hydro-lyase) (Skeletal muscle ~ e-176
5041 Inter-alpha-trypsi inhibitor heavy chain H3 precursor (1Tl heavy  16-10
30005 77K muscle-derived protein - chicken 5049
9201 Sarcoplasmiclendoplasmic reiculum calcium ATPaso 1 (Calcium pump 115
26914 Plectin 1 (PLTN) (PCN) (Hemidesmosomal protein 1) (HD1)  5e-25
35204 508 ribosomal protein L2 40-35
29004 Fructose-1,6-bisphosphatase (Drructose-1,6-bisphosphate  7e-44
25005 (XM_116414) similar to Hypotheticalprotein KIAAOO14 [Homo sapiens] _3e-17
30205 Ubiquitin carbory-torminal hydrolase 2 (Ubiqutn thiolesterase 2)  66-67
15004 Brain mitochondrial carrier protein-1 (BMCP-1) (Mitochondrial ~ 2e-60
10731 Omithine decarboxylase antizyme inhibitor  3e-77
33021 Hypothetcal protein C12C2.09¢ n chromosome Il 5e-21
05f05  (XM_148044) RIKEN cDNA 1810013L24 [Mus musculus] ~ 9e-¢
1311 ot associated prtans TATE lantcran's (WAPTANABTE  26:54
18n08  BAG-amily molecular chaperone regulator-3 (BCL-2 binding  36-29
1181 Telothonin (Tiin cap protein) 70-21
35006 408 ribosomal protein 3  1e-31
12623 Hypothoticalprotoin ZKE52.6 n chromosome Il 3e-16
333-1  NDRG2 protein (Ndr2 protein) ~ 5e-24
30009 (NM_006788) ralA binding protein 1 ralA-binding profein [Homo ~ 26-36,
09104 (A1295844) importind [Homo sapiens] . 16-40
25n15  Hypoxia-inducible factor 1 alpha (HIF-1 alpha) (ARNT interacting ~ 3e-70
3192 Thyrotroph embryonic factor _66-09
226-1 (XM_130455) RIKEN cDNA 1810008K03 [Mus musculus] ~ 2e-46
20k23  (AB025216) KIAADSSS protein [Homo sapions]  2-11
222 (AF08612) overearsrlase o proton Ty ires] 9026
7902 (NM_024299) chromosome 20 open reading frame 149 [Homo sapiens
T7eab _ EURRRYOTIC TRANSLATION INITIATION FACTOR. 3 SUBUNIT 10 (IF-3 THETA)  60-19
452 Ubiquilinconjugating enzyme E2-17 kDa 2 (Ubiauiin-protein igase) - 1e-60
779:3 Sorotransforin | precursor (Sidorophiln ) (STF 1)~ 6-110
01002 Hypothetical oxidoreductase ykuF  36-30
614-2  60S ribosomal protein L19, mitochondrial precursor (L19mt)  9e-68
6761 DIHYDROLIPOAMIDE DEHYDROGENASE, MITOCHONDRIAL PRECURSOR  86-67
29a24  (AB033079) KIAA1253 protein [Homo sapiens] e-118
4701 Citrate synthase, mitochondrial precursor _ 1e-24
6762 DIHYDROLIPOAMIDE DEHYDROGENASE, MITOCHONDRIAL PRECURSOR  36-36
5491 Hoat shock cognate 71 kD protein (Hsc70.1) - 20-95
T1g16  Selenoprotein P precursor (SeP)  3o-44
324-3  (AF322071) se\enﬂpml&m Pa [Danio renu] 3e-11
22007 Selenoprotein P precursor (SeP)  50-24
04e05 RabGDPdnssoc\atmnmmbuurhe!a(RaDGD\De‘a](GD\Z) e-116
28920 (XM_058325) similar to RIKEN cDNATMOOU 019 [Homo sapiens]  5e-22
35006 Angiopoietin-2 precursor (ANG-2) 7609
1152-1  (NM_003922) guanine nucleotide exchahge factor p532 [Homo sapiens] ~ 8e-10
8771 Zincfinger protein 208 5e-21
4132 Gangloside expression factor 2 (GEF-2) (General protein transport  26-60
10981 (NM_023755) ranscription repressor CRTR-1 [Mus musculus] ~ 4e-40
8572 PUTATIVE SERNETHREONINE PROTEI KINASE ENK 3014
1671 Hepatocyte growth factor-lke protein precursor (Macrophage
Tars OASE PLASMINOGEN ACTIATOR SURFACE RECEPTOR, GPLANCHORED FORM do-12
24k24  Mitochondrialcarier protein CGI-68 (PRO2163) 1610
02021  (NM_027314) RIKEN cDNA 1810015H18 [Mus musculus]  1e-25
09k17  Protein phosphatase 2C beta isoform (PP2C-beta)  3e-09
1001-2  (ALE91213) SEGZ150F13.6 (CR1 Danio erio 2 reverse lranscriptase)  7e-41
1502 romeoboxprtan Vo (e etodrten ) 010
21k05 6039
15i21 Dha& (Ganglioside  1e-51
20m06 _ Glutamate recepto, onotropic kainate 2 precursor (Glutamate  26-85
36124 Transcription factor 20 (Stromelysin 1 PDGF-responsive  4e-23
08h14  Myotrophin (V-1 protein) ~ 8e-36
3911 Telomerase-binding protein p23 (Hsp90 co-chaperane) (Progesterone  26-52
15021 RTF1PROTEIN Be-12
21619 (86017902)Simiarto eigma ol (% ronegos) Homo sapns] 1025
25022 LIM protein RIL (Reversion-induced LIM protein) 1e-11
55601 Fas-rotd proan Rab 3 (RAB-1C) (STP bindng proton FAY) - 2068
0912 Actin-like protein 3 (Actin-related protein 3)  o-14
478-1  Histone H3.3 (H3.A) (H3.B) (H3.3Q)  2e-70
909-1 Hypothetical €2.2 kDa protein ZK1236.4 in chromosome il 8609
14e05  (XM_133087) expressed sequence AW558177 [Mus musculus]  2e-31
20605 Guanine nucleotide-binding protein G(S), alpha subunit (Adenyiate _ 1e-54
3201 1 5e08
24018 (AF036712) reverso trenscnplase -like proten [Takifugu rubripes]  80-08
1606 ARF-related protein (ARP)  de-
2005 toehandt mporiner membrane ransiocase ubuni THITT A 26.63
1009 Sanefveonno-protan s NEXT (N ot prten knase 6033
7821 G\ucaqonrecemorprecuvsur((}k) 2e-3
1105 HYPOTHETICAL 21.5 KD PROTI swwszmssmwsaesmcasam 80-13
1601 Unlqutin-conugaing sneyme E2.28.4 k& (Ut proten lgase)
11p08  Integrin alpha-L precursor (Leukocyte adhesion glycoprotein LFA-1 1& 23
11262 (AFO86712) reverss transcriptasa-ie protein [Takfugu rubripes]  3e-24
30p17  Dual specificity protein phosphatase 1 (MAP kmase phosphatase-1) ~ 2e-56
35620  CELL DIVISION CONTROL PROTEIN 68 204
33408 ol requitry lementbindng protein 2 (SRE8P2) (Steel 1065
20k24 Traboculin-beta Se-
55610 (BG03717) Silar o pothelca protein MGC10766 Mus musculs] 2671
29n07  (AK097958) unnamed protein product [Homo sapiens]  5e-10
2407 (AL136875) hypothoticalprotein (Homo sapiers]  26-13
18g17  (AK023218) unnamed protein product [Homo sapiens]  1e-57
22m03  HLA dlass | histocompatioilty antigen, B-51(8-5) 65101 alpha _ 7o-18
10461 Eukaryotic iransation niaton faclor 6 (elF-6) (B4 integrin’_66-20
10451 GrpE: protein homolog 2, mitochondril precursor (M-GrpE#2)  26-46
22610 MAP kinase-aciivated protein kinase 2 (MAPK-activated protein 10-72
0113 (BC021129) Unknown (protein for IMAGE:4622972) [Homo sapiens] ~ 6e-87
19007 Moesin (Membrane-organizing extension spike protein) - 26-19
35018 Monocarboxylate transporter 1 (MCT 1) 26-24
4801 Thymosinbeta-t1 6008
20020 Gluamyl aminopeptdase (EAF) (minoppidase ) (APA) - 2609
217 Homeobox protein Hox.C10  Je-
33024 Rho-interacting protein 3 (p116RIP) (RIP3) _4e-49
24219 (XM_113908) similar to nuclear protein p30 [Homo sapiens] ~ 5e-53
10481 (BC003653) Similar o presenilins associated thomboid-like protein 8-37
11k19 (BC002315) Simiar to hypothetcal protein MNCb-2386 [Mus musculus]  36-20
1715 Logumai precursor (Aspariny ndopoptdase (Proase, yston 2016
11114 (AK008670) data source:SPTR, st keyOBUMW Be-11
12019 Hypothetical protein KIAAO429 “sert
L5 T Aot reduciin (1HC reducase) (Sterol 16-69
485-1  Lathosterol oxidase (Lathostorol 5-desaturase) (Delta-7-sterol  10-73
12014 MOGH protein  8e-13
22a14  (BC016456) Similar to RIKEN cDNA 2300004C15 gene [Mus musculus] ~ 7e-69
46m05  (XM_139387) smilarto HSPCO38 protain [Mus musculus]  6e-11
15k04  Cylochrome o ovidase polypeptide Vila-iverheart, mitochondrial  2e-17
0ie03. Unincsycarome G reductasocomplox 54 K03 roan Conplex 5016
08116 Cytochrome o oxidase polypeptide Vila-iveriheart, mitochondrial  2e-18
11m05  (NM_025317) mitochondrial ribosomal protein L54 [Mus musculus] ~ 1e-32
11h02  (NM_025125) hypothetical protein FLJ13263 [Homo sapiens]  30-23
16e15  (AF330001) UNC45-related protein [Danio rerio] ~ 9e-87
2651 Phorbolin 3 (APOBEC-ike)  1e-15
9162 Giycogen phosphorylase _1e-10
$201 UBIOUTOUSLY TRANSCRISED X GHROMOSONE TETRATRICOPEPTIOE REPEAT 2029
2308 (BC008967) Unknown (proten for IMAGE:3010666) [Homo sapiens)
12g24  (NM_032333) hypothetical protein MGC4248 [Homo sapiens] Ie 31
11K05 (XM_131438) similar to cancer elated gene-iver 1 (Mus musculus] . 66-30
1507 (AJ277212) hypothetical protein [Mus musculus] = 3e-10
2405 (NW023054)WHSCIL 1 protein sofom o, WoltHisctom synrome 556
2201 Parvaloumin alpha  9e-
52007 Basemont metrano-spocic heparan sl rofoglycan coreproten
Toe10. CREATINE KINASE. UBIGUITOUS WTOCHONDRIAL PRECURGOR (UMTGHK) G0-11
17p06  Dematin (Erythrocyte membrane protein band 4.9)  3e-10
21p13  AMP deaminase 3 (AMP deaminase isoform ) (Erythrocyte AMP deaminase) 1672
2202 Parvalouminalpha Ge-45
19817 508 ribosomal protein L24 2613
11h20  NADH-ubiquinone oxidoreductase B8 subunt (Complex 1-86) (C188) _ 5e-31
790-1  (NM_024299) chromosome 20 Openveadmg"ameMngomoseD\enS] 2e-16
04118 (NM_025933) RIKEN GONA 2010110M21 [Mus musculus]  26-2(
Sou10 Slgnl recogion priee 14 K04 proten (SRPYA (18 kDa ALURNA 5037
905-1  Ankyrin repeat and SOCS box containing protein 2 (ASB-2) ~ 5e-60
974 Ubiquinol-cytochrome C reductase complex 7.2 kDa prolein 8e-12
18106 (XM 059752) similarto RIKEN CONA 111005619 [Homo sapiens] _56-23
8381 Signal recognition particie receplor alpha subunit (SR-alpha) _3e-66
686-1 Ras-related C3 botulinum toxin substrate 2 (p21-Rac2)  7e-45

22604 Small muscular protein (Stretch responsive skeletal muscie protein) 225
03-3  Myosin heavy chain, cardiac muscle alpha soform (MyHC-alpha)  e-113
17409 Superfast myosin regulatory light chain 2 (Myosin regulatory ight  4e-61
18663 Troporin T, ardac muscl soforns (TnT0) . 26-12

5541 Sarcopasmicendoplasmic e calm ATPaso 2 Calcium pump 2) 1675
2455 Tropomyosin 1 alpha chain (Alpha-tropomyosin)  1e-4:

2451 Tropomysin 1 pha chain (Apfz fopomyosi) pron

12402 _60S ribosomal protein L35a  2e-

2452 Tropemyoan 1 2pna chan (Aphadopamyosin) o108

2453 Tropomyosin 1 alpha chain (Alpha-tropomyosin) 2661

27015 Tropomyosin 1 alpha chain (Alpha-tropomyosin) _8e-61

4115-1  Pyruvate kinase, muscle isozyme (Cylosolic tyroid hormone binding  40-88
6501 Glyerscenyde & phosphte ehycrugenase (GAPDH) 159

3004 Translorming proein RhoA (12 -

30p21  Lysosome-associated m hraneg\ycupmlemQprel:msur(LAMPZ] 4e16
6502 Glyceraldehyde 3-phosphate dehycrogenase (GAPDH)  e-13

T525 Giyeoradehyde 5-shospnate deerogenase (GAPDL) 16.00

6504 Glyceraldehyde 3-phosphate dehycrogenase (GAPDH) 2613

6505 Glyceraldehyde 3-phosphate dehydrogenase (GAPDH) 2662

07014 Tricarboxylate transport protein, mitochondrial precursor (Cirate Ge-13
2o Perpnerl myeinpoein 22 (PUP2) (CD29 prote) (RT3 myen 1027
352-1  Fructose-bisphosphate aldolase A (Muscle-type aldolase) ~ 26-95

2115 Fracise hephospnate idolase C (ra ype sdodne)  2e-43

2123 Hexokinase, type | (HK 1) (Brain form hexokinase)  16-71

7852  Fructose-bisphosphate aldolase C (Brain-type aldolase) &-107

6503 Glyceraldehyde 3-phosphate dehycrogenase (GAPDH)  e-159

7602 (NM_191645) oty acid desaturaso 2 dole fatty oyl desturase 134
3504 Hypotheical oxidoreductase

0 S YR UVATE AMNOTRANSFERAGE, MITOCHONDRIAL PRECURSOR (SPT)  1e-43
824-1  (XM_109780) similar to histone acetylransferase [Mus musculus] 1042
5131 Fruclose-1 6-bisphosphatase (D-fructose-1,6-bisphosphate e-157

467-1 - Cpoctrame PASD 2K1 (CYPIK1) (PASOLMC2) 1646

8252 Alpha-1-antirypsin homolog pracursor

Saais sure protamace ibior 553 common carp  26-12

8253 Alpha-1-antirypsin homolog precursor 66-46

08920 Plasma protease C1 inhibilor precursor (C1 Inf) (C1inh)  1e-08

3642 (ABO71601) lipocalin-ype prostaglandin D synthase-fike protein  26-12
3641 Lipocalin precursor _ 30-28

8022 (NM_133238) CD209a antigen [Mus musculus] _ 6e-10

8082 protein 1647
05e10  Proteasome inhibitor PI31 subunit (hPI3T) 3¢-37

4083 Ubiquitin-ike profein SMT3B (Sentrin 2) 2647

1156-1  (AK0D1675) unnamed protein product [Homo sapiens]  26-77

03c23 ALCOHOL DEHYDROGENASE 2698

171 ALCOHOL DEHYDROGENASE  6-108

17-3  ALCOHOL DEHYDROGENASE 26-18

01g18  Cytochrome P450 3A30 (CYPIIA30) 2683

06417 Vironectinprecursr (Senum spreadig aco) (Sl (V75)  66:55
07908 Plasminogen precursor (Contains: Angostatin]

27746 ATP synthase f chain, mitochondrial 4e-26

4451 ALCOHOL DEHYDROGENASE CLASS Ill (GLUTATHIONE-DEPENDENT FORMALDEHYDE  7e-35
7992 (PAH) o157
05210 Heterogencaus nucearhonucloproleins C/C2 (MIRNP C1 /nRNP. 36.60
7792 Serotransfertin procursor 2677

7704 Sevo\rsnslemnl\DrecursorlSwdemDmhn\l)(STF\l) ol

0316 (AJ249085) tansposase [Plouroneies patessa

07a18 T CONTANS: CoX ANAPHIYLATOXIN]  36-10

o0 (ACOGSS04y Rasoss  Homo sepiene) 6e.5

10511 (XM_114275) similar to RIKEN cDNA 2010001C09 [Homo sapiens] Te-14
10408 Gomplement factor B precursor (C3/C5 convertase) (Properdin factor B)  Be-44
826-1 Cathepsin E precursor  40-68

1008-1 Phosphorylase B kinase alpha regulatory chain, liver soform  16-08

3200 Nebuin 1e-17

25017 Histone acatyltransferaso type B subunit 2 (Retinoblastoma binding  96-80
3208 40S ribosomal protein S5 5e-12

514-1  Smac protein, mitochondrial precursor (Second mitochondria-derived  26-33
20605 Folylpolyglutamate synthase, mitochondrial precursor  5e-19

24109 (BC009731) Similar to hypothetical protein MGC15619 [Homo sapiens]  de-15
7798 Serotransferrin | precursor (Siderophiln 1) (STF 1) _2¢-26

851 COMPLEMENT C3-1 [CONTAINS: C3AANAPHYLATOXIN] _e-162

1007-1 (NM_018828) formin binding protain 4; formin binding protein 30 3e-19
3303 Coagulaton acor X precursor (Star fctn) Vs aclveing 5.7

701-1  Adenosine kinase (AK) (Adenosine 5'-phosphotransferase)

G817 EATIV ACIDBNONG PROTEIN, LIVER (L-FABR) (VER BAGIC FABP)  6e:56
3051 Myoglobin  2e-60

3052 Myoglobin 2075

08zt >ycroxyyptamine 3 ecepiorproursor (ST (Sortonin gated 3673
09606 DNA-binding protein HEXBP (Hexamer-binding protein) _4o-1

602 Agaricamcevt o precursor Carioge specnc peneoslycan core 2622
10621 (XM_139515) simiar to hypothetical protein FLJ20699 [Mus musculus] _7e-78
6001 Aggrecan core protein precursor (Cartlage-specific proteoglycan core 2622
600-3  Aggrecan core protein precursor (Cartlage-speciic proteoglycan core  1e-19
1751 (NM_131818) angiopoietin-ike 3 [Danio rerio]  8e-46

0604 (AKTT4173) FLIOO24G prten Homo saplrs]_ 1e-16

33m16 ipase, () 3054
o1 Scanopoian P iecuser Sepy - te32

172 ALCOHOL DEHYDROGENASE ~ e-146

380-1  Plasma glutathione peroxidase precursor (GSHPX-P)  30-69

04110 (AF281355) differentially reguiated trout protein 1 [Oncorhynchus  16-09

38-1 Prothrombin precursor (Coagulation factor ) 6-108

651 Viling membrano uter layerprotein | precursr (YMO') (VWO 4012
35008 Hypothetical protein MJ0B10 _de-0

G051 AMB? proai pcursor Contine, Apha-tmicrogobun: 7095

757-3 Nucleoside diphosphate kinase, mitochondrial precursor (NP kinase,  8e-59
35m16  (AF434564) insulnike growth factor binding protein-1 [Danio  26-08
09K08  Hypothetical protein C3HB.02 in chromosome | 9e-10

03m10  Inter-alpha-trypsin inhibior heavy chain Ha precursor (ITI heavy  50-67
09624 Estradiol 17 beta-dehydrogenase 4 (17-beta-HSD 4) 1659

gamts . Coagulaionfactor X precrsor (Christmas actn) 467

01p23 Alpha-2-antiplasmin procursor (Alpha-2-plasmin inhibitor)  2e-1

TEB0 Complament acir B pesurcor (0 comenate) Praperin oo 1058
1598 60S ribosomal protein L39 8024

08018 Dynamin-like 120 kD protein, mitochondrial precursor (120-kDa G _5e-67
9617 Membrane copper amine xidase (Vascular adhesion proin-1) (VAP-1) - 369
538-1 Hemopexin precursor (Beta-1B-glycoprotein)  26-31

831 Punr\enuc\eos\deDhosphovy\ase(\r\osmeDhosphow\ase)(PNP) 4630
7791 Serotransfertin | precursor (Siderophiin I) (STF 1) ~ 0.0

G521 Bsemant membiane-Apeci. hapiran sl potsogcan coreproten .55
3007  Putative methylransforase SLL029  76-09

28g18  (NM_007234) dynactin 3 isoform 1; dynacti light chain [Homo  5e-38
6004 ANTIFREEZE PROTEIN PRECURSOR (AFP) _3e-14

776 Sortansirin | roursor (idorophin ) STE 1) 1026

09k21 _(AF457152) transferrin variant A [Cyprinus carpio]

654 Viteline membrane out \ayerpmtem\pracursm(VMO\)[VMOH 4028
32007 Acin-depolymenzing acor 2 (ADF-2) (NADF2)

STHA Frocose stpnesphets soinsa B (voriyps sHoaee) . 76:57

7761 Kininogen, LMW Il precursor (Thiol proteinase inhibitor) [Contains: 66-21
780-1  Sex hormone-binding globulin precursor (SHBG) (Sex steroid-binding 9e-27
602-1  Plasminogen procursor  8e-74

08009 Serinefthreonine-protein kinase NEK3 (NimA-related protein kinase 3) 1e-15
601 " FATTY ACIDBINDING PROTEIN, LVER (L-FABF) (LVER BASIC FABF)  26-58
2321 Z-protein (0610007HO7RK) _26-0)

F62 Trneiyratn procireor (restoomi) (T8PA) _6e-40

7799 Serotransfarrin | precursor (Siderophiln 1) (STF 1) _4e-55

0BK18 (NM_131602) death effector domain-conalining 1 [Danio rerio] ~ 9e-20

30020 Coflin 7043

33013 MURINOGLOBULIN 2 PRECURSOR (MUG2) ~ 26-17

#1g17  Protein Z-dependent protease inhibitor precursor (PZ-dependent _ 7e-

G216 DNA et epalt ot MSH (Mo-aipha 160 kDo subuni) (7T 4688
462 (AF414432) vitelogenin [Cyprinus carpio] 8e-47

7765 Serotransfarrin | precursor (Siderophiin 1) (STF 1) 1e-38

1317 ES1 protein homolog, mitochondrial precursor (Protein KNP-1) (GT335 2646
04i12  (BCO17472) Unknown (protein for MGC:10198) [Homo sapiens] 1e-57
02013 (AK005293) data source:MGD, source keyMGI:102463,  Be-48

6052 AVBP prooin precursr Contains Aphe-Tmicrogobuin;  26-35

282 Homopexin precursor (Beta-1B-glycoprotein) 50-28

771-3 ' GERULOPLASMIN PREGURSOR (FERROXIDASE)  26-75

G2ats  Cptohrame P4SO 262 (CYPIFZ) (Naphtalene dehycrogenaso) 5024
2315 (NM_026406) zinc finger protein 364 [Mus musculus]  1e-3¢

10021 Hypothetical protein G12C2.09¢ in chromosome Il de-11

20c16  (NM_138751) ransmembrane 4 superfamily member 10 [Mus musculus] _26-34
0510 UTP-GLUCOSE-1-PHOSPHATE URIDYLYLTRANSFERASE 2 (UDP-GLUCOSE 2629
766-1  HAPTOGLOBIN ALPHAAND BETACHAINS  7e-32

02012 (AF332983) elF4E-binding protein 3 [Danio rerio] 1e-35

22906 (NM_025791) RIKEN cDNA 0610006108 [Mus musculus] 20-22

26022 Nuclear LIM interacor-nteracting factor 1 (NL-interacting factor ~ 3e-52
3723 Inter-alpha-trypsin inhibitor heavy chain H2 precursor (ITI heavy  1e-54
1001 PARVALBUMIN. THYMC CPVS PARVALBUMINS) ' 6032

3015 (AAABO1008960) agCPB307 [Anopheles gambiae str. PE et

1922 MYELN PROTEOUPIDFROTEIN(FLPHL\FOFH\LIN)(DMN) 8058
08n06  60S RIBOSOMAL PROTEIN L29 (P23)  7e-1

4504 60S RIBOSOMAL PROTEINL29 4026

1077-3  Coagulation factor VIl precursor (Serum prothrombin conversion _4e-45
26223 Annexin | (Lipocortin 1) (Calpactin ) (Chromabindin 9) (P35)  1e-18

33219 Sorting nexin 6 (TRAF4-associated factor 2) _ 20-55

33403 PUTATIVE SERINETHREONINE-PROTEIN KINASE EMK

2607 (XM_ mums.muanocemsoagenepmnumMusmuscmusy Yot
40121 60S RIBOSO! 122

204 503 rbosomal et L4 de21

963-1  (NM_131224) quaking; quaking protein homolog [Danio ferio] _26-13

07103 Mitochondrial import inner membrane translocase subunit TIM22 —1e-21
44i21  Annexin | (Lipocortin 1) (Calpactin ) (Chromobindin 9) (P35) 1647

03006 CYTOGHROME P450 4B1 (CYPIVB1) (P450-ISOZYME 5) _de-51

ozai2 - Epoxde hycolase 1 (Mioosomalspoxido hycolaso) Epoxide 852

7571 Nucleoside diphosphate kinase 3 (NDK 3) (NDP kinase 3) (nm23-M3) 2636
24208 Hepatooyle nuclear factor 1-beta (HNF-1B) (Variant hepalic nuclear  9e-63
“4mo4 X 1673

20m13  (NM_131564) period homolog 3 [Danio rerio]  26-24

S3ets - BMALt prfein (Brinand muscie ARNT-lks f) (Member of PAS proin_ 20-69
1077-1  Coagulation factor VIl precursor (Serum prothrombin conversion 9e-

8151 Mitochondrial uncoupling protein 2 (UCP 2)  e-121
8152 Mitochondrial uncoupling protein 3 (UCP 3)  8e-17
19001 Orphan nuclear receptor NR1D2 (Rev-erb-beta) (EAR-IR) (Orphan  26-63
20016 Eukaryotic translation iniiation factor 2 subunit 3 (Eukaryotic. ~e-111
9152 INITIATION FACTOR 5A (EIF-5A) (EIF-4D) 6e-57
9151 INITIATION FACTOR 5A (EIF-5A) (EIF-4D) 2069
28e10  Potent heat-stable protein phosphatase 2A inhibitor I1PP2A (HLADR  1e-48
28a10  S-lipoxygenase activating protein (FLAP) (MK-886-binding protein)  2e-10
4171 HEAT SHOCK COGNATE 71 KD PROTEIN 105
18006 Elongation factor 2 (EF-2) 3096
0616 Heat shock protein HSP 90-beta (HSP 84) (Tumor specific  2e-31
803-3  HEAT SHOCK PROTEIN HSP 90-BETA  5e-66
8031 HEAT SHOCK PROTEIN HSP 90-BETA  0-177
6032 HEAT SHOCK PROTEN HSP S0.8ETA _ 2e-44
05111 Protein arginine N-methyltransferase 1 3o-
7451 CLONGATION FACTOR T ALPHA (EF-1-ALPHA) 00
745-2  Elongation factor 1-alpha 2 (EF-1-alpha-2) (Elongation factor 1~ 743
02022 Eongaton faclor 2(EF-2) {34
24102 Elongation factor 2 (EF-2) _e-13
a5 SENNETHREONINE PROTEIN PHOSPHATASE PP1-GAMMA CATALYTIC SUBUNIT  96.90
03119 Elongation factor 2 (EF-2) 9e-89
11024 Nuolear protein Hec-1 ~5-23
9751 60S ribosomal protein L4 (L) e-139
975-2  60S ribosomal protein L4 (L1)  e-144
1068-1 60 ribosomal protein L3 (HIV-1 TAR RNA binding protein B) (TARBP-B) 0.0
3963 Guanine nucleotide-binding protein beta subunit-ike protein 12.3  3e-30
27624 Myosin regulatory light chain 2, smooth musdle isoform (Myosin RLC)  1e-37
394-1 Translationally-controlled tumor protein (TCTP)  3e-91
3942 Translationally-controlled tumor protein (TCTP) ~ 1e-91
19p14  Hypotheical protein C29E6.02 in chromosome | 8e-40
891 40S ribosomal protein S2 _e-127
10-1 40S RIBOSOMAL PROTEIN S3A (V-FOS TRANSFORMATION EFFECTOR PROTEIN)  e-114
02908 40S RIBOSOMAL PROTEINS9 _8e-31
211 405 RIBOSOMAL PROTEIN SA (PAT) (4IG7 KDA LAMININ RECEPTOR) (BTLRF)  3e-02
32 60S acidic ribosomal protein PO (L10E)  e-1
21, 808 acidcbosomal prolsin PO (L10E) - o7
622 ROGLOBULIN PRECURSOR  1e-37
Sia2 “Fonin heavysubumuFemlm H) 6e-90
7041 GPl-anchored protein p137 (p137GP)) 4671
17b15  Sterol regulatory element binding protein-1 (SREBP-1) (Sterol  5-33
23013 HEPATIC LEUKEMIAFACTOR ~ 26-39
9251 Class B basic helix-loop-helix protein 2 (bHLHB2) (Stimulated with  1e-23
7712 CERULOPLASMIN PRECURSOR (FERROXIDASE) ~ 3e-16
08K06  (NM_131645) fatty acid desaturase 2; delta-6 fatty acyl desaturase 1e-19
450-2 Dynein heavy chain, cytosolic (DYHC) (Cytoplasmic dynein heavy chain)  5e-25
19n14  Sodium/potassium-iransporting ATPase alpha-3 chain (Sodium pump 3) ~ 9e-28
607-1  Junctional adhesion molecule 1 precursor (JAM)  1e-18
21k13  Neuron specific protein family member 1 (Brain neuron cytoplasmic.  7e-21
08n21  60S ribosomal protein L10a _9e-21
0605 Adseverin (Scinderin) (SC) 2095
12012 Long-chain-fatty-acic--CoA ligase 1 (Long-chain acyl-CoA synthetase  2¢-64
2622 (AF220209) Neddd WW domain-binding protein 5 [Mus musculus] ~ 3e-70
24012 Hexokinase, type | (HK ) (Brain form hexokinase) 3e-37
3524 Fructose-bisphosphate aldolase A (Muscle-type aldolase) e-104
47m11 Annexin I (Lipocortn Il (Calpactin | heavy chain) (Chromobindin  4e-56
5211 Cysaine dioxjgenase ype | (CDO) GDO-) 168
2424 Vimentin 5090
647-2 5100 protein, beta chain _2-18
7691  NITRATE REDUCTASE (NR) de-10
5351 Acyl-Coh desaturase (Stearoyl-CoA desaturase) (Fatty acid  26-63
41501 Elongation of very long chain fatty acids protein 2 9e-18
07910 AcyCoh dessurase (Stearoyl-Coh dessturase) (Faty scid  3e-18
03K06  Beta-ureidopropionase (Beta-alanine synthase)  e-15:
17a17  Synaptotagmin XI (SytX)) 1e-62
17m14  Cortcotropin-releasing factor binding protein precursor _ 8e-6
Topoh Vacudar ATE Syinace sumn D (VeATPa b sobont) (Vacumer 6699
4032 EPENDYMIN PRECURSOR (EPD) _Se-14
20m18  Neuropeptde Y precursor (NPY)  2e-36
18203 Dinydropyridine-sensitive L-type, calcium channel beta-2 subunit ~ e-103
4771 (XM_132561) RIKEN cDNAAO30007L17 [Mus musculus]  2e-54
4031 EPENDYMIN PRECURSOR (EPD)  e-119
647-1  S-100 protein, beta chain 2024
19006 Cterminal binding protein 1 (CIBP1) ~ e-128
14913 Pyruvate kinase, muscle isozyme  4o-34
30423 Myorinositol-1-phosphate synthase (MI-1-P synthase) (IPS)  1e-68
21820 Myo-nositok-phosphate syrihase (M-1-£ synisse) (FS) 1675
40c24  EPENDYMIN PRECURSOR (EPD) 2066
23606 DnaJ homolog subfamily A member 2 (HIRA interacting protein 4) ~ e-105
22013 (UB4616) E74-like factor-2 [Danio rerio] _6e-09
1901 _BUMETANIDE-SENSITIVE SODIUM-(POTASSIUM)-CHLORIDE COTRANSPORTER 1 26-60
101312 CREATINE KINASE, TESTIS ISOZYME ~ 9e-34
1711 Cystatin precursor (Ovarian cystatin) (P12) 2e-41
20607 Glal fbrlary aclc proten homoog 4e-64
14mi5  Alpha on hydro-lyase) o118
6902 Polyposis ot (162 proteny 5058
18124 Glycogenin-1 _6e-09
27121 PDZ and LIM domain protein 1 (LIM domain protein CLP-36)  5e-21
45n02  TRANSCRIPTION FACTOR SOX-2 7639
8002 Phosphoglycerate mutase 1 (Phosphoglycerate mutase isozyme B)  3¢-99
5013 hydro-lyase) 103
18904 Secretogranin Il precursor (SGIll) (1B1075)  4e-30
8001 Phosphoglycerate mutase 1 (Phosphoglycerate mutase isozyme B) €130
2003 Presproghearto muase 1 (Phospregicerato utase sozyme 8) 3039
8004 Phosphoglycerate mutase 1 (Phosphoglycerate mutase isozyme B)  1e-59
Tom2 | Deha(riyserel eduiose (G Bt i) (Sterol 3048
18014 Thyroid receplor interacting protein 12 (TRIP12) -1
15022 _Carboxypeptidase H precursor (CPH) LCarboxypepmese E)(CPE) 5e20
151 Gastrulation specific protein 12 9e-1
152 Gasuiton specic roten 12 5012
30kts  Faty acid-bndng protin, bran (& FABP) (8rai pidinding 257
1710 Hypothetical 76.3 kDa protein in SEC53-FETS intergenic region _ 3e-0:
19033 (kY 020749 S 15coming e SHACLES, A domai, GREZ e, 2649
3881 Protein STRAIT11498 3e-33
7161 PLASMA RETINOL-BINDING PROTEIN | (PRBP-)  3-80
356-1  NifU-ike protein  5e-54
511 ATP ynthsse i bnding e, mitachondral precusor (TP 542
25m12  Glutamine synthetase (Glutamate-ammonia ligase)  2¢-8
20101 Chromatin accessibilty complex protein 1 (CHRAC-1) (CHRAC-15) 1e-3
Tins TROPONIN | SLOW SKELETAL MUSCLE (TROPONN | SLOVTWITGH ISOFORM)  80-35
18110 Hypothetical protein C19A8.09 in chromosome | 1e-10
17619 Hemoglobin alpha-D chain 1e-23
3323 Ras GTPase-activating-ike protein IQGAP2
$T62 ARPE comen 41 KB st (PATARC) (A reated protein 273 26:35
5834 GRANULIN3 3e-15
35i11  Inorganic se) e-122
35206 5-AMP-activated protein kinase, ne«a o (MK botat 1069
366-18 HEP27 protein (Protein D) _6e-
3353 Prossmolamman pracuror (FXYD domain contaiing fon ransport  2e-10
431 Hypothetical aminotransferase YJLOGOW fe:
2521 THYMDYLATE KINASE (OTHP KINASE) ooz
20104 Gliacolin precursor  9e-
Sa25 C(AF 37550 KES protein Dario rri]_7e-13
25405 (NM_025338) RIKEN CONA 0610033H09 [Mus musculus]  4e-12
4141 SELENOPROTENW 1e-20
16914 (NM_003193) beta-tubuiin cofactor E [Homo sapiens] de-59
17p17  Down syndrome critical region protein 2 (Leucine rich prolein _8e-29
7514 | ATP synihase pid-bining prolin, miochondrial recursor (ATP 3837
12392 NADH-ubiquinone oxidoreductase B17 subunit (Complex -817) (CI-B17) 1636
755 NADIvubiquinone exidoredoctse 517 scbul Gommex L817) (1817 7630
G021 (BC028533) Simiar o hypotheialprotein 6J12206.2 s musculus) 5023
oo 5. (T (MTAPase)  3e-63
46n24 92 kDa type IV collagenase precursor (92 kDa gelatinase) (Matrix  5e-10
25101 92 kDatype IV collagenase precursor (92 kDa gelatinase) (Matrix  1e-68
2281 Collagenase 3 precursor (Matrix metalloproteinase-13) (MMP-13) 3e-53
2071 LYSOZYME G (1 4-BETAN-ACETYLMURAMIDASE) (GOOSETYPE LYSOZYME)  4e-56
20p16  Meprin A alpha-subunit precursor (Endopeptidase-2) (MEP-1)
3224 Extracallar malrx rotin 1 recursor (Secretary component ooty se20
1104 Sulfotransferase 1C2 (SULT1C) (SULTICH2) 4o
41j07  UDP-glucuronosyltranserase 1-1 precursor, rictosamal (UDPGT)  5e-51
18610 Nugleobindin 2 precursor (DNA-binding protein NEFA) 6e-67
8501 HIGH CHORIOLYTIC ENZYME 2 PRECURSOR (HATCHING ENZYME ZING-PROTEASE  1e48
03423 Trypsin, anionic precursor 7640
16424 Complement component C6 precursor _66-23
18¢13  C-type natriuretic peplide precursor (BNP-like peptide) 2¢-27
5032 5-lipoxygenase activating protein (FLAP) (MK-886-binding protein) _o-4(
51 CLAUDNA (CLOSTRIBIUN PLRFRINGENS ENTEROTONN RECEPTOR) 2071
9231 Epsion-sarcoglycan precursor (Epsilon-SG)  e-135
16013 (NM006355) nucear DN g prtein Homo sapins] 2628
27919 Sorting nexin 27 56
54923 Vypomoteal ANA-biding proton EEEDG.12 nchromosome | 8-
53 IYSOPIE G (1 4T ACETYMURAMDASE) (COOSE-TYPE (YSOZVVE) 2663
5633 GRANULIN1 2034
277-2  Lysozyme C precursor (1.4-beta-N-acetyimuramidase C)  1e-31
5632 GRANULING 5e-7
23K15  (U83857) Aac11 [Homo sapiens]  3e-6
277-3  Lysozyme C precursor (1.4-bela-N- acety\muvsm\dese ©) 1e2
2071 Lysazyme C precursor (1 4-bel-Nacatimuramidsse ©) 131
protein (FLAP) protein)  1e-38
2017 e pesrsor eral (Argoonancaensse) 3505
26917 betat 5009
3006 Anaphase promoting complex subunit 11 7e-45
5682 Secrlory granule prolsogyean coreprten precursor (Plteet  4e-1
5831 GRANULIN1 3e26
3661 SECRETORY GRANULE PROTEOGLYGAN CORE PROTEIN PREGURSOR (CHONDROITIN  46.08
864-1  MLN64-lke protein  2e-0
2icis Golagen afna 101 e precursr 2608
21m13  Complement Cq subcomponent, G chain precursor  3e-27
3921 Ictacalcin  4e-29
18a02  Dipepidyl peptidase IV (DPP IV) (T-cell activation antigen CD26)  5e-12
1508 LIM domain kinase 2 (LIMK-2) 226
21101 RING finger protein 29 (Muscle specific fing finger protein 2)  2e-10
22017 Hypothetical protein KIAAD918  4e-16
05023 Antithrombin-il precursor (AT~ 2e-15
4118 (U77716) pinin [Canis famillaris] 4e-39
02121 Probable G protein-coupled receptor HM74  26-29
10m22  Heterogeneous nuclear ribonucleoprotein G (NnRNP G) (Glycoprotein  3e-36
22500 Guanine nukealid exchango facor DBS (DBL's big sister) MCF2  5e-15
02h23  LAR protein precursor (Leukocyte antigen related)
26121 Bromodomain-containing protein 3 (RING3-ike: e 2026
1610 (NM_014677) regulating synaptic membrane exocytosis 2: KIAAO7S1  26-53
2312 Putative C10 protein  3e-36
5151 1, 146
24m08 (AAABO100890) ebiP491 [Anopheles gambiae str. PEST]  4e-14
521 ASALOGLYCOPROTEIN REGEPTOR 1 (HEPATIC LECTIN 1) (RHL.1) (ASGP-R)  de-42
24620 (BC022465) Unknown (protein for MGC:26189) [Homo sapiens]  5e-7¢
2421 (NM_131693) uridine kinase [Danio rerio] _3e-34
7708 (BC026136) Similar to RIKEN CONA 2010200123 gene [Mus musculus]  3e-18
24119 Angiopoetin 1 receptor precursor (Tyrosine-protein kinase receptor 8¢-35
17004 Reticulon 1 (Neuroendocrine-specifc protein) 1e-56
21113 (ABO51548) KIAA1761 protein [Homo sapiens]  3e-88
05107 (U78576) 68 kDa type | phosphatidylinositoh-4-phosphate 5-kinase  2e-15
05609 Cytochrome P450 2,2 (CYPILJ2) (Arachidonic acid epoxygenase)  5e-65
03n19  (AY007811) KIAA1199 [Homo sapiens] 1e-20
17821  (AF380176) HBV pX associated protein 8 large isoform (Homo sapiens]  3e-77
5771 Splcing factor, arginine/sefine-ich 3 (Pre-mRNA splicing factor _ 5e-43
21104 Protein-tyrosine phosphatase delta precursor (R-PTP-delta) _1e-13
24923 RNA-binding protein 10 (RNA binding molif protein 10) (DXS8237E) 1e-19
553-1  Stathmin (Phosphoprotein p19) (pp19) (Oncoprotein 18) (Op18)  7e-55
2041 Troponin T fatskoletal miscls safoms betasioa (Betaaipha  4e-17
17906 Stathmin 4 (Stathmin-like protein B3) (RB3)
1904 PSL10 protein  2e-13
17909 CpG binding protein (Protein containing PHD finger and CXXC domain 2642
4012 Synaptogyrin 2 (Cellugyrin) _1e-39
27c11 Hypothetical protein C13G6.05¢ in chromosome | _4e-16
2403 Intersectin 1 (SH3 domain-containing protein 1) (SH3P17) 4e-72
1009 Spicing factor,aginelerne-Ton  (Pre-mRNA spicing faclor 90-45
27102 Tyrosine-protein kinase SRM (PT}
T2 Symopasgmn (o 2050
13k11 Neuroblastoma suppressor of tumorigenicity 1 (Zinc finger protein ~ 3e-34
2208 Ubiquitin-conjugating enzyme E2 A (Ubiquitin-protein ligase A) 1e-74
3302 Rasrelated protein Rab-1A (YPT1-rolated protein) _1e-75
8384 HYPOTHETIGAL 80,8 KD PROTEIN N RPLUB.GPAT INTERGENIC REGION 16-17
8044 XM_127941) imir b hypothelial rotein BCOD1ST3 Mus muscuks] —6e-1
36122 Epidermal growih factor receptor kinase substrate EPS8  36-63
10m07 SELENIUN-BINDING PROTEIN 1 6-103
2692 Zinc finger protein 214 (BWSCR? associated zinc-finger protein BAZ1) 5672
269-1  Zinc finger protein 271 (Zinc finger protein HZF7) (Zinc finger  7e-26
21j03  (AJ249085) transposase [Pleuronectes platessal _ 2e-10
6301 (BGD6R35) Unknown (ol or IMAGE:4914857) [Homo saplens] 6e-08
924-2 (NM_023153) RIKEN cDNA 0610040D20 [Mus musculus] 2e-38
Toa2 Gliarata recopior 2 procuraor (G2 (GR By (AL (Guanate 3e-16
0923 (AJ238236) ribosome associated membrane protein RAMP4 [Rattus ~ 26-20
06124 Nudloar LIV meractor meracing fato 2 (ML nteactng factor - 1e-65
1702 GLYCOPROTEIN 25L PRECURSOR (GP25L)  3e-52
1502 (NM_005445) chondroitin sulfate proteoglycan 6 (bamacan); human  7e-57
0606 Integrin alpha-L precursor (Leukocyte adhesion glycoprotein LFA-1 ~ 4e-40
09106 GRANZYME-LIKE PROTEIN | PRECURSOR _4¢-33
24019 Cytoplasmicprtein NCK2 (NCK sdaptor protsin 2) (SHZISH adaplor e84
2206 HUNTINGTIN (HUNTINGTON'S DISEASE PROTEIN HOMOLOG) (HD. PROTEN) 79
24101 (XM_128307) similar to KIAA1688 protein [Mus musculus]  9e-70
27007 PNG gene [Homo sapiens] 1e-13
35407  Protein kinase CLK4  3¢-90
10406 Mitochondrial folate transporter/carrier ~ e-107
17gt5 (WM. 002236) potassium volage-gated channel sublamiy £ member 1, 115
1503 (AK24636) unnamed protsinprodut [Homo sapens]
1070-1  Trypsin ll precursor
ST ChymompinApecso: | 6106

10008 (XM_127937) expressed sequence AAGB7072 [Mus musculus]  8e-37
0806 Hypothetical protein ycbX _Ge-18
07513 (NM_02642¢) RIEN GONA 1500041402 Mus musclus] 8020
814 Cpochvame ¢ oxidase polypepide VIb (AED) _ 2o-1
2101 b3 and L comin revon & (LM domai prote CLP-36) _20.30
2001 (XM 058524) hypothatcalprtein XP. 058934 Homo sapiens]  8e.55
05p13  15-hydroxyprostaglandin dehydrogenase INAD(+)] (PGDH) _2e-51

36612 APOLIPOPROTEIN A2 PRECURSOR (APOA-12)  30-28

72 (MWL131573) death assosated protin b [Danio eri] 16-39

18106 Histone Hix
G Hyerowyacd ondaee 1 (1AOX1) (Gycolte oxidase) (G0 e-102
09011 (Urocanase) 7673
12008 Pronable urocanals hydratass (Urocanase) (Imdazoioneproponats.  16.50
25017 (XM_130288) similar o solute Garrier family 4, sodium bicarbonate _de-17
M8 ARPEI oowplex # KD subunlt (PA1-ARC) hcirelsted poiin 213 0104
3702 (NM_006472) thioredoxin interacting protein; upregulated by 26

7174 CCATIEUANGER BNDING PROTEI BETA (EBP BETA) (TRANSCRIPTION 56,09
SE21 (N 016055) RTPSOT [Homo sapers)  6e-39

1519 TRANSCRIPTION FACTOR JUN-B _ 26-32

12401 Deoxycytidine kinase o) ars

11609 RPE-RETINAL G PROTEIN-COUPLED RECEPTOR  56-36
24205 Sodiumipotassium-transporting ATPase alpha-1 chain precursor  3e-13
20008 Dematin (Erythrocyte membrane protein band 4.9)  3e-12
3741 DRR1 protein (TU3A protein)  26-19
8492 CLN3 PROTEIN (BATTENIN) 5e-27
2523 Ras interaction/interference protein 1 _36-09

10020 (AK021855) unnamed protein product [Homo sapiens] _6e-39
08c05 ~ Echinoderm microtubule-associated protein-iike 4 (EMAP-4) 3045

19120 SEC13-related protein 26-97
0807 1 2e58
0514 (NM_018112) hypothetical protein FLJ10493 [Homo sapiens] 80-23
02002 Vacuolar ATP oyihase ubunt E (VATPaso € subui) (Vecular 41
654-1 - Mirosomal gtahione -tansferase 1 (Mirosomal GST-1)  fe
05409 Uridine phosphorylase (UDRPase)
Gm05 Comploment C12 component peburcor (1 esterase)  66:25
0fef2  Carboxypoptidase B precursor 1048
05604 Calumenin precursor (EF SSP 9302) 5-85

14-1 _ hypothetical 18K protein - goldfish mitochondrion  9-81
06020 Down syndrome crical region protein 6 3e-11
6551 DNAbiningproln nnibior D1 (D) 96.29
07i16  Cerebelin-like lycoprotein 1 360

Toots ABODTOT) KIAADRAS e oo salens] 9609

19c17  RAS-RELATED PROTEIN RAB-11B 1040

19c07  Myosin light chain 1, slow-twitch muscle Biventricular isoform  4e-09
2502 ATP synthase gamma chain, mitochondrial precursor ~ 3e-15

Isats  Hypolhtalpolen CG2811 622
0504 Hypothaticalaxdoreductase T

Touzs 'SEANE PALMITOYLTRANSFERASE 2 (LONG CHAIN BASE BIOSYNTHESIS PROTEIN _ 60:90
Oseaa Siomeln 4 3613
07h16  dystrophin-associated protein 5% chain - rabbit 2650
25003  Lethal(2) giant larvae protein _ 2e-11
0rka4 - (AL3S3812) BAJBADT.1.1 (DKFZP434P106 protein, scfom 1) [Homo . 5e-18
05004 Tafazzin 1e-85

19023 Mmmlubme associated prtein 1A (AP 14) [Contans: VAP Ight  1e-21
814-1  Tryptophan (Tryptophan pyrrolase) ( 1e-77
Sia1s Lo i e recaser” 3o
2314 Proprotein convertase subtiisin/kexin type § precursor (Proprotein _de-15
7051 Orphan nuclear receptor NR1D1 (V-erbA related protein EAR-1)  6e-31
19a14  Bone morphogenelic protein 1 precursor (BMP-1) (Procollagen ~ 3e-19
19606 Neurexin 2-alpha precursor (Neurexin l-alpha) ~6-90

19017 RAC-beta serinefthreonine protein kinase (RAC-PK-beta) (Protein  8e-45
G2622 MLN 64 protein (CABT protan) (StarD3)  20-40
20111 Syntaxin binding protein 1 (Unc-18 homolog) (Unc-18A) (Unc-18-1)  2¢-65
106 Pabatie lowafity coppor upake proto 2 (1CTR2) (Copper 1o-10
1910 kinase SNK (Serum e84
12204 (XM_128431) RIKEN CDNA 1110059F19 [Mus musculus] 86-32

lomz2  (AKG103S7) dala sourcs SPTR. source key 043513, 30-89
08c03  Arginine-rich protein
32203 Serinelthreonine mmem iaso PREA 5029
02913 MPVA7 protein Te

TR PF 2 Kiens 6-P9ASE erimusce somymes fnciudes: 2085

19p17  Zinc finger protein ZIC2 (Zinc finger protein of the cerebollum 2)  1e-45
41601 (NM_024544) hypothetical protein FLJ12875 [Homo sapiens]  2e-42

14Kk12 12,6 kDa FK506-binding protein (FKBP-12.6) (Peptidyl-prolyl 1e-54

4219 US small nuciear ribonucleaprotein 200 kDa helicase (US _1e-23

24mz2 . Hameoboxprfen Hox- 112 (Tcel leukemianomeabox ) (Homeabox  9e-16
14908 (XM_134301) hypothetical protein XP_134301 [Mus musculus]

12423 Complement component CB beta chain precursor  2e-29

19b14  Tumor suppressor ps3-binding protein 1 (p53-binding protein 1) fe-1
09024 DNA-binding protein SMUBP-2 (Immunoglobulin MU binding protein 5" 2oz
19906 Solute carrier famiy 2, faciltated glucose transporter, member 11 _de-54
2073 LYSOZYME G (1.4-BETA-N-ACETYLMURAMIDASE) (GOOSE-TYPE LYSOZYME)  3e.57
7762 T-kininogen | precursor (Major acute phase protein) (Alpha-1-MAP) 8e-08
19018 | 4001
688-2  (AF332983) elF4E-binding protein 3 [Danio rerio] ~ 2e-49

12003 Hypothetical protein COSD11.7 in chromosome Iil 2e-41

1224 (NM_008905) protein tyrosine phosphatase, receptor-ype, F  3¢-66

19216 LAR protein precursor (Leukocyte antigen related) e~

11018 (XM_047214) similar to C16E9.2a.p [Homo sapiens]  2e-62
22608 (NM_016588) neuritin [Homo sapiens] 2e-52

1211 Heat shock factor protein 2 (HSF 2) (Heat shock transcription  3e-66
0624 (NH1_01416.1) machondral rbasomal potei L16 oo Sapiens]  80-37
1903 FMLP-RELATED RECEPTOR | (FMLP-R-) (LIPOXIN A4 RECEPTOR) (LXA4 2631
21422 (NM_011354) small EDRK-rich factor 2; modlfier of spinal muscular 2616
2332 (AF327410) Caspy2 [Danio rerio] 3e-08
§231 ntorlpha-ypsinnibior hoawchan K3 procursor (Tl hoawy - 20:54
25020 Sorting nexin 18 9e-87
ST (335053 o aE bindng proein 3 Dariorerc] - 4e-48

35014 Protein pB (Candidate of metastasis 1)

3051 NADH-tiqunens avcoredunes crain | 86-%8
22m13  Rasiike protein 3 2¢-16

3131 (XM_128945) simiar 1o evidence:NAS~hypothetical protein-putative 1608
1631 Microfibril-associated glycoprotein 4  10-39
7741 (NM_010582) intelectin [Mus musculus] 1e-09

7742 (NM_080878) endothelial lectin HL-2 [Homo sapiens] _1e-63
68-1  (AB04672) TBT-binding protein [Paralichthys olivaceus]  3e-18

10n08  Histone H2B  3¢-43

1070-33  Microsomal signal peptidase 12 kDa subunit (SPase 12 kDa subunit) ~ 26-29
0S4, Inter.apha-iysh o heavy chain G precursor (Ti heavy  16-29
82 Alpha-1-antitrypsin homolog precursor  6e-44

15024 Calpain 2. Jarge [catayue] subunit precurser (Calciu-actvated _7e-T.

2000 0060020 snlar b evdencenAS-hpotntcl ot utave oo
3321 Guanine 1034
29m05 (XM 008771 s o i svaniod ONA bndiog ot 2. 360
18p02  (AF225906) egg envelope component ZPAX [Xenopus lacvis]  2e-12

30001 (NM_147217) retinoic acid inducible protein 3 [Mus musculus] ~ 2e-47
25b21 Gamma-panvin 241
2319 RAS-RELATED PROTEIN RAB-3C 1e-74
732405 dbosomal prolsin S24 S19)  7e-48
50-1 408 ribosomal protein $17  3e-
51 (1 T35708) RKEN CONA 241001521 Mus musculus] 1230

11021 (AK091222) unnamed protein product [Homo sapiens] _ 1e-15

17022 Tumor necrosis factor, apha-induced protein 1, endothelial (B12  3e-12
24k15  Epidermal growth factor receptor kinase subsirate EPS8  2e-16
20016 PROBABLE OXIDOREDUCTASE  9e-11

19206 protein kinase 11 protein  8e-11
12023 (NN 018554 utrin proten [us muscus] . 30.46

4111 (BC032526) Unknown (protein for MGC:45404) [Homo sapiens]  3e-21
518-1  Chymotrypsin B 3e-07
2009 Digestive cysteine proteinase 1 precursor  de-22

11503 Complament C4 precursor(Conains: C4A anaphyatosin) - 3e-41
25011 Kelchvlke protein 4 1e-15

387-1 Complement factor H precursor (H factor 1) fe-18

1161-1 PROSTAGLANDIN-H2 D-ISOMERASE PRECURSOR (PROSTAGLANDIN-D SYNTHASE)  26-19
35406 Uricase (Urate oxidase) ~6e-15
02g14 Uy 2 (UCK 2) (Uridine 2) 2090
12405 408 ribosomal protein S27 (Metallopan-stimulin 1) (MPS-1) 6e-38
22614 180 KDa secretory phospholipase A2 receptor precursor (PLA2-R) 3022
9581 Molinyg esstance- asocala poisn 5 (Ml apaciioorgarl * Ge-28

S113 Fructose bisphosphate adolase B (Ler-ype aldolase)
BO51  hgmatnase mioohondil precteer e sreonyrolsed) (AUH)  Ge-44
1050-1  CCAAT/enhancer binding protein alpha (C/EBP alpha) 1e-55
02615 (AF192969) precerebellin-like protein [Oncorhynchus mykiss]  5e-16
221 (AE003443) CG10964 gene product [Drosophia melanogaster] 2-13

799-1 4 (PAH) (Ph 5073
84-1 D-amino acid oxidase (DAMOX) (DAO) (DAAO) 8e-40

or21  Fomiminotansierase-oyolodeaminase (FTCD) ncludes, Gt 3e-68
9491 (AJ238236) ribosome associated membrane protein RAMP [Rattus  66-25
7781 Hypothetical proei G205 8 i chiomosome I 4e.34
06120 0 2035
6732 (AF114379) cypher2 [Mus musculus]  8e-38
9342 (AL833835) hypothetical protein [Homo sapiens]  5e-97
22624 LIM protein RIL (Reversion-induced LIM protein) 8e-13
2920 COLLAGEN ALPHA 1() CHAIN PRECURSOR - 3062
23001 Collagen alpha 2(1 chain procursor 26-39
G531 CyeleAMP dependent transciplon factor ATF-4 (Actvating 1627

7551 60S ribosomal protein L15 2098
2320 TRANSPOSABLE ELEMENT TCB1 TRANSPOSASE (TRANSPOSABLE ELEVENT BARNEY  1e-40
9822 (NM_019058) RTP8O1 [Homo sapiens] _2e-36
2502 Adaptor-related protein complex 2 alpha 2 subunit (Alpha-adaptin C)  30-35
717-2 (NM_131884) CCAAT/enhancer binding protein (C/EBP), beta [Danio  6e-62
Hets b (Alcohol 1e-35
25008 ELONGATION FACTOR 2 KINASE (EEF-2 KINASE) (EEF-2K) - 2-14
07105 (XM_109906) similar to androgen-regulated short-chain _4e-14
24p17  Triple functional domain protein (PTPRF interacting protein) e-134
22620 Oxyserl binding prtei-olatad prolin 10 (OSBP-related rtein  3o-21
05i15  Carboxypoptidase M precursor do-

11/03  (AAABO1008960) 2gCP6292 Tnophaes gambiae sir. PEST]  8e-24

1902  Insulin-induced protein 1 3e-56

13f16 26 proteasome non-ATPase regulatory subunit 10 (268 proteasome  1e-92
05005 AROMATIC AMINO ACID AMINOTRANSFERASE | 66-20
07b18  CyolinG2  6o-61
24623 RNA-binding protein 5 (RNA binding motif protein 5) (Putative tumor  4e-56
6105 (229102) putative transposase [Drosophila hydeil _ 6e-15
0Ents  DIHYOROPTERIDINE REDUCTASE (HDHPR) (QUINOID DIHYDROPTERIDING 668
21z (ABUSIOTO) KIAATZSS proten Homo sapiens] 3e-3

342- 10 1082
T30 (ABOT5370) nen- TR rencrneposable slement-partaly supportadby - 4e-Z1
27m20  Hypothetical protein G11D3.06 in chromosome |
G606 (\LDBTTE) revres ranscplaseke preioh [Takiugu Tobrpes] 2040
30906 Gyl AMP-depandent ransarpon factor ATF (Acvating 667
2704 (AI249085) ransposase [Pleuronects passsa) _ 7e-10
§341 - (NM.022051) egiine homalog 1 (C.elogans) EGL ine (C.olegans) | 9e-52
1920 (NM_146169) hypothetcal protein MGG27648 [Mus musculus]
2516 (8025550, St panclea ot FLIZ303 Homs spien] - 5e-43
4783 Histone H3.3 (H3.A) (H3.B) (H3.3Q) 3070
Zo04  (U_155740) hyplnelial prolein XP._ 53740 s musculs] 2645
859-1  Longevity assurance homolog 1 (UOG-1 protein) (LAG1 protein) _1e-
G052 TAANSPOSABLE ELEMENT TCBT TRANSPOSAGE (TPANSPOSABLE ELEMENT BARNEY 1020
14k14  ACTIN-LIKE PROTEIN 2 (ACTIN-LIKE PROTEINACTL)  3e-25
3519 Tests-specific protein kinase 1 3e-22
6104 Transthyretin precursor (Prealbumin) (TBPA) _5e-29
698-1 TRANSPOSABLE ELEMENT TCB1 TRANSPOSASE (TRANSPOSABLE ELEMENT BARNEY 2037
08e06  ATP-dependent RNA helicase DDX19 (DEAD-box protein 19) (DEAD-box 3e-64
2001 (AFS06221) FLU20SOB e protin[Daniorer] - 26-45
552-1  (AF449428) SRip35 [Homo sapiens]  26-16
2814 Myolod eukemiafatar | (yclodysplasiz-myeloid leukemia fector 1e:21
15623 Transorpon factor GATASS (GATAbiding factr 8) _ e
27121 isomerase (GP) erase) 1e-32
23922 (BC014662) Similar to hypotheical protein LOCS7147 [Humo Tamens) “ents
25003 Histone deacetylase 5 (HDS) (Antigen NY-CO-9) ~ Se-3
TI05. Sphcing fctr, rgmineloen A s (P RNASplcng facor 1e-15
5371 Viteline membrane outer ayer protein | pracursor (VMO-1) (VMOI)  16-26
0224 Integin beta-1 precursor (Fibronectin receptor beta subunit) (CD29 _4e-39
8602 (ABO76072) T coll receptor delta chain V-D-J-C2 [Paralichthys _9e-11
22014 GALECTIN-3 (GALACTOSE-SPECIFIC LECTIN 3) (MAC-2 ANTIGEN) _4e-16.
10k13  (AL51213) SI.0Z150F13.6 (CR1 Danio rerio 2 reverse transcriptase) _1e-19
02h18  (XM_122427) similar to short-chain dehycrogenaselreductase 1; _3e-28
1221 [Segment 2 of 2] Neuroblast diffrentation associated protein AHNAK 66-08
22015 NF-kappaB inhibitor alpha (i~appa-B-alpha) (kappaBalpha) = 2e-61
23403 Desmocolin 1A1B precursor (Desmosomal glycoprolein 213) (DG2IDG3)  3e-14
10551 (AF08G712)roverse ranscrptase-ike prten [Taklugu ubres]  10-35

3531 Catalase e-116
07621 CATALASE Se-54

1126-1  (AFO36712) reverse transcriptase-ike protein [Takifugu rubripes] 4678
17c23  (NM_021503) myozenin-ike 2; calsarcin-1 [Mus musculus] 8e-21
956-1  (AF086712) putative nucleic acid binding protein [Takitugu 5622

12913 M-phase phosphoprotein 6 5e-22

19204 UNR protein  7e-25
5451 Elongation factor 1-gamma (EF-1-gamma) (eEF-18 gamma) -1
GHT AT ACYLCOATNBROLASE SRECURSOR, MEBIUM CHAN (HIOESTERASEB) 5065
2521 (AF342942) Rov-Erb beta 2 [Danio rerio] 1e-08
2152  BOLACLASS | HISTOCOMPATIBILITY ANTIGEN. ALPHA CHAIN BL3-7 3623
847-1 BETA2MICROGLOBULIN PRECURSOR  40-65
011 (AF168679) unknown [Lapemis hardwicki] ~ 9e-25
9012 (AF168679) unknown [Lapemis hardwicki]  2e-13
20000 Pepsin I1-4 procursor (Pepsin A)  40-08
856-1  RING finger protein 23 (Testis-abundant finger protein) (Tripartte  6e-15
966-1  Ribonuciease inhibitor  7e-21

15415 Delta-aminolevulinic acid dehydratase (Porphobilinogen synthase)  5e-45

15618, Hypaletol 5.4 kDa protin n mocCmocA tacgeni egin So-23
2412 Hemoglobin alpha chain 3e-71

i e tinding cassets, ub-famiy 8. member 6, micchondrsl precusor 6080

11992 Hemoglobin beta chain  3¢-80

12411 Homoglobin alpha chain 6677

11993 Hemoglobin beta chain  2e-11

1199-1  Hemoglobin beta chain ~ Ge-82

2423 Hemoglobin alpha chain _56-10

18005  CARBONIC ANHYDRASE (CARBONATE DEHYDRATASE) _e-14

S98-1 Flavin roducase (FR) (NADPH-dopandent disphorsse) (NADP ﬂavm 2058

661-1  Rhamnose-binding lectin precursor (SAL) (RBL) (Roe lectin) ~ 3e-3(

1122 Myosin light chain alkali, smooth-muscle isoform (MLC3SM) ey

8721 CD5Q glycoprotein precursor (Membrane attack complex inhibition  de-11

6923 HLA class Il histocompatibily antigen, gamma chain (HLA-DR ~ 5e-11

6922 HLAlass Il histocompatibilty antigen, gamma chain (HLA-DR  5e-11

3518 Ferrtin, lower subunit (Ferrin L) 1e-49

1617  Ferriin, heavy subunit (Ferritin H) ~ 5e-46
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