
213-2     Histone H2B.h (H2B/h)     2e-53
908-1     Voltage-dependent anion-selective channel protein 2 (Outer     5e-82
216-1     Phosphorylase B kinase gamma catalytic chain, skeletal muscle     9e-52
1227-3     ATP synthase coupling factor 6, mitochondrial precursor (F6)     7e-18
1037-1     (NM_014924) KIAA0831 protein [Homo sapiens]     7e-71
861-1     NAD(P) transhydrogenase, mitochondrial precursor (Pyridine nucleotide     e-130
571-1     14-3-3 protein gamma (Protein kinase C inhibitor protein-1)     2e-94
02i23     S-adenosylmethionine decarboxylase proenzyme (AdoMetDC) (SamDC)     2e-37
22o19     Small nuclear ribonucleoprotein associated protein B' (snRNP-B')     3e-52
35d21     Leucine-rich repeat protein SHOC-2 (Ras-binding protein Sur-8)     7e-11
23m22     Ubiquitin-conjugating enzyme E2-21.2 kDa (Ubiquitin-protein ligase)     1e-33
04n18     Mitochondrial 2-oxoglutarate/malate carrier protein (OGCP)     1e-73
20i15     RAS-RELATED PROTEIN O-KREV     3e-62
03a04     Electron transfer flavoprotein-ubiquinone oxidoreductase,     5e-37
16f09     Acyl-CoA dehydrogenase, very-long-chain specific, mitochondrial     7e-40
17a06     HIRA-interacting protein 5 (mHIRIP5)     1e-73
762-2     Epididymal secretory protein E1 precursor (16.5 kDa secretory     4e-48
23k10     Proteasome subunit beta type 6 precursor (Proteasome delta chain)     6e-39
23k24     Ubiquitin--protein ligase pub1     2e-46
17n24     (XM_128806) similar to DEAD/H (Asp-Glu-Ala-Asp/His) box polypeptide     1e-15
19m16     Lupus La protein (Sjogren syndrome type B antigen (SS-B)) (La     1e-68
04m09     Acyl-CoA dehydrogenase, medium-chain specific, mitochondrial     e-109
25d13     CLATHRIN HEAVY CHAIN     1e-18
04g23     T-complex protein 1, gamma subunit (TCP-1-gamma) (CCT-gamma)     4e-65
17p24     Eukaryotic peptide chain release factor subunit 1 (eRF1)     3e-34
382-1     RNA-binding protein 8 (RNA binding motif protein 8)     2e-71
616-2     TYPE I IODOTHYRONINE DEIODINASE (TYPE-I 5'DEIODINASE) (DIOI) (TYPE     8e-69
512-1     DnaJ homolog subfamily A member 2 (HIRA interacting protein 4)     5e-72
1045-2     GrpE protein homolog 2, mitochondrial precursor (Mt-GrpE#2)     3e-46
01h18     SSU72 PROTEIN     6e-41
808-1     Small glutamine-rich tetratricopeptide repeat-containing protein     6e-91
24c16     G protein-coupled receptor kinase GRK5 (G-protein-coupled receptor     1e-39
09a21     (NM_018785) formin binding protein 3; formin binding protein 11     5e-16
30-1     Trifunctional enzyme beta subunit, mitochondrial precursor     1e-76
738-2     (NM_005648) elongin C; transcription elongation factor B,     6e-60
710-1     (XM_129893) similar to data source:SPTR, source key:Q9H9J2,     1e-17
1210-1     (BC001912) Unknown (protein for IMAGE:3546959) [Homo sapiens]     6e-26
133-2     Calmodulin     3e-80
16l18     Barrier-to-autointegration factor (Breakpoint cluster region     5e-10
24b06     Ubiquitin-conjugating enzyme E2-17 kDa 1 (Ubiquitin-protein ligase)     3e-77
1025-1     Nucleolar protein NOP5 (Nucleolar protein 5) (NOP58) (HSPC120)     e-140
02a01     (NM_018648) nucleolar protein family A, member 3; homolog of yeast     5e-25
05l03     (XM_130827) similar to Acyl-CoA dehydrogenase, very-long-chain     9e-12
01k14     Protein pad1/sks1     2e-59
25f06     Trifunctional enzyme beta subunit, mitochondrial precursor     1e-36
04o13     Trifunctional enzyme alpha subunit, mitochondrial precursor     e-100
06i08     ISOCITRATE DEHYDROGENASE [NAD] SUBUNIT BETA, MITOCHONDRIAL     2e-24
35m20     Acyl-CoA dehydrogenase, short-chain specific, mitochondrial     e-104
1168-1     HYPOTHETICAL 21.3 KD PROTEIN IN MSH1-EPT1 INTERGENIC REGION     2e-12
1168-2     HYPOTHETICAL 21.3 KD PROTEIN IN MSH1-EPT1 INTERGENIC REGION     2e-12
21n09     HYPOTHETICAL 13.4 KD PROTEIN IN ACS1-GCV3 INTERGENIC REGION     3e-08
724-2     ATP synthase G chain, mitochondrial (ATPase subunit G)     2e-09
03m22     Clathrin light chain B (Lcb)     2e-23
10m06     ATP-binding cassette, sub-family D, member 3 (70 kDa peroxisomal     4e-52
579-2     Stanniocalcin precursor (STC) (Corpuscles of stannius protein) (CS)     3e-69
35h14     Splicing factor, arginine/serine-rich 6 (Pre-mRNA splicing factor     5e-28
21p12     MAK16 protein     1e-44
1174-1     Cathepsin Z precursor (Cathepsin X) (Cathepsin P)     3e-91
1059-1     Serine/threonine protein phosphatase 2A, 65 kDa regulatory subunit A,     e-144
15c21     DNA-directed RNA polymerase II 33 kDa polypeptide (RPB3) (RNA     2e-83
12c06     Probable cation-transporting ATPase 2 (CGI-152)     2e-35
19p24     (NM_025147) hypothetical protein FLJ13448 [Homo sapiens]     2e-22
17l09     Red protein (RER protein) (IK factor) (Cytokine IK)     1e-42
19f06     Vasa protein (Antigen Mab46F11)     1e-34
108-1     Ubiquitin fusion degradation protein 1 homolog (UB fusion protein     2e-45
13e21     (BC001804) Similar to KIAA0005 gene product [Homo sapiens]     5e-86
11e23     EUKARYOTIC TRANSLATION INITIATION FACTOR 4E (EIF-4E) (EIF4E) (MRNA     8e-75
1046-2     Eukaryotic translation initiation factor 6 (eIF-6) (B4 integrin     e-106
21l09     Prefoldin subunit 3 (Von Hippel-Lindau binding protein 1) (VHL     1e-54
880-1     Ras-related protein RAP-2a     2e-18
19p12     Mitochondrial precursor proteins import receptor (Translocase of     2e-67
17e13     Ubiquitin-conjugating enzyme E2-17 kDa 2 (Ubiquitin-protein ligase)     1e-54
804-2     Endo-1,3;1,4-beta-D-glucanase precursor     6e-08
26o04     (XM_128020) expressed sequence AW208859 [Mus musculus]     4e-24
18g19     Hypothetical 16.5 kDa protein in PAS8-EGT2 intergenic region     4e-12
16k13     Pre-mRNA splicing factor prp1     4e-74
115-2     (NM_024098) hypothetical protein MGC2574 [Homo sapiens]     1e-20
430-1     28S ribosomal protein S16, mitochondrial precursor (MRP-S16)     1e-43
16m01     Developmentally regulated GTP-binding protein 2 (DRG 2)     2e-46
959-1     Poly(rC)-binding protein 2 (Alpha-CP2) (Putative heterogeneous     e-106
28b15     Nucleoplasmin-like protein NO29 (NOVA)     1e-28
892-1     Telomerase-binding protein p23 (Hsp90 co-chaperone) (Progesterone     1e-55
21a17     (NM_020243) mitochondrial import receptor Tom22 [Homo sapiens]     2e-15
18l02     TRANSITIONAL ENDOPLASMIC RETICULUM ATPASE (TER ATPASE) (15S     e-108
570-2     Proteasome subunit beta type 7 precursor (Proteasome suubunit Z)     e-114
20l10     (NM_005871) splicing factor 30, survival of motor neuron-related     9e-15
665-1     U6 snRNA-associated Sm-like protein LSm7     1e-50
1155-1     T-complex protein 1, gamma subunit (TCP-1-gamma) (CCT-gamma)     e-127
06p10     26S proteasome non-ATPase regulatory subunit 6 (26S proteasome     e-157
1215-1     Cytochrome c oxidase polypeptide VIC-2     4e-19
20o10     Transcription initiation factor IIF, beta subunit (TFIIF-beta)     4e-96
697-1     (XM_129750) expressed sequence C80025 [Mus musculus]     5e-65
852-1     Ubiquitin-conjugating enzyme E2 G2 (Ubiquitin-protein ligase G2)     1e-88
471-2     40S ribosomal protein S21     1e-25
17p23     (NM_144716) hypothetical protein MGC23918 [Homo sapiens]     6e-33
1194-3     (AB034807) C-type lectin [Cyprinus carpio]     5e-12
03d01     HYPOTHETICAL 17.7 KD PROTEIN IN RNR3-ARC15 INTERGENIC REGION     8e-09
871-1     Adenylosuccinate lyase (Adenylosuccinase) (ASL) (ASASE)     7e-93
725-1     Thioredoxin-dependent peroxide reductase, mitochondrial precursor     3e-70
1070-31     (NM_133544) dapit [Rattus norvegicus]     3e-14
20f20     (NM_013397) over-expressed breast tumor protein [Homo sapiens]     6e-10
19c02     Serine/threonine protein phosphatase T (PPT)     2e-13
337-1     3,2-TRANS-ENOYL-COA ISOMERASE, MITOCHONDRIAL PRECURSOR     4e-44
40a23     Cytochrome c oxidase polypeptide VIIc, mitochondrial precursor     3e-21
13n09     (AF201944) HGTD-P [Homo sapiens]     5e-23
12k18     Ubiquinol-cytochrome C reductase complex ubiquinone-binding protein     6e-29
713-1     (BC002907) hypothetical protein FLJ20512 [Homo sapiens]     1e-30
19l15     HYPOTHETICAL 15.4 KD PROTEIN C16C10.11 IN CHROMOSOME III     6e-09
385-1     Ubiquinol-cytochrome C reductase iron-sulfur subunit, mitochondrial     5e-22
331-1     (XM_058957) similar to QIL1 [Homo sapiens]     6e-18
27g10     Succinate dehydrogenase cytochrome b560 subunit, mitochondrial     6e-52
20a12     Long-chain fatty acid transport protein precursor (FATP)     5e-48
214-2     26S proteasome non-ATPase regulatory subunit 8 (26S proteasome     6e-69
24o22     Transitional endoplasmic reticulum ATPase (TER ATPase) (15S     4e-47
424-1     Prefoldin subunit 2     1e-45
1203-1     Tubulin-specific chaperone A (Tubulin-folding cofactor A) (CFA)     7e-31
754-1     NADH-ubiquinone oxidoreductase subunit B14.5b (Complex I-B14.5b)     2e-27
35c04     28S ribosomal protein S11, mitochondrial precursor (MRP-S11)     3e-47
1160-1     (NM_018019) hypothetical protein FLJ10193 [Homo sapiens]     1e-27
27e22     Reticulon 1 (Neuroendocrine-specific protein) (S-rex)     2e-43
327-2     (AF161418) HSPC300 [Homo sapiens]     3e-25
03b08     PEROXISOMAL FARNESYLATED PROTEIN     2e-68
16e23     SODIUM- AND CHLORIDE-DEPENDENT BETAINE TRANSPORTER     1e-60
1070-24     Cytochrome c oxidase polypeptide VIIc, mitochondrial precursor     3e-11
192-2     60S ribosomal protein L12, mitochondrial precursor (L12mt)     1e-39
334-1     (BC029173) Similar to mitochondrial ribosomal protein L47 [Mus     1e-61
02o19     Mitochondrial import inner membrane translocase subunit TIM10     1e-38
611-1     Cytochrome c oxidase subunit VIIa-related protein, mitochondrial     1e-36
15f22     26S protease regulatory subunit 4 (P26s4)     e-136
24e08     Auxin-resistance protein AXR1     1e-34
16j23     (AB049953) mitochondrial ribosomal protein S18a [Mus musculus]     3e-55
1171-2     Succinyl-CoA ligase [GDP-forming] alpha-chain, mitochondrial     e-112
16n05     Ubiquinol-cytochrome C reductase complex core protein 2,     9e-26
22c18     (NM_015584) DKFZP586F1524 protein [Homo sapiens]     2e-84
1070-2     Trypsin II precursor     1e-20
965-3     Ubiquitin     2e-36
35m08     (NM_021212) HCF-binding transcription factor Zhangfei [Homo     2e-22
606-1     VESICLE-ASSOCIATED MEMBRANE PROTEIN/SYNAPTOBREVIN BINDING PROTEIN     2e-47
19d20     Mitogen-activated protein kinase 3 (Extracellular signal-regulated     e-120
06c24     ALANINE AMINOTRANSFERASE (GLUTAMIC--PYRUVIC TRANSAMINASE) (GPT)     9e-81
917-1     Mitochondrial import inner membrane translocase subunit TIM23     5e-55
539-3     ADP,ATP carrier protein, fibroblast isoform (ADP/ATP translocase 2)     e-137
539-4     ADP,ATP carrier protein, heart isoform T1 (ADP/ATP translocase 1)     e-152
539-5     ADP,ATP carrier protein, heart isoform T1 (ADP/ATP translocase 1)     2e-23
734-1     Aspartate aminotransferase, cytoplasmic (Transaminase A) (Glutamate     3e-75
27c14     TRANSLATION INITIATION FACTOR EIF-2B EPSILON SUBUNIT (EIF-2B     6e-08
07f01     Hypothetical protein Rv2307c     8e-10
21p24     HEAT SHOCK COGNATE 71 KD PROTEIN     2e-67
1104-1     Thioredoxin reductase, cytoplasmic (TR)     2e-41
28i22     FAS-associated factor 1 (FAF1 protein) (hFAF1) (CGI-03)     1e-08
867-1     Splicing factor, arginine/serine-rich 5 (Pre-mRNA splicing factor     6e-37
927-1     (XM_060025) similar to evidence:NAS~hypothetical protein~putative     9e-43
603-1     CYTOCHROME C OXIDASE POLYPEPTIDE VA, MITOCHONDRIAL PRECURSOR     2e-56
28j18     Cytochrome c oxidase polypeptide VIIb, mitochondrial precursor     4e-14
16f06     Glycogen phosphorylase, brain form     6e-60
02f09     NADH-ubiquinone oxidoreductase 30 kDa subunit, mitochondrial     3e-35
884-1     SIGNAL RECOGNITION PARTICLE 72 KD PROTEIN (SRP72)     5e-19
24f03     GLYCEROL-3-PHOSPHATE DEHYDROGENASE [NAD+], CYTOPLASMIC (GPD-C)     5e-45
07o23     NADH-ubiquinone oxidoreductase 39 kDa subunit, mitochondrial     6e-29
35m24     Bile salt export pump (ATP-binding cassette, sub-family B, member 11)     e-127
35h22     (NM_003272) transmembrane 7 superfamily member 1 (upregulated in     4e-89
03n21     DUAL SPECIFICITY MITOGEN-ACTIVATED PROTEIN KINASE KINASE 2 (MAP     1e-20
13c03     Histone H2A, gonadal     7e-49
155-1     Keratin, type I cytoskeletal 50 kDa (GK50)     1e-16
03i08     T-complex protein 1, theta subunit (TCP-1-theta) (CCT-theta)     e-123

07o09     Transmembrane 4 superfamily, member 8 (Tetraspanin 3) (Tspan-3)     7e-15
12h15     (BC008944) Unknown (protein for IMAGE:2960953) [Homo sapiens]     1e-10
20e13     Pyruvate kinase, muscle isozyme     1e-08
690-3     Polyposis locus protein 1 (TB2 protein)     4e-29
16f18     (BC023057) Similar to step II splicing factor SLU7 [Mus musculus]     5e-11
573-1     (AF421860) EAAT3 glutamate transporter regulator GTRAP3-18 [Mus     2e-36
15f24     L-lactate dehydrogenase A chain (LDH-A)     2e-36
731-1     L-lactate dehydrogenase A chain (LDH-A)     5e-09
405-1     Vacuolar ATP synthase subunit E (V-ATPase E subunit) (Vacuolar     4e-65
1149-4     Apolipoprotein E precursor (Apo-E)     5e-66
133-1     Calmodulin     3e-80
02k11     ES1 protein homolog, mitochondrial precursor (Protein KNP-I) (GT335     2e-56
04e09     Translocon-associated protein, gamma subunit (TRAP-gamma) (Signal     5e-79
07e20     VPS28 protein homolog     5e-14
08f20     RNA-binding protein EWS     2e-08
15o03     Tumor necrosis factor receptor superfamily member 14 precursor     9e-18
02m11     (XM_148577) RIKEN cDNA 3930401K13 [Mus musculus]     2e-20
05g06     Acyl-CoA dehydrogenase, very-long-chain specific, mitochondrial     e-116
28p13     Nonspecific lipid-transfer protein, mitochondrial precursor     3e-54
1128-2     ATP-dependent RNA helicase DDX24 (DEAD-box protein 24)     2e-62
16g04     Probable ATP-dependent 61 kDa nucleolar RNA helicase (DEAD-box     2e-73
24n04     Very hypothetical protein C25H2.10c in chromosome II     4e-10
18c20     Eukaryotic translation initiation factor 2 subunit 2 (Eukaryotic     2e-11
02p19     Microsomal signal peptidase 18 kDa subunit (SPase 18 kDa subunit)     2e-96
1154-1     Ubiquitin carboxyl-terminal hydrolase isozyme L3 (UCH-L3)     2e-96
423-1     Hypothetical protein FLJ22875     1e-60
134-1     Flotillin-1 (Reggie-2) (REG-2)     2e-61
07p10     Selenoprotein T     1e-30
04i03     GrpE protein homolog 1, mitochondrial precursor (Mt-GrpE#1) (HMGE)     5e-69
05l01     (AC004382) Unknown gene product [Homo sapiens]     2e-13
969-1     Voltage-dependent anion-selective channel protein 1 (VDAC-1)     e-144
762-1     Epididymal secretory protein E1 precursor (16.5 kDa secretory     2e-68
09g10     (AJ278244) LanC-like protein 1 [Danio rerio]     e-108
456-2     Ran-specific GTPase-activating protein (Ran binding protein 1)     1e-72
382-2     RNA-binding protein 8 (RNA binding motif protein 8)     3e-66
855-1     MOB1 PROTEIN (MPS1 BINDER 1)     3e-49
127-3     High mobility group protein 2 (HMG-2)     3e-32
15m24     Vacuolar ATP synthase 16 kDa proteolipid subunit     2e-46
17h01     (NM_003463) protein tyrosine phosphatase type IVA, member 1;     1e-39
171-2     Cystatin precursor (Ovarian cystatin) (P12)     6e-41
113-3     TUBULIN ALPHA-1 CHAIN     1e-23
33m06     hypothetical protein DKFZp434D156.1 - human     1e-15
11f12     Multifunctional protein ADE2 [Includes:     1e-39
13f14     TUBULIN ALPHA CHAIN, TESTIS-SPECIFIC     e-119
263-1     Protein 22A3     1e-92
13h15     T-complex protein 1, alpha subunit (TCP-1-alpha) (CCT-alpha)     3e-85
567-2     (XM_134103) similar to hypothetical protein BC013035 [Mus musculus]     1e-14
08p09     T-complex protein 1, beta subunit (TCP-1-beta) (CCT-beta)     e-125
407-1     Rapamycin-selective 25 kDa immunophilin (FKBP25) (Peptidyl-prolyl     6e-76
20i02     Methionine aminopeptidase 2 (MetAP 2) (Peptidase M 2) (Initiation     3e-66
381-1     60S ribosomal protein L24     3e-41
649-1     Ubiquitin-conjugating enzyme E2 B (Ubiquitin-protein ligase B)     2e-77
20l07     Ribose-phosphate pyrophosphokinase I (Phosphoribosyl pyrophosphate     6e-23
25l23     65 kDa FK506-binding protein precursor (FKBP65) (FKBPRP)     1e-39
16m02     (NM_007190) Sec23-interacting protein p125 [Homo sapiens]     3e-89
664-1     Chaperone protein dnaJ     4e-09
572-1     (NM_133188) DAZ associated protein 1 [Mus musculus]     7e-18
24p19     Protein phosphatase 2C gamma isoform (PP2C-gamma) (Protein     2e-47
17f05     Nuclear pore complex protein Nup107 (Nucleoporin Nup107) (107 kDa     1e-87
15e15     (NM_006425) step II splicing factor SLU7 [Homo sapiens]     5e-63
07b07     ADP-ribosylation factor 1     7e-20
497-2     Vacuolar ATP synthase 16 kDa proteolipid subunit (15 kDa     1e-47
22j03     Septin 2 (NEDD5 protein homolog)     1e-40
20c06     Leukocyte elastase inhibitor (LEI) (Leucocyte neutral proteinase     6e-54
35i21     Ectonucleotide pyrophosphatase/phosphodiesterase 1 (E-NPP 1)     8e-12
16j16     Proteasome subunit beta type 9 precursor (Low molecular mass     6e-84
736-1     High mobility group protein 2 (HMG-2)     7e-59
05c13     NUCLEOPHOSMIN (NPM) (NUCLEOLAR PHOSPHOPROTEIN B23) (NUMATRIN)     2e-15
393-1     F-actin capping protein beta subunit isoforms 1 and 2 (CAPZ 36/32)     1e-53
183-1     Small nuclear ribonucleoprotein Sm D2 (snRNP core protein D2)     4e-37
18a24     CCR4-NOT transcription complex, subunit 7 (CCR4-associated factor     5e-56
30j10     Aspartate aminotransferase, mitochondrial precursor (Transaminase     4e-90
15n12     Trifunctional purine biosynthetic protein adenosine-3 [Includes:     7e-69
15m10     Cullin homolog 1 (CUL-1)     2e-57
739-2     Basigin precursor (Blood-brain barrier HT7 antigen) (Neurothelin)     1e-11
930-1     (XM_110748) similar to CG15168 gene product [Mus musculus]     4e-40
490-1     Core histone macro-H2A.2 (Histone macroH2A2) (mH2A2)     e-105
07b16     TRANSKETOLASE (TK) (P68)     2e-55
30c06     ADP-sugar pyrophosphatase YSA1H (Nucleoside diphosphate-linked     1e-10
30j24     Mitochondrial carrier protein CGI-69 (PRO2163)     2e-28
15o01     Cathepsin S precursor     5e-14
933-1     Hypothetical protein KIAA0186     2e-85
15k05     Kunitz-type protease inhibitor 1 precursor (Hepatocyte growth     1e-30
29b18     HYPOTHETICAL 45.0 KDA PROTEIN IN NOT1-MATAL2 INTERGENIC REGION     4e-14
22d23     Ezrin (p81) (Cytovillin) (Villin 2)     2e-31
72-1     CD9 antigen     6e-29
202-1     14-3-3-LIKE PROTEIN 4 (PBLT4)     4e-18
15h07     Vacuolar ATP synthase subunit S1 precursor (V-ATPase S1 subunit)     8e-14
561-1     Eukaryotic translation initiation factor 3 subunit 3 (eIF-3 gamma)     8e-70
369-1     Sorting nexin 12     2e-17
110-1     CDP-diacylglycerol--inositol 3-phosphatidyltransferase     5e-27
496-1     Peroxiredoxin 5, mitochondrial precursor (Prx-V) (Peroxisomal     1e-56
15j11     Microsomal signal peptidase 25 kDa subunit (SPase 25 kDa subunit)     6e-68
22d10     Transcription initiation factor IIB (General transcription factor     5e-71
349-2     D-dopachrome tautomerase (Phenylpyruvate tautomerase II)     2e-25
516-1     Glucose-6-phosphate isomerase (GPI) (Phosphoglucose isomerase)     8e-87
711-2     Phosphoglycerate kinase 1 (Primer recognition protein 2) (PRP 2)     4e-19
492-1     TRIOSEPHOSPHATE ISOMERASE (TIM)     1e-91
742-2     Cop-coated vesicle membrane protein p24 precursor     1e-38
113-4     Tubulin alpha-2 chain (Alpha-tubulin 2)     e-126
113-5     TUBULIN ALPHA-8 CHAIN     e-103
113-2     Tubulin alpha chain     8e-74
18f18     Probable RNA-dependent helicase p68 (DEAD-box protein p68)     5e-13
436-1     INTERFERON-RELATED DEVELOPMENTAL REGULATOR 1 (NERVE GROWTH     7e-53
20m09     (BC015704) joined to JAZF1 [Homo sapiens]     7e-15
874-3     High mobility group protein 1 (HMG-1)     2e-73
28n16     High mobility group protein 1 (HMG-1)     4e-31
02c16     Glutamate-rich WD repeat protein     6e-81
27a06     Phosphomannomutase 2 (PMM 2)     2e-18
19o08     Zinc-finger protein ubi-d4 (Requiem) (Apoptosis response zinc     2e-68
40a07     Thymosin beta-a     8e-17
648-1     TRANSCRIPTION FACTOR SOX-19     7e-91
19m08     Sodium/potassium-transporting ATPase beta chain     3e-99
899-2     Sodium/potassium-transporting ATPase alpha-1 chain precursor (Sodium     e-152
488-1     (NM_030571) hypothetical protein MGC10924 similar to Nedd4     1e-79
30k18     HYPOTHETICAL 36.2 KD PROTEIN IN HAM1-PEM2 INTERGENIC REGION     3e-33
20n17     Ubiquitously transcribed X chromosome tetratricopeptide repeat     9e-65
19o13     Eukaryotic translation initiation factor 4B (eIF-4B)     5e-20
227-1     Proactivator polypeptide precursor [Contains: Saposin A; Saposin B;     2e-33
796-1     Small membrane protein 1     4e-75
17f23     Serine/threonine-protein kinase PAK 2 (p21-activated kinase 2)     4e-17
785-1     Fructose-bisphosphate aldolase C (Brain-type aldolase)     e-133
24j22     Fructose-bisphosphate aldolase A (Muscle-type aldolase)     2e-17
352-2     Fructose-bisphosphate aldolase A (Muscle-type aldolase)     e-180
352-3     Fructose-bisphosphate aldolase A (Muscle-type aldolase)     e-179

39h18     (AK004103) data source:MGD, source key:MGI:1928344,     3e-14
660-1     RETINOL-BINDING PROTEIN II, CELLULAR (CRBP-II)     1e-43
05m14     60S ribosomal protein L24 (L30)     1e-54
1196-1     60S ribosomal protein L19     8e-66
07g17     60S ribosomal protein L9     5e-18
624-1     40S ribosomal protein S5     1e-92
1208-2     60S ribosomal protein L13a (23 kDa highly basic protein)     4e-86
99-2     40S ribosomal protein S16     2e-30
96-2     (AY099510) nascent polypeptide-associated complex alpha polypeptide     4e-19
1206-3     40S RIBOSOMAL PROTEIN S27     1e-18
624-2     40S ribosomal protein S5     1e-98
1214-1     60S ribosomal protein L35     7e-42
1070-13     60S ribosomal protein L31     2e-08
1213-1     40S RIBOSOMAL PROTEIN S7     e-101
73-4     40S ribosomal protein S24 (S19)     2e-50
11h15     (AY049731) angiotensinogen precursor [Danio rerio]     5e-11
12g06     40S ribosomal protein S26     1e-60
25m10     (AF518747) transferrin variant B1 [Carassius auratus]     1e-27
1076-1     Hypothetical protein yaiM     7e-22
198-2     Dynein light chain 1, cytoplasmic (8 kDa dynein light chain) (Cut     2e-46
277-9     60S ribosomal protein L34     6e-43
21-1     60S RIBOSOMAL PROTEIN L7A (SURFEIT LOCUS PROTEIN 3)     e-124
304-1     60S ribosomal protein L18a     2e-85
284-1     60S ribosomal protein L6 (TAX-responsive enhancer element binding     4e-79

692-1     H-2 class II histocompatibility antigen, gamma chain (MHC class II     2e-11
12a15     Protein CGI-117 (Protein HSPC111)     2e-25
18e07     ATPase inhibitor, mitochondrial precursor     4e-15
25o02     Cystatin B (Liver thiol proteinase inhibitor) (CPI-B) (Stefin B)     2e-20
25n05     Voltage-dependent anion-selective channel protein 3 (VDAC-3) (Outer     3e-34
599-1     60S ribosomal protein L10a     e-101
11m23     60S ribosomal protein L17 (L23)     1e-27
97-2     Cytochrome c oxidase polypeptide VIIc, mitochondrial precursor     2e-24
213-1     Histone H2B     5e-39
1070-32     40S ribosomal protein S29     2e-08
1070-26     40S ribosomal protein S29     3e-10
665-2     U6 snRNA-associated Sm-like protein LSm7     3e-44
12o08     MOB1 PROTEIN (MPS1 BINDER 1)     6e-39
18f22     FXYD domain-containing ion transport regulator 6 precursor     1e-08
1093-1     40S ribosomal protein S29     3e-14
1083-1     PROBABLE AMINOTRANSFERASE T01B11.2     6e-59
988-1     Importin beta-1 subunit (Karyopherin beta-1 subunit) (Nuclear     4e-54
10m16     NADH-ubiquinone oxidoreductase chain 3     2e-27
12l03     Platelet-activating factor acetylhydrolase IB gamma subunit (PAF     4e-54
681-1     Superoxide dismutase [Cu-Zn]     3e-73
28o06     Calcium-dependent protease, small subunit (Calpain regulatory     1e-25
290-2     Vacuolar ATP synthase subunit G 1 (V-ATPase G subunit 1) (Vacuolar     3e-26
24f15     NADH-ubiquinone oxidoreductase 23 kDa subunit, mitochondrial     3e-44
386-1     Eukaryotic translation initiation factor 3 subunit 4 (eIF-3 delta)     3e-65
694-1     Peptidyl-prolyl cis-trans isomerase (PPIase) (Rotamase)     1e-24
1058-2     Malate dehydrogenase, mitochondrial precursor     e-113
1058-1     MALATE DEHYDROGENASE, MITOCHONDRIAL PRECURSOR     1e-96
637-1     NifU-like protein     2e-53
198-3     PROBABLE DYNEIN LIGHT CHAIN 1, CYTOPLASMIC     3e-46
629-2     Glycyl-tRNA synthetase (Glycine--tRNA ligase) (GlyRS)     e-109
461-1     Microtubule-associated proteins 1A/1B light chain 3 (MAP1A/MAP1B     3e-53

17e23     Peptidyl-prolyl cis-trans isomerase cyp2 (Cyclophilin cyp2)     2e-31
35l14     Cell death activator CIDE-B (Cell death-inducing DFFA-like effector     8e-52
04n13     Peroxiredoxin 1 (Thioredoxin peroxidase 2) (Thioredoxin-dependent     1e-98
14g15     Glutathione S-transferase P (GST class-pi) (GSTP1-1)     3e-68
779-7     (AF518745) transferrin variant E [Carassius auratus gibelio]     1e-18
965-2     Ubiquitin     4e-36
965-4     Ubiquitin     2e-36
35o23     Hypothetical protein C2F12.16 in chromosome II     2e-14
25a18     ADP-ribosylation factor 1     4e-63
234-1     Ras-related protein Rab-7     1e-65
512-2     DnaJ homolog subfamily A member 2 (HIRA interacting protein 4)     e-113
26o12     Small membrane protein 1     6e-41
584-1     Orphan sodium- and chloride-dependent neurotransmitter transporter     2e-08
641-1     Apolipoprotein E precursor (Apo-E)     4e-71
255-1     Galectin-9 (36 kDa beta-galactoside binding lectin) (Urate     9e-30
680-1     Sorcin (22 kDa protein) (CP-22) (V19)     7e-74
17p15     Hypothetical protein KIAA0174     8e-13
924-1     Cell cycle control protein cwf15     8e-10
10g16     Elongation of very long chain fatty acids protein 1 (CGI-88)     3e-48
191-1     Cytochrome P450 2K1 (CYPIIK1) (P450 LMC2)     1e-73
929-1     Phospholipid hydroperoxide glutathione peroxidase, mitochondrial     6e-75
28g21     (BC006562) Unknown (protein for IMAGE:2989514) [Homo sapiens]     5e-18
344-1     Nuclease sensitive element binding protein 1 (Y box binding     7e-56
978-2     GTP-BINDING NUCLEAR PROTEIN RAN     8e-82
07e12     Phosphoglycerate kinase, testis specific     4e-36
821-2     Glycerol-3-phosphate dehydrogenase [NAD+], cytoplasmic (GPD-C)     e-101
23h03     UDP N-ACETYLGLUCOSAMINE TRANSPORTER (GOLGI UDP-GLCNAC TRANSPORTER)     2e-23
11-1     Apolipoprotein B-100 precursor (Apo B-100) [Contains:     6e-26
35j23     (NM_024771) hypothetical protein FLJ13848 [Homo sapiens]     1e-10
1187-1     Factor VIII intron 22 protein (CpG island protein)     9e-81
11n16     Cystathionine gamma-lyase (Gamma-cystathionase)     9e-94
601-2     Rho GDP-dissociation inhibitor 1 (Rho GDI 1) (Rho-GDI alpha)     5e-13
116-1     Probable synaptobrevin homolog C6G9.11     2e-10
1143-1     Alcohol sulfotransferase (Hydroxysteroid sulfotransferase) (HST)     4e-62
278-1     Plasmolipin     1e-19
35p21     Fibrinogen-like protein 1 precursor (Hepatocyte-derived     3e-31
24c12     TRANSLOCON-ASSOCIATED PROTEIN, ALPHA SUBUNIT PRECURSOR (TRAP-ALPHA)     5e-50
17j19     Antioxidant protein 2 (1-Cys peroxiredoxin) (1-Cys PRX) (Acidic     1e-26
23g24     Cathepsin L precursor     1e-84
22n05     Apolipoprotein B-100 precursor (Apo B-100) [Contains: Apolipoprotein     2e-36
455-2     APOLIPOPROTEIN A-I PRECURSOR (APO-AI)     e-120
455-1     APOLIPOPROTEIN A-I PRECURSOR (APO-AI)     e-121
529-1     (AF140783) apolipoprotein CII [Oncorhynchus mykiss]     9e-21
31-1     (AB046205) 28kDa-1b apolipoprotein [Anguilla japonica]     3e-09
365-1     Pregnancy zone protein precursor     2e-37
1149-3     Apolipoprotein E precursor (Apo-E)     e-128
1149-1     Apolipoprotein E precursor (Apo-E)     1e-32
06p03     (BC005689) Unknown (protein for IMAGE:3596691) [Mus musculus]     1e-35
929-2     Phospholipid hydroperoxide glutathione peroxidase, mitochondrial     3e-73
7-1     (NM_131573) death associated protein 1b [Danio rerio]     2e-38
902-1     Protein disulfide isomerase precursor (PDI) (Prolyl 4-hydroxylase     2e-69
640-1     Purine nucleoside phosphorylase (Inosine phosphorylase) (PNP)     4e-73
10-2     40S RIBOSOMAL PROTEIN S3A (V-FOS TRANSFORMATION EFFECTOR PROTEIN)     e-117
348-1     Ferritin, heavy subunit (Ferritin H)     6e-75
260-1     (NM_016484) hypothetical protein LOC51248 [Homo sapiens]     5e-28
30k23     Creatine kinase, sarcomeric mitochondrial precursor (S-MtCK)     4e-31
408-2     Ubiquitin-like protein SMT3B (Sentrin 2)     2e-48
476-1     APOLIPOPROTEIN A-IV PRECURSOR (APO-AIV)     2e-20
15b07     Aquaporin 9 (Small solute channel 1)     3e-16
15a13     SODIUM/GLUCOSE COTRANSPORTER 1 (NA(+)/GLUCOSE COTRANSPORTER 1)     6e-14
27c17     (XM_124162) similar to stromal cell derived factor receptor 2 [Mus     3e-20
25k11     Mucin 2 precursor (Intestinal mucin 2)     2e-26
569-1     Chitinase-3 like protein 1 precursor (Cartilage glycoprotein-39)     7e-86
935-1     (AL592495) SI:dZ129I22.3 (novel protein) [Danio rerio]     4e-28
15n19     Tetraspanin 1 (Tspan-1) (Tetraspan NET-1) (Tetraspanin TM4-C)     5e-35
15o19     (XM_058398) hypothetical protein XP_058398 [Homo sapiens]     2e-12
103-1     Villin 1     7e-66
21h15     Protocadherin Fat 2 precursor (Multiple epidermal growth factor-like     3e-14
20j07     Claudin-15     5e-37
24g04     Serine/threonine protein kinase 24 (STE20-like kinase MST3) (MST-3)     e-112
13i05     Rhamnose-binding lectin precursor (SAL) (RBL) (Roe lectin)     2e-20
661-2     Rhamnose-binding lectin precursor (SAL) (RBL) (Roe lectin)     2e-20
661-3     Rhamnose-binding lectin precursor (SAL) (RBL) (Roe lectin)     5e-34
18c12     Apoptosis regulator Bcl-2     3e-35
05c07     Apolipoprotein B-100 precursor (Apo B-100) [Contains: Apolipoprotein     2e-12
120-1     Tropinone reductase-II (TR-II)     1e-12
23h04     Zinc-binding protein A33     1e-23
08o03     RENAL SODIUM/DICARBOXYLATE COTRANSPORTER (NA(+)/DICARBOXYLATE     8e-25
23k22     (XM_134233) similar to hypothetical protein FLJ20085 [Mus musculus]     1e-33
18j06     Serine protease 23 precursor     9e-57
530-1     Phospholipid hydroperoxide glutathione peroxidase, mitochondrial     3e-65
194-1     DESMOCOLLIN 1A/1B PRECURSOR (DESMOSOMAL GLYCOPROTEIN 2/3) (DG2/DG3)     5e-15
718-1     Myosin light chain alkali, smooth-muscle isoform (MLC3SM) (LC17B)     2e-71
718-2     Myosin light chain alkali, smooth-muscle isoform (MLC3SM) (LC17B)     2e-71
17e02     Ser/Thr-rich protein T10 in DGCR region     2e-11
17e03     Caveolin-2     2e-29
17j07     (NM_030143) RIKEN cDNA 1700037B15 [Mus musculus]     2e-19
35c19     Importin beta-1 subunit (Karyopherin beta-1 subunit) (Nuclear factor     7e-82
773-1     GLutamate dehydrogenase (GDH)     2e-45

813-2     Coagulation factor V precursor (Activated protein C cofactor)     4e-38
277-5     Ubiquinol-cytochrome C reductase complex ubiquinone-binding protein     7e-29
24b13     Lactoylglutathione lyase (Methylglyoxalase) (Aldoketomutase)     3e-76
368-6     (AB046209) 14kDa apolipoprotein [Anguilla japonica]     9e-11
23b13     TRANSPOSABLE ELEMENT TCB1 TRANSPOSASE (TRANSPOSABLE ELEMENT BARNEY     4e-20
23h12     Spectrin alpha chain, brain (Spectrin, non-erythroid alpha chain)     2e-44
18m09     UBIQUITIN-LIKE PROTEIN SMT3A     3e-43
07c04     Acetyl-coenzyme A synthetase, cytoplasmic (Acetate--CoA ligase)     2e-18
563-1     NADH-ubiquinone oxidoreductase 24 kDa subunit, mitochondrial     9e-89
30i01     Probable glutamate receptor precursor (Kainate-binding protein)     1e-33
23i12     Microtubule-associated protein RP/EB family member 3 (Protein EB3)     1e-89
701-2     Adenosine kinase (AK) (Adenosine 5'-phosphotransferase)     3e-95
07f09     GLUTATHIONE S-TRANSFERASE 1 (GST-CL1) (GST CLASS-THETA)     2e-11
15o23     (NM_032361) hypothetical protein MGC5469 [Homo sapiens]     2e-28
571-2     14-3-3 protein gamma (Protein kinase C inhibitor protein-1)     3e-42
35k13     (AF093204) unknown [Gallus gallus]     2e-08
133-4     Calmodulin     6e-70
18e23     (XM_110403) RIKEN cDNA 1600027N09 [Mus musculus]     2e-50
24h16     Sedlin     3e-75
1071-1     Pyruvate dehydrogenase protein X component, mitochondrial precursor     2e-18
22l10     Thioredoxin, mitochondrial precursor (Mt-TRX) (Thioredoxin 2)     4e-44
22c13     (NM_010948) nuclear distribution gene C homolog (Aspergillus) [Mus     2e-54
19h10     Adaptor-related protein complex 1, mu 2 subunit (Mu-adaptin 2)     3e-23
492-2     TRIOSEPHOSPHATE ISOMERASE (TIM)     e-106
12e05     Hypothetical oxidoreductase yqjQ     2e-15
21i23     OLIGOSACCHARYL TRANSFERASE STT3 SUBUNIT HOMOLOG (B5) (INTEGRAL     e-136
02c23     Proteasome activator complex subunit 1 (Proteasome activator     6e-24
1034-2     Membrane associated progesterone receptor component 1 (mPR)     7e-59
1070-20     NADH-ubiquinone oxidoreductase subunit B14.5b (Complex I-B14.5b)     4e-26
30a16     Eukaryotic translation initiation factor 1A (EIF-1A) (EIF-4C)     2e-55
22e01     (AF289583) unknown [Homo sapiens]     3e-22
02i03     (AB026129) alpha-2-macroglobulin-2 [Cyprinus carpio]     6e-52
576-3     Stathmin     4e-16
576-2     Stathmin     1e-37
576-1     Stathmin     2e-35
33n22     Presynaptic protein SAP97 (Synapse-associated protein 97) (Discs,     e-115
10h24     L-lactate dehydrogenase B chain (LDH-B)     1e-92
35e06     (XM_149717) hypothetical protein XP_149717 [Mus musculus]     1e-10
16c05     (BC002942) Unknown (protein for IMAGE:3954961) [Homo sapiens]     3e-15
1087-2     Hypothetical protein CGI-109 precursor     6e-61
312-3     Succinate dehydrogenase [ubiquinone] cytochrome B small subunit,     4e-41
254-1     Adenylate kinase isoenzyme 4, mitochondrial (ATP-AMP     3e-38
21h05     ATP-citrate (pro-S-)-lyase (Citrate cleavage enzyme)     1e-33
02d10     ISOCITRATE DEHYDROGENASE [NADP] CYTOPLASMIC (OXALOSUCCINATE     3e-20
770-1     (AF328554) soluble calcium-activated nucleotidase SCAN-1 [Homo     1e-75
35c18     (BC022651) Unknown (protein for MGC:31268) [Mus musculus]     2e-32
02n18     ALPHA-AMYLASE, SALIVARY AND HEPATIC PRECURSOR (1,4-ALPHA-D-GLUCAN     e-114
07p07     Trypsin II precursor     9e-28
830-1     Elastase 1 precursor     1e-84
723-1     Trypsin III precursor     3e-45
1060-1     Elastase 2A precursor     2e-81
1212-1     Elastase 2A precursor     5e-82
517-1     LOW CHORIOLYTIC ENZYME PRECURSOR (HATCHING ENZYME ZINC-PROTEASE LCE     2e-53
170-1     ALPHA-AMYLASE, SALIVARY AND HEPATIC PRECURSOR (1,4-ALPHA-D-GLUCAN     3e-79
41-1     Carboxypeptidase B precursor     e-105
1070-3     Trypsin I precursor     5e-79
1070-11     Trypsin III precursor     4e-87
23-1     Fibronectin precursor (FN) (Cold-insoluble globulin) (CIG)     1e-23
1070-25     Elastase 2A precursor     6e-52
36-3     Alpha-amylase, pancreatic precursor (1,4-alpha-D-glucan     2e-10
07b13     Phosphatidylcholine-sterol acyltransferase precursor     2e-85
28e20     Hypothetial protein CG7816     2e-39
02o07     Transmembrane gamma-carboxyglutamic acid protein 4 precursor     2e-15
371-1     Ribonuclease     2e-14
541-1     FATTY ACYL-COA HYDROLASE PRECURSOR, MEDIUM CHAIN (THIOESTERASE B)     3e-99
508-2     Complement factor H-related protein 1 precursor (FHR-1) (H     8e-16
588-1     3-hydroxyacyl-CoA dehydrogenase type II (Type II HADH)     3e-70
87-1     L-lactate dehydrogenase A chain (LDH-A)     4e-19
09n01     Triose phosphate/phosphate translocator, non-green plastid,     8e-15
366-8     (AJ308993) apolipoprotein A-I [Cyprinus carpio]     6e-24
26i18     (NM_014320) putative heme-binding protein [Homo sapiens]     3e-18
61-2     Small inducible cytokine A13 precursor (CCL13) (Monocyte     5e-08
61-1     Small inducible cytokine A8 precursor (CCL8) (Monocyte chemotactic     8e-08
21l01     (U92079) GLGF-domain protein Homer [Rattus norvegicus]     1e-35
27e11     Basigin precursor (Blood-brain barrier HT7 antigen) (Neurothelin)     9e-20
20i09     IG MU CHAIN C REGION MEMBRANE-BOUND FORM     6e-19
279-1     WS-3 PROTEIN     9e-87
35a03     Transcription factor SOX-6     8e-81
653-1     (AF363273) toxin-1 [Oncorhynchus mykiss]     1e-13
5-2     Gliacolin precursor     2e-14
1157-1     Aldose reductase (AR) (Aldehyde reductase)     4e-84
35d05     Lanosterol synthase (Oxidosqualene--lanosterol cyclase)     e-121
179-1     (NM_014320) putative heme-binding protein [Homo sapiens]     5e-18
1188-1     Long-chain fatty acid transport protein precursor (FATP)     3e-72
186-1     Acetyl-CoA acetyltransferase (Acetoacetyl-CoA thiolase)     3e-16
18-1     3-beta-hydroxysteroid-delta(8),delta(7)-isomerase (Cholestenol     1e-55
19l24     Isopentenyl-diphosphate delta-isomerase 1 (IPP isomerase 1)     2e-72
25p21     (AK096290) unnamed protein product [Homo sapiens]     2e-23
02b17     Cysteine sulfinic acid decarboxylase (Sulfinoalanine decarboxylase)     3e-49
887-1     Transcription initiation factor TFIID 30 kDa subunit (TAFII-30)     6e-56
82-1     FATTY ACID-BINDING PROTEIN 1, LIVER (L-FABP)     2e-40
22c03     Adrenodoxin 2, mitochondrial precursor (Adrenal ferredoxin)     5e-45
19g16     (XM_087383) similar to RIKEN cDNA 2010110K16; RIKEN cDNA 2010312P05     4e-36
821-1     GLYCEROL-3-PHOSPHATE DEHYDROGENASE [NAD+], CYTOPLASMIC (GPD-C)     e-106
133-3     Calmodulin     6e-75
18b07     (NM_025301) mitochondrial ribosomal protein L17; ribosomal protein,     1e-16
28f05     (AK007240) N-acetylglucosamine kinase~data source:MGD, source     1e-24
960-1     Ubiquitin carboxyl-terminal hydrolase isozyme L1 (UCH-L1)     6e-75
20a18     Glucose-6-phosphate 1-dehydrogenase (G6PD)     2e-35
1082-2     Glucose-6-phosphate 1-dehydrogenase (G6PD)     2e-74
03h20     Phosphoenolpyruvate carboxykinase, cytosolic [GTP]     2e-60
42-1     Phosphoenolpyruvate carboxykinase, cytosolic [GTP]     7e-72
1173-1     UDP-glucuronosyltransferase 1-5 precursor, microsomal (UDPGT)     9e-46
659-1     Acyl-CoA-binding protein (ACBP)     5e-34
26m19     (AF492684) odd homeobox 1 protein [Gallus gallus]     4e-09
24j14     (BC013405) Unknown (protein for MGC:4457) [Homo sapiens]     1e-26
659-2     Acyl-CoA-binding protein (ACBP)     5e-35
12-1     ENHANCER OF RUDIMENTARY HOMOLOG     9e-57
1177-2     NADP-dependent malic enzyme (NADP-ME) (Malic enzyme 1)     3e-47
48-1     Glutathione S-transferase theta 1 (GST class-theta) (Glutathione     5e-62
526-1     Group XIII secretory phospholipase A2 precursor     2e-27
1184-2     COATOMER EPSILON SUBUNIT (EPSILON-COAT PROTEIN) (EPSILON-COP)     e-118
23h13     MICROSOMAL TRIGLYCERIDE TRANSFER PROTEIN, LARGE SUBUNIT PRECURSOR     7e-45
04j01     Glycine cleavage system H protein, mitochondrial precursor     2e-50
1177-1     NADP-DEPENDENT MALIC ENZYME (NADP-ME)     e-108
409-1     Apolipoprotein A-IV precursor (Apo-AIV)     2e-24
409-5     (AB046208) 28kDa-1e apolipoprotein [Anguilla japonica]     8e-28
340-1     GTP-binding protein SAR1b     6e-49
64-1     TARTRATE-RESISTANT ACID PHOSPHATASE TYPE 5 PRECURSOR (TR-AP)     8e-62
409-3     Apolipoprotein A-IV precursor (Apo-AIV)     2e-24
9-2     3-hydroxyanthranilate 3,4-dioxygenase (3-HAO) (3-hydroxyanthranilic     2e-15
31-2     APOLIPOPROTEIN A-I PRECURSOR (APO-AI)     5e-09
1149-2     Apolipoprotein E precursor (Apo-E)     e-127
78-1     Adipophilin (Adipose differentiation-related protein) (ADRP)     3e-28
78-2     Adipophilin (Adipose differentiation-related protein) (ADRP)     4e-60
19m02     (AK006571) data source:MGD, source key:MGI:1929882,     1e-43
325-1     Phosphoglucomutase (Glucose phosphomutase) (PGM)     5e-77
24k21     EPENDYMIN PRECURSOR (EPD)     8e-22
24p14     (NM_023260) T-complex expressed gene 2 [Mus musculus]     3e-40

17b05     (NM_053795) kinase D-interacting substance of 220 kDa; ankyrin     7e-25
19k09     Proteasome activator complex subunit 2 (Proteasome activator     1e-68
24b07     (NM_018447) 30 kDa protein [Homo sapiens]     3e-32
07e04     (AF112202) prenylated rab acceptor 1 [Homo sapiens]     4e-46
783-2     (AB021177) complement B/C2-A2 [Cyprinus carpio]     2e-10
499-1     Peroxiredoxin 1 (Thioredoxin peroxidase 2) (Thioredoxin-dependent     2e-89
17n16     Mitogen-activated protein kinase kinase kinase 4 (MAPK/ERK kinase     7e-84
19c13     (NM_023220) RIKEN cDNA 2010106G01 [Mus musculus]     1e-46
437-3     ATP synthase A chain (Protein 6)     1e-62
33o13     GLYCINE-RICH CELL WALL STRUCTURAL PROTEIN PRECURSOR     3e-36
980-1     CYTOCHROME B     e-163
05c01     Stress-induced-phosphoprotein 1 (STI1) (Hsp70/Hsp90-organizing     8e-75
299-7     Cytochrome c oxidase polypeptide I     e-104
299-6     Cytochrome c oxidase polypeptide I     6e-44
04g21     (NM_017813) hypothetical protein FLJ20421 [Homo sapiens]     1e-10
299-3     Cytochrome c oxidase polypeptide I     8e-21
299-5     Cytochrome c oxidase polypeptide I     3e-43
07d05     (NM_019371) factor-responsive smooth muscle protein [Rattus     7e-23
453-1     NADH-ubiquinone oxidoreductase chain 4L     5e-40
299-1     Cytochrome c oxidase polypeptide I     0.0
14g21     Elongation factor 1-gamma type 2 (EF-1-gamma) (P47)     1e-76
287-1     NADH-ubiquinone oxidoreductase chain 5     e-113
12a19     DNA-directed RNA polymerases I, II, and III 17.1 kDa polypeptide     3e-73
11b20     NADH-ubiquinone oxidoreductase chain 5     1e-66
05e14     Fetuin-B precursor (IRL685) (16G2)     3e-27
1124-1     NADH-ubiquinone oxidoreductase chain 2     5e-93
77-1     GA binding protein alpha chain (GABP-alpha subunit) (Transcription     3e-47
23l14     Ras-related protein Rab-21     4e-31
24n09     Ubiquitin-activating enzyme E1 (A1S9 protein)     3e-85
05m21     6-phosphogluconate dehydrogenase, decarboxylating     2e-61
18k17     Eukaryotic translation initiation factor 2 subunit 2 (Eukaryotic     9e-46
20k13     Hypothetical protein KIAA0174     4e-76
15j15     Phosphatidylinositol transfer protein alpha isoform (PtdIns     3e-09
773-2     GLutamate dehydrogenase (GDH)     e-137
971-2     Ferritin, middle subunit (Ferritin M)     2e-73
15g10     HYPOTHETICAL 81.7 KD PROTEIN IN MOL1-NAT2 INTERGENIC REGION     1e-42

230-1     Alpha-actinin 1 (Alpha-actinin cytoskeletal isoform) (Non-muscle     1e-35
849-1     CLN3 protein (Battenin) (Batten disease protein)     3e-36
24g20     PUTATIVE GTP-BINDING PROTEIN W08E3.3     5e-64
210-2     (AY070265) DMgamma1 [Danio rerio]     8e-10
02e02     CYTOCHROME P450 1A1 (CYPIA1)     2e-17
18k21     Metalloproteinase inhibitor 2 precursor (TIMP-2) (Tissue inhibitor     2e-21
809-1     Angiotensinogen precursor [Contains: Angiotensin I (Ang I);     3e-23
1005-1     (AB056762) hypothetical protein [Macaca fascicularis]     3e-19
08m19     Hypothetical protein Rv1834     6e-24
09h08     Transcription factor ETV6 (ETS-related protein Tel1) (Tel) (ETS     1e-77
35m06     Bile acid receptor (Farnesoid X-activated receptor) (Farnesol     3e-29
06b15     (AL606727) SI:dZ79F24.1 (novel protein) [Danio rerio]     e-111
18k11     Microfibril-associated glycoprotein 4     3e-40
872-2     CD59 glycoprotein precursor (Membrane attack complex inhibition     2e-11
18p18     MAGUK P55 subfamily member 3 (MPP3 protein) (Discs, large homolog     1e-13
245-4     Tropomyosin 1 alpha chain (Alpha-tropomyosin)     8e-56
21o18     MYOSIN-BINDING PROTEIN C, CARDIAC-TYPE (CARDIAC MYBP-C) (C-PROTEIN,     5e-62
20e19     (AF390178) insulin receptor tyrosine kinase substrate protein p53     1e-48
353-2     Catalase     7e-81
18i12     DnaJ homolog subfamily B member 5 (Heat shock protein Hsp40-3)     1e-37
28i02     Tropomyosin alpha 4 chain (Tropomyosin 4) (TM30p1)     1e-14
1076-2     Esterase D     e-133
900-1     4-methyl-5(B-hydroxyethyl)-thiazole monophosphate biosynthesis     1e-24
18i03     BETA-GALACTOSIDE-BINDING LECTIN (14 KD LECTIN) (ELECTROLECTIN)     6e-47
198-1     PROBABLE DYNEIN LIGHT CHAIN 1, CYTOPLASMIC     2e-45
16e09     Aldose reductase (AR) (Aldehyde reductase)     7e-42
900-2     4-methyl-5(B-hydroxyethyl)-thiazole monophosphate biosynthesis     8e-18
750-1     Protein AF1q     7e-13
15k22     (NM_008258) hematological and neurological expressed sequence 1     1e-17
02m23     Delta-1-pyrroline-5-carboxylate dehydrogenase, mitochondrial     1e-68
285-2     Parvalbumin beta     8e-55
201-1     TRANSCRIPTION FACTOR S-II-RELATED PROTEIN 4     6e-31
651-3     Troponin T, fast skeletal muscle isoforms     2e-62
18p14     Arfaptin 2 (Partner of RAC1) (POR1 protein)     2e-43
25i12     Delta3,5-delta2,4-dienoyl-CoA isomerase, mitochondrial precursor     2e-31
191-2     Cytochrome P450 2K1 (CYPIIK1) (P450 LMC2)     3e-83
18j12     Anion exchange protein 3 (Neuronal band 3-like protein)     2e-48
18k19     Protein 4.1 (Band 4.1) (P4.1) (4.1R)     1e-24
553-2     Stathmin (Phosphoprotein p19) (pp19) (Oncoprotein 18) (Op18)     7e-31
16g03     (XM_062872) similar to RIKEN cDNA 2310038H17 [Homo sapiens]     6e-09
845-1     Tropomodulin     1e-62
18o12     Delta-like protein 4 precursor (Drosophila Delta homolog 4)     3e-28
05a06     Complement factor B precursor (C3/C5 convertase) (Properdin factor     3e-46
17n03     Somatostatin IB precursor [Contains: [Pro12]somatostatin-24;     6e-29
18e08     Renal sodium-dependent phosphate transport protein 2     2e-26
17c05     (BC005731) RIKEN cDNA 4931428D14 gene [Mus musculus]     3e-33
18l06     (XM_133037) similar to hypothetical protein HSPC216 [Mus musculus]     8e-50
16a08     DNA-binding protein RFXANK (Regulatory factor X subunit B) (RFX-B)     1e-65
14f02     Splicing factor U2AF 35 kDa subunit (U2 auxiliary factor 35 kDa     2e-86
18l18     (NM_018297) peptide:N-glycanase similar to yeast PNG1; hypothetical     2e-46
18o23     (AK001858) unnamed protein product [Homo sapiens]     5e-33
05a01     (BC013194) Similar to hypothetical protein FLJ20551 [Homo sapiens]     2e-09
23p13     SH3 domain-binding glutamic acid-rich protein (SH3BGR protein)     4e-43
22j06     (NM_139166) striated muscle activator of Rho-dependent signaling     6e-55
565-1     (NM_020604) junctophilin 1; junctophilin type 1; mitsugumin72 [Mus     2e-21
18f04     (NM_016287) HP1-BP74 [Homo sapiens]     3e-51
24i20     Regulator of G-protein signaling 3 (RGS3)     3e-17
240-2     Myosin light chain 3, skeletal muscle isoform (A2 catalytic)     5e-54
1226-2     Parvalbumin beta     2e-08
20m22     Auxilin     2e-32
417-2     Myosin regulatory light chain 2, skeletal muscle isoform type 2     1e-73
05e06     Tyrosine-protein kinase JAK2 (Janus kinase 2) (JAK-2)     2e-22
18g24     (AB056417) hypothetical protein [Macaca fascicularis]     1e-36
1226-1     Parvalbumin alpha (A1)     3e-50
23o24     (NM_024283) RIKEN cDNA 1500015O10 [Mus musculus]     7e-28
18e20     (BC022119) Unknown (protein for MGC:37737) [Mus musculus]     9e-79
18p16     Major centromere autoantigen B (Centromere protein B) (CENP-B)     9e-08
651-6     Troponin T, fast skeletal muscle isoforms     4e-29
18o20     (AF271156) CaM-kinase II inhibitor alpha [Rattus norvegicus]     7e-18
18a23     IG KAPPA CHAIN V-IV REGION JI PRECURSOR     6e-22
952-2     (BC004818) Similar to hypothetical protein [Homo sapiens]     9e-41
266-2     (AF359567) myozenin precursor [Bos taurus]     1e-25
651-2     Troponin T, fast skeletal muscle isoforms     7e-62
266-1     (AF359567) myozenin precursor [Bos taurus]     8e-30
18n24     Transmembrane 4 superfamily, member 8 (Tetraspanin 5) (Tspan-5)     2e-20
18o07     Intersectin 2 (SH3 domain-containing protein 1B) (SH3P18)     3e-09
18o06     Kinesin light chain 1 (KLC 1)     2e-15
02k02     Protein-tyrosine phosphatase, non-receptor type 6 (Protein-tyrosine     7e-11
02c13     (NM_016027) CGI-83 protein [Homo sapiens]     5e-42
17l03     (NM_015456) DKFZP586B0519 protein [Homo sapiens]     2e-46
18c09     Ras-related C3 botulinum toxin substrate 3 (p21-Rac3)     e-102
06b07     Transcription intermediary factor 1-gamma (TIF1-gamma) (RET-fused     2e-08
205-1     Ryanodine receptor 3 (Brain-type ryanodine receptor) (RyR3) (RYR-3)     7e-45
279-2     WS-3 PROTEIN     2e-70
18c16     (AB067477) KIAA1890 protein [Homo sapiens]     2e-14
14b04     NUCLEAR AUTOANTIGENIC SPERM PROTEIN (NASP)     6e-35
17p11     Parvalbumin, muscle     6e-11
259-1     Parvalbumin alpha     7e-34
259-2     Parvalbumin alpha     5e-31
425-1     Protein kinase C and casein kinase substrate in neurons protein 2     1e-58
417-3     Myosin regulatory light chain 2, skeletal muscle isoform type 2     4e-12
417-1     Myosin regulatory light chain 2, skeletal muscle isoform type 2     1e-73
327-1     (AF161418) HSPC300 [Homo sapiens]     1e-27
19l09     Sodium channel beta-2 subunit precursor     4e-09
35h18     Calcium-binding protein p22 (Calcium-binding protein CHP)     4e-43
18b18     (XM_131176) similar to TIFA [Mus musculus]     2e-21
412-1     TROPONIN I, FAST SKELETAL MUSCLE (TROPONIN I, FAST-TWITCH ISOFORM)     1e-56
27k14     UBIQUINONE BIOSYNTHESIS PROTEIN COQ4 HOMOLOG     4e-29
18i20     Adapter-related protein complex 4 beta 1 subunit (Beta subunit of     1e-26
853-1     Putative N6-DNA-methyltransferase (Protein PRED28) (M.HsaHemK2P)     2e-73
651-1     Troponin T, fast skeletal muscle isoforms     8e-57
415-1     Troponin C, skeletal muscle (TNC)     2e-57
821-3     Glycerol-3-phosphate dehydrogenase [NAD+], cytoplasmic (GPD-C)     2e-39
39l18     Parvalbumin beta     2e-19
21g09     TSC22-related inducible leucine zipper protein 2 (Tsc-22-like     3e-12
09k05     BETAINE ALDEHYDE DEHYDROGENASE (BADH)     4e-54
18p23     Hepatoma-derived growth factor (HDGF) (High-mobility group protein     3e-10
285-3     Parvalbumin beta     7e-53
18l23     Probable dolichyl pyrophosphate Glc1Man9GlcNAc2     3e-31
24f23     (AK010745) data source:SPTR, source key:Q9VTE0,     6e-29
18f12     Hypothetical protein C11C11.02 in chromosome II     2e-12
890-2     Putative serine/threonine-protein kinase P78     9e-12
24n22     Gamma-aminobutyric-acid receptor alpha-4 subunit precursor (GABA(A)     1e-13
212-2     (BC024417) Unknown (protein for MGC:36382) [Mus musculus]     4e-29
23g05     Amyloid beta A4 precursor protein-binding family A member 1     4e-88
18b13     Leptin receptor overlapping transcript-like 1 (Brain my047 protein)     5e-57
288-1     Myosin light chain kinase, smooth muscle and non-muscle isozymes     3e-14
260-2     Channel associated protein of synapse-110 (Chapsyn-110) (Synaptic     1e-08
1123-1     (NM_020604) junctophilin 1; junctophilin type 1; mitsugumin72 [Mus     4e-21
23m24     Serine/threonine-protein kinase 10 (Lymphocyte-oriented kinase)     9e-48
24n16     (NM_131693) uridine kinase [Danio rerio]     8e-14
18n03     (BC029731) Similar to lipopolysaccharide specific response-7     2e-08
651-4     Troponin T, fast skeletal muscle isoforms     2e-28
18p10     Ataxin 2-binding protein     2e-18
14p24     Syntaxin binding protein 2 (Unc-18 homolog 2) (Unc-18B) (Unc18-2)     1e-40
651-5     Troponin T, fast skeletal muscle isoform beta (Beta TnTF)     3e-09
18p21     (NM_030877) nuclear associated protein; similar to Bos taurus P14     1e-54
303-3     Actin, cytoplasmic 1 (Beta-actin)     e-113
271-1     Metabotropic glutamate receptor 2 precursor (mGluR2)     9e-30
18g23     (AB055980) Msx-2 interacting nuclear target protein [Mus musculus]     7e-11
199-1     Myosin-binding protein C, fast-type (Fast MyBP-C) (C-protein,     e-101
870-2     MYOSIN-BINDING PROTEIN C, FAST-TYPE (FAST MYBP-C) (C-PROTEIN,     6e-10
18f23     (AB070085) hypothetical protein [Macaca fascicularis]     2e-35
20p12     Hypothetical oxidoreductase Lmo0432 (ORFA)     4e-17
870-1     MYOSIN-BINDING PROTEIN C, CARDIAC-TYPE (CARDIAC MYBP-C) (C-PROTEIN,     5e-67
18h11     Myosin-binding protein C, fast-type (Fast MyBP-C) (C-protein,     1e-32
18b11     N33 protein     1e-85
18p17     CYTOCHROME P450 2D6 (CYPIID6) (P450-DB1) (DEBRISOQUINE     9e-10
192-1     60S ribosomal protein L12, mitochondrial precursor (L12mt)     9e-20
493-2     Chromobox protein homolog 3 (Heterochromatin protein 1 homolog     4e-64
11b08     10-FORMYLTETRAHYDROFOLATE DEHYDROGENASE (10-FTHFDH) (FBP-CI)     1e-55
25k06     ACTIN, ALPHA CARDIAC MUSCLE (ALPHA 1)     4e-28
793-1     ELONGATION FACTOR 1-DELTA (EF-1-DELTA) (P36)     9e-49
15m16     (AF082665) interferon alpha/beta receptor 2 [Gallus gallus]     6e-09
18n11     (XM_032285) similar to putative transmembrane protein; homolog of     1e-10
680-2     Sorcin (22 kDa protein) (CP-22) (V19)     9e-75
20c05     (AB042554) KIAA1173 protein [Homo sapiens]     6e-97
23a14     Osteoinductive factor precursor (OIF) (Osteoglycin)     1e-28
07b23     Methylmalonate-semialdehyde dehydrogenase [acylating],     e-100
903-2     Myosin heavy chain, cardiac muscle alpha isoform (MyHC-alpha)     9e-73
22d01     Interferon-induced, double-stranded RNA-activated protein kinase     1e-12
22a12     (AK091346) unnamed protein product [Homo sapiens]     3e-22
18b03     Protocadherin alpha 10 precursor (PCDH-alpha10)     1e-18
18o11     Putative RNA-binding protein 15 (RNA binding motif protein 15)     5e-13
21k03     TATA box binding protein-like protein 1 (TBP-like protein 1) (TATA     4e-19
06o14     APOLIPOPROTEIN B     6e-15
30e24     (NM_013928) schwannomin interacting protein 1; neurofibromatosis 2     1e-34
18h14     (BC023177) Unknown (protein for IMAGE:4945959) [Mus musculus]     6e-16
18k08     (XM_133509) similar to protein regulator of cytokinesis 1; protein     8e-51
18d07     (BC012443) Unknown (protein for MGC:8882) [Homo sapiens]     1e-11

07c16     Probable delta(24)-sterol C-methyltransferase     1e-07
511-2     Fructose-bisphosphate aldolase B (Liver-type aldolase)     e-172
511-1     Fructose-bisphosphate aldolase B (Liver-type aldolase)     e-141
22e19     Amyloid beta A4 precursor protein-binding family A member 2     e-104
829-2     HYPOTHETICAL 27.7 KD PROTEIN IN CPT1-SPC98 INTERGENIC REGION     4e-09
373-1     CYTOCHROME P450 2F3 (CYPIIF3)     3e-27
494-1     Serine/threonine protein phosphatase PP1-beta catalytic subunit     3e-92
315-1     Splicing factor 3B subunit 3 (Spliceosome associated protein 130)     8e-64
02c01     (XM_137112) similar to HN1 like [Mus musculus]     7e-36
24j20     (NM_053945) Rim2 protein [Rattus norvegicus]     7e-17
27b19     ATROPHIN-1 (DENTATORUBRAL-PALLIDOLUYSIAN ATROPHY PROTEIN)     3e-15
22e23     Proto-oncogene tyrosine-protein kinase FYN (P59-FYN)     e-115
23i17     Gap junction alpha-1 protein (Connexin 43) (Cx43)     4e-62
23i18     NG-CAM related cell adhesion molecule precursor (NR-CAM) (BRAVO)     3e-40
23d06     Platelet-endothelial tetraspan antigen 3 (PETA-3) (CD151 antigen)     7e-19
23k02     Proenkephalin A1 precursor     2e-16
22g24     (NM_106023) expressed protein; protein id: At1g73650.1, supported     7e-41
21d11     (AJ006851) p32 protein [Homo sapiens]     7e-15
303-5     ACTIN, ALPHA SKELETAL MUSCLE (ALPHA-ACTIN 1)     3e-35
22a23     Actin, alpha skeletal muscle (Alpha-actin 1)     2e-45
303-7     Actin, cytoplasmic 1 (Beta-actin 1)     2e-59
303-2     Actin, gamma     0.0
17i01     GTP-binding protein hflX     2e-19
21h23     Actin     1e-25
24o04     Mitochondrial RNA splicing protein MRS4     2e-10
303-4     ACTIN, ALPHA SKELETAL MUSCLE 2     5e-44
1013-6     CREATINE KINASE, M CHAIN (M-CK)     1e-45
757-4     Nucleoside diphosphate kinase, mitochondrial precursor (NDP kinase,     3e-58
303-6     ACTIN, ALPHA CARDIAC     4e-96
18d21     Fatty aldehyde dehydrogenase (Aldehyde dehydrogenase, microsomal)     2e-47
24a17     SKI ONCOGENE (C-SKI)     2e-26
23d16     Prolargin precursor (Proline-arginine-rich end leucine-rich repeat     1e-11
303-9     ACTIN, ALPHA CARDIAC     e-156
914-1     Glutamate receptor U1 precursor (XENU1) (Unitary non-NMDA glutamate     1e-81
683-1     (NM_054008) Rgc32 protein [Rattus norvegicus]     5e-23
07m16     L-plastin (Lymphocyte cytosolic protein 1) (LCP-1) (65 kDa macrophage     1e-92
303-8     Actin, alpha cardiac     4e-57
26b14     Actin, alpha cardiac     5e-89
22a24     (NM_024755) hypothetical protein FLJ13213 [Homo sapiens]     3e-09
22d24     RAS-RELATED PROTEIN RAB-3A     e-109
05o01     Interleukin-6 receptor beta chain precursor (IL-6R-beta)     4e-13
655-2     DNA-binding protein inhibitor ID-1 (ID)     3e-28
954-2     Glucose-6-phosphatase (G6Pase) (G-6-Pase)     4e-99
1074-2     Polyadenylate-binding protein 1 (Poly(A)-binding protein 1) (PABP 1)     e-110
935-2     (AL592495) SI:dZ129I22.3 (novel protein) [Danio rerio]     4e-29
26e23     (XM_130850) similar to data source:SPTR, source key:Q18357,     7e-12

663-1     Transmembrane 4 superfamily, member 8 (Tetraspanin 3) (Tspan-3)     1e-82
39f04     Skeletal muscle LIM-protein 1 (SLIM 1) (SLIM) (Four and a half LIM     6e-93
26c13     LIM domain protein, cardiac (Muscle LIM protein) (Cysteine-rich     2e-15
673-1     PDZ and LIM domain protein 1 (LIM domain protein CLP-36)     1e-26
19l03     Myosin light chain 1, embryonic muscle/atrial isoform (PRO1957)     7e-70
1013-4     Creatine kinase, M chain (M-CK)     2e-24
1013-8     Creatine kinase, M chain (M-CK)     6e-81
856-2     (NM_005748) YY1 associated factor 2 [Homo sapiens]     3e-54
1013-11     CREATINE KINASE, M CHAIN (M-CK)     1e-55
30k06     Vesicle transport v-SNARE protein Vti1-like 2 (Vti1-rp2) (Vti1a)     3e-81
23j09     Polyadenylate-binding protein 4 (Poly(A) binding protein 4) (PABP     e-122
1112-1     Polyadenylate-binding protein 4 (Poly(A) binding protein 4) (PABP 4)     2e-80
13e08     Myosin heavy chain, cardiac muscle beta isoform (MyHC-beta)     9e-78
1013-10     CREATINE KINASE, M CHAIN (M-CK)     2e-24
1013-2     CREATINE KINASE, M CHAIN (M-CK)     0.0
1013-7     Creatine kinase, M chain (M-CK)     3e-46
13n24     CREATINE KINASE, M CHAIN (M-CK)     8e-36
1013-1     Creatine kinase, M chain (M-CK)     e-180
1013-9     CREATINE KINASE, M CHAIN (M-CK)     6e-43
21o14     Aldose 1-epimerase precursor (Mutarotase)     2e-30
1013-5     Creatine kinase, M chain (M-CK)     7e-57
19n20     RNA-binding protein rnp-1     1e-08
999-1     (NM_009551) zinc finger protein 216 [Mus musculus]     3e-33
13n16     Beta enolase (2-phospho-D-glycerate hydro-lyase) (Skeletal muscle     1e-79
22i20     Alpha-actinin 3 (Alpha actinin skeletal muscle isoform 3) (F-actin     e-114
17d01     Neural proliferation differentiation and control protein-1     1e-08
29l02     Protein-tyrosine phosphatase zeta precursor (R-PTP-zeta)     4e-18
1013-3     Creatine kinase, M chain (M-CK)     1e-41
32o18     Heat shock 27 kDa protein (HSP 27)     5e-13
555-1     Fumarate hydratase, mitochondrial precursor (Fumarase)     e-106
24d09     HEAT SHOCK 70 KD PROTEIN (HSP70)     2e-70

03o04     Plasminogen precursor [Contains: Angiostatin]     2e-23
32k24     Splicing factor 3B subunit 2 (Spliceosome associated protein 145)     e-111
07g12     (NM_006007) zinc finger protein 216 [Homo sapiens]     1e-23
07c05     (NM_019371) factor-responsive smooth muscle protein [Rattus     2e-49
601-1     Rho GDP-dissociation inhibitor 1 (Rho GDI 1) (Rho-GDI alpha)     2e-94
11a19     40S ribosomal protein S16     6e-12
644-2     TRANSLOCON-ASSOCIATED PROTEIN, DELTA SUBUNIT PRECURSOR (TRAP-DELTA)     1e-63
12p17     BS4 protein     3e-08
11d17     PDZ and LIM domain protein 1 (LIM domain protein CLP-36)     9e-92
11c21     Clathrin coat assembly protein AP50 (Clathrin coat associated     e-133
05g01     Casein kinase I, alpha isoform (CKI-alpha) (CK1)     1e-91
05l16     Ornithine decarboxylase antizyme 2 (ODC-Az 2) (AZ2)     8e-45
35h05     Conserved oligomeric Golgi complex subunit 5 (13S Golgi transport     6e-45
14h04     Myosin heavy chain, fast skeletal muscle     e-117
11a20     SERINE--PYRUVATE AMINOTRANSFERASE, MITOCHONDRIAL PRECURSOR (SPT)     2e-79
11d18     Branched-chain amino acid aminotransferase, cytosolic (BCAT(c))     7e-47
20j03     MYOCYTE-SPECIFIC ENHANCER FACTOR 2A     1e-38
12o12     (AF324350) ovarian immunoreactive antigen [Homo sapiens]     1e-26
16l04     TRANSITIONAL ENDOPLASMIC RETICULUM ATPASE (TER ATPASE) (15S     e-107
167-1     (NM_145771) aldehyde reductase (aldose reductase) like 6 [Rattus     4e-83
452-1     Probable 2-ketogluconate reductase (2KR)     9e-16
11a04     CCAAT displacement protein (CDP) (Cut-like 1)     2e-42
85-3     (AF421549) CDH1-D [Gallus gallus]     8e-31
1235-2     (XM_159532) hypothetical protein XP_159532 [Mus musculus]     8e-20
10o06     (BC022597) Similar to RIKEN cDNA 5830446M03 gene [Mus musculus]     1e-22
03l09     Succinate dehydrogenase [ubiquinone] flavoprotein subunit,     4e-96
11k13     Ras-related protein Rab-10     1e-42
11l15     (AL390217) hypothetical protein [Homo sapiens]     9e-12
35a12     SYNCOLLIN (SIP9)     4e-23
35a16     Tubulin epsilon chain (Epsilon tubulin)     2e-87
03a03     BMAL1 protein (Brain and muscle ARNT-like 1) (Member of PAS protein     3e-86
03b15     RING finger protein 6     4e-50
138-1     hypothetical protein 2 (rRNA external transcribed spacer) - mouse     4e-12
12g01     Serine/threonine protein phosphatase 2A, 55 kDa regulatory subunit     e-120
24n15     (BC007588) Similar to RIKEN cDNA 2310012N15 gene [Homo sapiens]     3e-53
03a02     Complement factor H precursor (H factor 1)     1e-16
1235-1     Orphan nuclear receptor NR5A2 (Alpha-1-fetoprotein transcription     2e-31
366-7     APOLIPOPROTEIN A-I-2 PRECURSOR (APOA-I-2)     5e-14
03i02     Nuclear factor erythroid 2 related factor 2 (NF-E2 related factor 2)     2e-10
135-1     Putative ribosomal RNA methyltransferase 1 (rRNA     2e-09
396-2     GUANINE NUCLEOTIDE-BINDING PROTEIN BETA SUBUNIT-LIKE PROTEIN     e-151
472-2     Methylcrotonyl-CoA carboxylase beta chain, mitochondrial precursor     6e-99
03e16     Ras association domain family 2     2e-54
28j12     Ribose-phosphate pyrophosphokinase I (Phosphoribosyl pyrophosphate     1e-24
19o19     BCL2/adenovirus E1B 19-kDa protein-interacting protein 3 like     3e-38
15k07     DnaJ homolog subfamily B member 5 (Heat shock protein Hsp40-3) (Heat     2e-78
85-6     COMPLEMENT C3-1 [CONTAINS: C3A ANAPHYLATOXIN]     7e-14
1210-2     (BC001912) Unknown (protein for IMAGE:3546959) [Homo sapiens]     2e-26
330-1     RAS-RELATED PROTEIN RAB-1A     5e-64

17m07     (AF041434) hPRL-3 [Homo sapiens]     3e-31
678-1     HEAT SHOCK PROTEIN HSP 90-BETA     3e-89
28j06     Voltage-dependent anion-selective channel protein 2 (VDAC-2) (Outer     3e-98
484-2     Pyruvate kinase, muscle isozyme     e-113
484-1     Pyruvate kinase, muscle isozyme (Cytosolic thyroid hormone binding     2e-90
33-1     Proactivator polypeptide precursor [Contains: Saposin A; Saposin B;     4e-35
03c06     CMP-N-acetylneuraminate-beta-1,4-galactoside     5e-27
550-1     5'-AMP-ACTIVATED PROTEIN KINASE, CATALYTIC ALPHA-2 CHAIN (AMPK     3e-17
611-2     Cytochrome c oxidase subunit VIIa-related protein, mitochondrial     7e-40
04p15     GLYCOGEN PHOSPHORYLASE, LIVER FORM     7e-71
18k04     Glycogen phosphorylase, muscle form (Myophosphorylase)     e-113
11a01     Voltage-dependent anion-selective channel protein 2 (VDAC-2) (Outer     8e-67
19g05     (NM_005765) ATPase membrane sector associated protein M8-9; ATPase,     7e-64
19i17     Hypothetical protein yfcH     3e-12
12n20     Wilms tumor 1-associating protein (WT1-associated protein)     9e-50
04a07     Orphan nuclear receptor NR1D1 (V-erbA related protein EAR-1)     1e-49
12e21     SODIUM-INDEPENDENT ORGANIC ANION TRANSPORTER 3     4e-32
17e09     55 kDa erythrocyte membrane protein (P55)     8e-36
21l16     55 kDa erythrocyte membrane protein (P55)     5e-35
24l15     F-box only protein 32 (Muscle atrophy F-box protein) (MAFbx)     2e-82
305-5     Cytochrome c oxidase polypeptide VIC-2     7e-18
29-1     Tob1 protein (Transducer of erbB-2 1)     4e-31
33k03     Heterogeneous nuclear ribonucleoprotein A2 homolog 2 (hnRNP A2(B))     5e-12
07h11     (BC004967) putative glialblastoma cell differentiation-related     3e-38
19h15     6-phosphofructo-2-kinase/fructose-2,6-biphosphatase 4     e-102
24g23     HYPOTHETICAL 51.2 KD PROTEIN IN PET54-DIE2 INTERGENIC REGION     2e-20
21i09     MITOCHONDRIAL CARRIER PROTEIN RIM2     5e-22
22l24     [3-methyl-2-oxobutanoate dehydrogenase [lipoamide]] kinase,     3e-37
27p09     6-phosphofructo-2-kinase/fructose-2,6-biphosphatase 1     2e-22
17n04     hypothetical protein DKFZp434H1235.1 - human (fragment)     4e-20
886-1     RING finger protein 28 (Muscle specific ring finger protein 1)     3e-85
886-2     RING finger protein 28 (Muscle specific ring finger protein 1)     4e-64
55-1     Dihydrolipoamide acetyltransferase component of pyruvate     1e-42
02e08     2,4-DIENOYL-COA REDUCTASE, MITOCHONDRIAL PRECURSOR (2,4-DIENOYL-COA     3e-64
12g23     Putative eukaryotic translation initiation factor 3 subunit (eIF-3)     4e-47
395-1     HEAT SHOCK PROTEIN 30 (HSP 30)     2e-61
11c18     (AB033079) KIAA1253 protein [Homo sapiens]     2e-40
08e13     Chaperone protein hscB (HSC20)     2e-12
12e22     Cytochrome P450 2J2 (CYPIIJ2) (Arachidonic acid epoxygenase)     2e-21
33a17     Ubiquitin-conjugating enzyme E2-32 kDa complementing     1e-86
33e23     (XM_130147) similar to hepatocellular carcinoma-associated antigen     2e-96
489-1     EUKARYOTIC TRANSLATION INITIATION FACTOR 3 SUBUNIT 10 (EIF-3 THETA)     2e-09
24f19     (NM_013262) myosin regulatory light chain interacting protein [Homo     4e-14
25c20     (XM_116414) similar to Hypothetical protein KIAA0014 [Homo sapiens]     4e-12
679-1     Hypothetical protein KIAA1384     2e-33
17j02     Sarcalumenin precursor     9e-25
911-1     Sarcalumenin precursor     1e-74
17d07     Acetylcholine receptor protein, alpha chain precursor     2e-42
1057-1     ARP2/3 complex 20 kDa subunit (P20-ARC) (Actin-related protein 2/3     3e-87
501-2     Beta enolase (2-phospho-D-glycerate hydro-lyase) (Skeletal muscle     e-176
504-1     Inter-alpha-trypsin inhibitor heavy chain H3 precursor (ITI heavy     1e-10
30o05     77K muscle-derived protein - chicken     5e-49
920-1     Sarcoplasmic/endoplasmic reticulum calcium ATPase 1 (Calcium pump     e-115
26g14     Plectin 1 (PLTN) (PCN) (Hemidesmosomal protein 1) (HD1)     5e-25
35a04     50S ribosomal protein L2     4e-35
29c04     Fructose-1,6-bisphosphatase (D-fructose-1,6-bisphosphate     7e-44
25g05     (XM_116414) similar to Hypothetical protein KIAA0014 [Homo sapiens]     3e-17
30a05     Ubiquitin carboxyl-terminal hydrolase 2 (Ubiquitin thiolesterase 2)     6e-67
15o04     Brain mitochondrial carrier protein-1 (BMCP-1) (Mitochondrial     2e-60
1073-1     Ornithine decarboxylase antizyme inhibitor     3e-77
33n21     Hypothetical protein C12C2.09c in chromosome II     5e-21
05f05     (XM_148044) RIKEN cDNA 1810013L24 [Mus musculus]     9e-83
131-1     Microtubule-associated proteins 1A/1B light chain 3 (MAP1A/MAP1B     2e-54
19n08     BAG-family molecular chaperone regulator-3 (BCL-2 binding     3e-29
118-1     Telethonin (Titin cap protein)     7e-21
35g06     40S ribosomal protein S3     1e-31
12c23     Hypothetical protein ZK652.6 in chromosome III     3e-16
333-1     NDRG2 protein (Ndr2 protein)     5e-24
30p09     (NM_006788) ralA binding protein 1; ralA-binding protein [Homo     2e-36
09f04     (AJ295844) importin7 [Homo sapiens]     1e-40
25n15     Hypoxia-inducible factor 1 alpha (HIF-1 alpha) (ARNT interacting     3e-70
319-2     Thyrotroph embryonic factor     6e-09
226-1     (XM_130455) RIKEN cDNA 1810008K03 [Mus musculus]     2e-46
20k23     (AB023216) KIAA0999 protein [Homo sapiens]     2e-11
23p22     (AF086712) reverse transcriptase-like protein [Takifugu rubripes]     9e-26
790-2     (NM_024299) chromosome 20 open reading frame 149 [Homo sapiens]     2e-16
17c08     EUKARYOTIC TRANSLATION INITIATION FACTOR 3 SUBUNIT 10 (EIF-3 THETA)     6e-19
45-2     Ubiquitin-conjugating enzyme E2-17 kDa 2 (Ubiquitin-protein ligase)     1e-60
779-3     Serotransferrin I precursor (Siderophilin I) (STF I)     e-110
01n02     Hypothetical oxidoreductase ykuF     3e-30
614-2     60S ribosomal protein L19, mitochondrial precursor (L19mt)     9e-68
676-1     DIHYDROLIPOAMIDE DEHYDROGENASE, MITOCHONDRIAL PRECURSOR     8e-67
29a24     (AB033079) KIAA1253 protein [Homo sapiens]     e-118
17n01     Citrate synthase, mitochondrial precursor     1e-24
676-2     DIHYDROLIPOAMIDE DEHYDROGENASE, MITOCHONDRIAL PRECURSOR     3e-36
549-1     Heat shock cognate 71 kDa protein (Hsc70.1)     2e-95
11g18     Selenoprotein P precursor (SeP)     3e-44
324-3     (AF322071) selenoprotein Pa [Danio rerio]     3e-11
22o07     Selenoprotein P precursor (SeP)     5e-24
04e05     Rab GDP dissociation inhibitor beta (Rab GDI beta) (GDI-2)     e-116
28g20     (XM_058325) similar to RIKEN cDNA 1110001O19 [Homo sapiens]     5e-22
35b06     Angiopoietin-2 precursor (ANG-2)     7e-09
1152-1     (NM_003922) guanine nucleotide exchange factor p532 [Homo sapiens]     8e-10

877-1     Zinc finger protein 208     5e-21
413-2     Ganglioside expression factor 2 (GEF-2) (General protein transport     2e-60
1098-1     (NM_023755) transcription repressor CRTR-1 [Mus musculus]     4e-40
857-2     PUTATIVE SERINE/THREONINE-PROTEIN KINASE EMK     3e-14
157-1     Hepatocyte growth factor-like protein precursor (Macrophage     2e-51
11a15     UROKINASE PLASMINOGEN ACTIVATOR SURFACE RECEPTOR, GPI-ANCHORED FORM     4e-12
24k24     Mitochondrial carrier protein CGI-69 (PRO2163)     1e-10
02o21     (NM_027314) RIKEN cDNA 1810015H18 [Mus musculus]     1e-25
09k17     Protein phosphatase 2C beta isoform (PP2C-beta)     3e-09
1001-2     (AL591213) SI:dZ150F13.6 (CR1 Danio rerio 2 reverse transcriptase)     7e-41
16i02     Homeobox protein Meis2 (Meis1-related protein 1)     1e-79
21k05     GPI transamidase component PIG-S (Phosphatidylinositol-glycan     6e-39
15i21     Alpha-N-acetyl-neuraminide alpha-2,8-sialyltransferase (Ganglioside     1e-51
20m06     Glutamate receptor, ionotropic kainate 2 precursor (Glutamate     2e-85
35l24     Transcription factor 20 (Stromelysin 1 PDGF-responsive     4e-23
08h14     Myotrophin (V-1 protein)     8e-36
391-1     Telomerase-binding protein p23 (Hsp90 co-chaperone) (Progesterone     2e-52
15n21     RTF1 PROTEIN     8e-12
21d19     (BC017902) Similar to enigma homolog (R. norvegicus) [Homo sapiens]     1e-25
25j22     LIM protein RIL (Reversion-induced LIM protein)     1e-11
33k01     Ras-related protein Rab-35 (RAB-1C) (GTP-binding protein RAY)     2e-86
09g12     Actin-like protein 3 (Actin-related protein 3)     e-140
478-1     Histone H3.3 (H3.A) (H3.B) (H3.3Q)     2e-70
909-1     Hypothetical 42.2 kDa protein ZK1236.4 in chromosome III     8e-09
14e05     (XM_133087) expressed sequence AW558177 [Mus musculus]     2e-31
20b05     Guanine nucleotide-binding protein G(S), alpha subunit (Adenylate     1e-54
329-1     1-phosphatidylinositol-4,5-bisphosphate phosphodiesterase gamma 1     5e-08
24b18     (AF086712) reverse transcriptase-like protein [Takifugu rubripes]     8e-08
16l06     ARF-related protein (ARP)     4e-95
400-1     Mitochondrial import inner membrane translocase subunit TIM17 A     2e-63
10f09     Serine/threonine-protein kinase NEK1 (NimA-related protein kinase     6e-38
782-1     Glucagon receptor precursor (GL-R)     2e-33
11i05     HYPOTHETICAL 21.5 KD PROTEIN IN SEC15-SAP4 INTERGENIC REGION     8e-13
1190-1     Ubiquitin-conjugating enzyme E2-28.4 kDa (Ubiquitin-protein ligase)     1e-50
11p08     Integrin alpha-L precursor (Leukocyte adhesion glycoprotein LFA-1     1e-23
1126-2     (AF086712) reverse transcriptase-like protein [Takifugu rubripes]     3e-24
30p17     Dual specificity protein phosphatase 1 (MAP kinase phosphatase-1)     2e-56
35b20     CELL DIVISION CONTROL PROTEIN 68     2e-47
33d08     Sterol regulatory element binding protein-2 (SREBP-2) (Sterol     1e-65
20k24     Trabeculin-beta     9e-77
35o10     (BC027317) Similar to hypothetical protein MGC10765 [Mus musculus]     2e-71
29n07     (AK097958) unnamed protein product [Homo sapiens]     5e-10
24p07     (AL136875) hypothetical protein [Homo sapiens]     2e-13
18g17     (AK023218) unnamed protein product [Homo sapiens]     1e-57
22m08     HLA class I histocompatibility antigen, B-51(B-5) B*5101 alpha     7e-18
1046-1     Eukaryotic translation initiation factor 6 (eIF-6) (B4 integrin     6e-20
1045-1     GrpE protein homolog 2, mitochondrial precursor (Mt-GrpE#2)     2e-46
22e10     MAP kinase-activated protein kinase 2 (MAPK-activated protein     1e-72
01f13     (BC021129) Unknown (protein for IMAGE:4622972) [Homo sapiens]     6e-87
19o07     Moesin (Membrane-organizing extension spike protein)     2e-19
35d18     Monocarboxylate transporter 1 (MCT 1)     2e-24
480-1     Thymosin beta-11     6e-08
20b20     Glutamyl aminopeptidase (EAP) (Aminopeptidase A) (APA)     2e-09
21f17     Homeobox protein Hox-C10     3e-41

33o24     Rho-interacting protein 3 (p116RIP) (RIP3)     4e-49
24a19     (XM_113908) similar to nuclear protein p30 [Homo sapiens]     5e-53
1048-1     (BC003653) Similar to presenilins associated rhomboid-like protein     8e-37
11k19     (BC002315) Similar to hypothetical protein MNCb-2386 [Mus musculus]     3e-29
17i15     Legumain precursor (Asparaginyl endopeptidase) (Protease, cysteine     2e-16
11l14     (AK008670) data source:SPTR, source key:Q9UMY1,     6e-10
12n19     Hypothetical protein KIAA0429     9e-13
469-1     7-dehydrocholesterol reductase (7-DHC reductase) (Sterol     1e-69
465-1     Lathosterol oxidase (Lathosterol 5-desaturase) (Delta-7-sterol     1e-73
12b14     MOG1 protein     8e-13
22a14     (BC016456) Similar to RIKEN cDNA 2300004C15 gene [Mus musculus]     7e-69
16m05     (XM_139387) similar to HSPC038 protein [Mus musculus]     6e-11
15k04     Cytochrome c oxidase polypeptide VIIa-liver/heart, mitochondrial     2e-17
04e03     Ubiquinol-cytochrome C reductase complex 6.4 kDa protein (Complex     5e-16
08l16     Cytochrome c oxidase polypeptide VIIa-liver/heart, mitochondrial     2e-18
11m05     (NM_025317) mitochondrial ribosomal protein L54 [Mus musculus]     1e-32
11h02     (NM_025125) hypothetical protein FLJ13263 [Homo sapiens]     3e-23
16e15     (AF330001) UNC45-related protein [Danio rerio]     9e-87
265-1     Phorbolin 3 (APOBEC1-like)     1e-15
916-2     Glycogen phosphorylase     1e-10
32l01     UBIQUITOUSLY TRANSCRIBED X CHROMOSOME TETRATRICOPEPTIDE REPEAT     2e-29
23p08     (BC008967) Unknown (protein for IMAGE:3010666) [Homo sapiens]     3e-31
12g24     (NM_032333) hypothetical protein MGC4248 [Homo sapiens]     4e-31
11k05     (XM_131438) similar to cancer related gene-liver 1 [Mus musculus]     6e-30
15f07     (AJ277212) hypothetical protein [Mus musculus]     3e-10
24f09     (NM_023034) WHSC1L1 protein isoform long; Wolf-Hirschhorn syndrome     5e-56
220-1     Parvalbumin alpha     9e-46
22b07     Basement membrane-specific heparan sulfate proteoglycan core protein     6e-53
18e10     CREATINE KINASE, UBIQUITOUS MITOCHONDRIAL PRECURSOR (U-MTCK)     9e-11
17p06     Dematin (Erythrocyte membrane protein band 4.9)     3e-10
21p13     AMP deaminase 3 (AMP deaminase isoform E) (Erythrocyte AMP deaminase)     1e-72
220-2     Parvalbumin alpha     6e-45
19e17     50S ribosomal protein L24     2e-13
11h20     NADH-ubiquinone oxidoreductase B8 subunit (Complex I-B8) (CI-B8)     5e-31
790-1     (NM_024299) chromosome 20 open reading frame 149 [Homo sapiens]     2e-16
04j18     (NM_025933) RIKEN cDNA 2010110M21 [Mus musculus]     2e-20
16b10     Signal recognition particle 14 kDa protein (SRP14) (18 kDa ALU RNA     5e-37
905-1     Ankyrin repeat and SOCS box containing protein 2 (ASB-2)     5e-60
97-4     Ubiquinol-cytochrome C reductase complex 7.2 kDa protein     8e-12
19l06     (XM_059752) similar to RIKEN cDNA 1110058L19 [Homo sapiens]     5e-23
838-1     Signal recognition particle receptor alpha subunit (SR-alpha)     3e-58
686-1     Ras-related C3 botulinum toxin substrate 2 (p21-Rac2)     7e-45

22b04     Small muscular protein (Stretch responsive skeletal muscle protein)     2e-25
903-3     Myosin heavy chain, cardiac muscle alpha isoform (MyHC-alpha)     e-113
17d09     Superfast myosin regulatory light chain 2 (Myosin regulatory light     4e-61
18k03     Troponin T, cardiac muscle isoforms (TnTC)     2e-12
554-1     Sarcoplasmic/endoplasmic reticulum calcium ATPase 2 (Calcium pump 2)     1e-75
245-5     Tropomyosin 1 alpha chain (Alpha-tropomyosin)     1e-42
245-1     Tropomyosin 1 alpha chain (Alpha-tropomyosin)     1e-44
1240-2     60S ribosomal protein L35a     2e-14
245-2     Tropomyosin 1 alpha chain (Alpha-tropomyosin)     e-108
245-3     Tropomyosin 1 alpha chain (Alpha-tropomyosin)     2e-61
27b15     Tropomyosin 1 alpha chain (Alpha-tropomyosin)     8e-61
1115-1     Pyruvate kinase, muscle isozyme (Cytosolic thyroid hormone binding     4e-88
650-1     Glyceraldehyde 3-phosphate dehydrogenase (GAPDH)     e-159
30d04     Transforming protein RhoA (H12)     2e-58
30p21     Lysosome-associated membrane glycoprotein 2 precursor (LAMP-2)     4e-16
650-2     Glyceraldehyde 3-phosphate dehydrogenase (GAPDH)     e-131
13i23     Glyceraldehyde 3-phosphate dehydrogenase (GAPDH)     1e-60
650-4     Glyceraldehyde 3-phosphate dehydrogenase (GAPDH)     2e-13
650-5     Glyceraldehyde 3-phosphate dehydrogenase (GAPDH)     2e-62
07n14     Tricarboxylate transport protein, mitochondrial precursor (Citrate     6e-13
28m16     Peripheral myelin protein 22 (PMP-22) (CD25 protein) (SR13 myelin     1e-27
352-1     Fructose-bisphosphate aldolase A (Muscle-type aldolase)     2e-95
21p15     Fructose-bisphosphate aldolase C (Brain-type aldolase)     2e-43
21l23     Hexokinase, type I (HK I) (Brain form hexokinase)     1e-71
785-2     Fructose-bisphosphate aldolase C (Brain-type aldolase)     e-107
650-3     Glyceraldehyde 3-phosphate dehydrogenase (GAPDH)     e-159

769-2     (NM_131645) fatty acid desaturase 2; delta-6 fatty acyl desaturase     e-134
350-4     Hypothetical oxidoreductase HI1430     3e-22
140-1     SERINE--PYRUVATE AMINOTRANSFERASE, MITOCHONDRIAL PRECURSOR (SPT)     1e-43
824-1     (XM_109780) similar to histone acetyltransferase [Mus musculus]     1e-42
513-1     Fructose-1,6-bisphosphatase (D-fructose-1,6-bisphosphate     e-157
467-1     Cytochrome P450 2K1 (CYPIIK1) (P450 LMC2)     1e-46
825-2     Alpha-1-antitrypsin homolog precursor     e-170
33d15     serine proteinase inhibitor CP9 - common carp     2e-12
825-3     Alpha-1-antitrypsin homolog precursor     6e-46
08g20     Plasma protease C1 inhibitor precursor (C1 Inh) (C1Inh)     1e-08
364-2     (AB071601) lipocalin-type prostaglandin D synthase-like protein     2e-12
364-1     Lipocalin precursor     3e-28
802-2     (NM_133238) CD209a antigen [Mus musculus]     6e-10
808-2     Small glutamine-rich tetratricopeptide repeat-containing protein     1e-47
05e10     Proteasome inhibitor PI31 subunit (hPI31)     3e-37
408-3     Ubiquitin-like protein SMT3B (Sentrin 2)     2e-47
1159-1     (AK001675) unnamed protein product [Homo sapiens]     2e-77
03c23     ALCOHOL DEHYDROGENASE     2e-98
17-1     ALCOHOL DEHYDROGENASE     e-109
17-3     ALCOHOL DEHYDROGENASE     2e-18
01g18     Cytochrome P450 3A30 (CYPIIIA30)     2e-83
06d17     Vitronectin precursor (Serum spreading factor) (S-protein) (V75)     6e-55
07g08     Plasminogen precursor [Contains: Angiostatin]     7e-25
277-6     ATP synthase f chain, mitochondrial     4e-26
445-1     ALCOHOL DEHYDROGENASE CLASS III (GLUTATHIONE-DEPENDENT FORMALDEHYDE     7e-35
799-2     Phenylalanine-4-hydroxylase (PAH) (Phe-4-monooxygenase)     e-157
05d10     Heterogeneous nuclear ribonucleoproteins C1/C2 (hnRNP C1 / hnRNP     3e-60
779-2     Serotransferrin precursor     2e-77
779-4     Serotransferrin II precursor (Siderophilin II) (STF II)     2e-79
03j16     (AJ249085) transposase [Pleuronectes platessa]     2e-08
07a18     COMPLEMENT C3-1 [CONTAINS: C3A ANAPHYLATOXIN]     3e-10
12h01     (AC005594) R26984_1 [Homo sapiens]     6e-58
1051-1     (XM_114275) similar to RIKEN cDNA 2010001C09 [Homo sapiens]     1e-14
10d08     Complement factor B precursor (C3/C5 convertase) (Properdin factor B)     8e-44
826-1     Cathepsin E precursor     4e-68
1009-1     Phosphorylase B kinase alpha regulatory chain, liver isoform     1e-08
32l09     Nebulin     1e-17
25h17     Histone acetyltransferase type B subunit 2 (Retinoblastoma binding     9e-80
32l08     40S ribosomal protein S5     5e-12
514-1     Smac protein, mitochondrial precursor (Second mitochondria-derived     2e-33
20e05     Folylpolyglutamate synthase, mitochondrial precursor     5e-19
24l09     (BC009731) Similar to hypothetical protein MGC15619 [Homo sapiens]     4e-15
779-8     Serotransferrin I precursor (Siderophilin I) (STF I)     2e-26
85-1     COMPLEMENT C3-1 [CONTAINS: C3A ANAPHYLATOXIN]     e-162
1007-1     (NM_018828) formin binding protein 4; formin binding protein 30     3e-19
33l03     Coagulation factor X precursor (Stuart factor) (Virus activating     5e-87
701-1     Adenosine kinase (AK) (Adenosine 5'-phosphotransferase)     1e-14
08a17     FATTY ACID-BINDING PROTEIN, LIVER (L-FABP) (LIVER BASIC FABP)     6e-56
305-1     Myoglobin     2e-60
305-2     Myoglobin     2e-75
08i21     5-hydroxytryptamine 3 receptor precursor (5-HT-3) (Serotonin-gated     3e-73
09e06     DNA-binding protein HEXBP (Hexamer-binding protein)     4e-10
600-2     Aggrecan core protein precursor (Cartilage-specific proteoglycan core     2e-22
10b21     (XM_139515) similar to hypothetical protein FLJ20699 [Mus musculus]     7e-78
600-1     Aggrecan core protein precursor (Cartilage-specific proteoglycan core     2e-22
600-3     Aggrecan core protein precursor (Cartilage-specific proteoglycan core     1e-19
175-1     (NM_131818) angiopoietin-like 3 [Danio rerio]     9e-46
06j04     (AK074173) FLJ00246 protein [Homo sapiens]     1e-16
33m16     Triacylglycerol lipase, hepatic precursor (Hepatic lipase) (HL)     3e-54
801-1     Selenoprotein P precursor (SeP)     1e-32
17-2     ALCOHOL DEHYDROGENASE     e-146
380-1     Plasma glutathione peroxidase precursor (GSHPX-P)     3e-69
04f10     (AF281355) differentially regulated trout protein 1 [Oncorhynchus     1e-09
38-1     Prothrombin precursor (Coagulation factor II)     e-108
65-1     Vitelline membrane outer layer protein I precursor (VMO-I) (VMOI)     4e-12
35h08     Hypothetical protein MJ0810     4e-09
605-1     AMBP protein precursor [Contains: Alpha-1-microglobulin;     7e-95
757-3     Nucleoside diphosphate kinase, mitochondrial precursor (NDP kinase,     8e-59
35m16     (AF434664) insulin-like growth factor binding protein-1 [Danio     2e-08
09k08     Hypothetical protein C3H8.02 in chromosome I     9e-10
03m10     Inter-alpha-trypsin inhibitor heavy chain H4 precursor (ITI heavy     5e-67
09e24     Estradiol 17 beta-dehydrogenase 4 (17-beta-HSD 4)     1e-59
33m15     Coagulation factor IX precursor (Christmas factor)     4e-57
01p23     Alpha-2-antiplasmin precursor (Alpha-2-plasmin inhibitor)     2e-19
783-1     Complement factor B precursor (C3/C5 convertase) (Properdin factor     1e-54
159-8     60S ribosomal protein L39     8e-24
08o18     Dynamin-like 120 kDa protein, mitochondrial precursor (120-kDa G     5e-97
06h17     Membrane copper amine oxidase (Vascular adhesion protein-1) (VAP-1)     3e-69
538-1     Hemopexin precursor (Beta-1B-glycoprotein)     2e-31
83-1     Purine nucleoside phosphorylase (Inosine phosphorylase) (PNP)     4e-30
779-1     Serotransferrin I precursor (Siderophilin I) (STF I)     0.0
05l21     Basement membrane-specific heparan sulfate proteoglycan core protein     8e-55
30k07     Putative methyltransferase SLL0829     7e-09
28g18     (NM_007234) dynactin 3 isoform 1; dynactin light chain [Homo     5e-38
600-4     ANTIFREEZE PROTEIN PRECURSOR (AFP)     3e-14
779-6     Serotransferrin II precursor (Siderophilin II) (STF II)     1e-26
09k21     (AF457152) transferrin variant A [Cyprinus carpio]     1e-19
65-4     Vitelline membrane outer layer protein I precursor (VMO-I) (VMOI)     4e-28
32b07     Actin-depolymerizing factor 2 (ADF-2) (AtADF2)     5e-08
511-4     Fructose-bisphosphate aldolase B (Liver-type aldolase)     7e-37
776-1     Kininogen, LMW II precursor (Thiol proteinase inhibitor) [Contains:     6e-21
780-1     Sex hormone-binding globulin precursor (SHBG) (Sex steroid-binding     9e-27
602-1     Plasminogen precursor     8e-74
08b09     Serine/threonine-protein kinase NEK3 (NimA-related protein kinase 3)     1e-15
60-1     FATTY ACID-BINDING PROTEIN, LIVER (L-FABP) (LIVER BASIC FABP)     2e-58
232-1     Z-protein (0610007H07Rik)     2e-09
610-2     Transthyretin precursor (Prealbumin) (TBPA)     6e-40
779-9     Serotransferrin I precursor (Siderophilin I) (STF I)     4e-55
08k18     (NM_131602) death effector domain-conatining 1 [Danio rerio]     9e-20
30b20     Cofilin     7e-43
33d13     MURINOGLOBULIN 2 PRECURSOR (MUG2)     2e-17
11g17     Protein Z-dependent protease inhibitor precursor (PZ-dependent     7e-31
02a16     DNA mismatch repair protein MSH6 (MutS-alpha 160 kDa subunit) (G/T     4e-88
46-2     (AF414432) vitellogenin [Cyprinus carpio]     8e-47
779-5     Serotransferrin I precursor (Siderophilin I) (STF I)     1e-39
13i17     ES1 protein homolog, mitochondrial precursor (Protein KNP-I) (GT335     2e-46
04i12     (BC017472) Unknown (protein for MGC:10198) [Homo sapiens]     1e-57
02i13     (AK005293) data source:MGD, source key:MGI:102463,     8e-48
605-2     AMBP protein precursor [Contains: Alpha-1-microglobulin;     2e-35
28-2     Hemopexin precursor (Beta-1B-glycoprotein)     5e-28
771-3     CERULOPLASMIN PRECURSOR (FERROXIDASE)     2e-75
02e18     Cytochrome P450 2F2 (CYPIIF2) (Naphthalene dehydrogenase)     5e-24
23j15     (NM_026406) zinc finger protein 364 [Mus musculus]     1e-36
10d21     Hypothetical protein C12C2.09c in chromosome II     4e-11
20c16     (NM_138751) transmembrane 4 superfamily member 10 [Mus musculus]     2e-34
05c10     UTP--GLUCOSE-1-PHOSPHATE URIDYLYLTRANSFERASE 2 (UDP-GLUCOSE     2e-29
768-1     HAPTOGLOBIN ALPHA AND BETA CHAINS     7e-32
02e12     (AF332983) eIF4E-binding protein 3 [Danio rerio]     1e-35
22g06     (NM_025791) RIKEN cDNA 0610006I08 [Mus musculus]     2e-22
26o22     Nuclear LIM interactor-interacting factor 1 (NLI-interacting factor     3e-52
372-3     Inter-alpha-trypsin inhibitor heavy chain H2 precursor (ITI heavy     1e-54
109-1     PARVALBUMIN, THYMIC CPV3 (PARVALBUMIN 3)     6e-32
30f15     (AAAB01008960) agCP6307 [Anopheles gambiae str. PEST]     5e-11
19i22     MYELIN PROTEOLIPID PROTEIN (PLP) (LIPOPHILIN) (DM20)     8e-58
08n06     60S RIBOSOMAL PROTEIN L29 (P23)     7e-12
450-4     60S RIBOSOMAL PROTEIN L29     4e-26
1077-3     Coagulation factor VII precursor (Serum prothrombin conversion     4e-45
26a23     Annexin I (Lipocortin I) (Calpactin II) (Chromobindin 9) (P35)     1e-18
33a19     Sorting nexin 6 (TRAF4-associated factor 2)     2e-55
33d03     PUTATIVE SERINE/THREONINE-PROTEIN KINASE EMK     1e-14
26k07     (XM_133073) similar to CG11943 gene product [Mus musculus]     5e-41
40f21     60S RIBOSOMAL PROTEIN L22     8e-30
02f14     50S ribosomal protein L4     4e-21
963-1     (NM_131224) quaking; quaking protein homolog [Danio rerio]     2e-13
07f03     Mitochondrial import inner membrane translocase subunit TIM22     1e-21
14i21     Annexin I (Lipocortin I) (Calpactin II) (Chromobindin 9) (P35)     1e-47
03b06     CYTOCHROME P450 4B1 (CYPIVB1) (P450-ISOZYME 5)     4e-51
02a12     Epoxide hydrolase 1 (Microsomal epoxide hydrolase) (Epoxide     8e-52
757-1     Nucleoside diphosphate kinase 3 (NDK 3) (NDP kinase 3) (nm23-M3)     2e-36
24a08     Hepatocyte nuclear factor 1-beta (HNF-1B) (Variant hepatic nuclear     9e-63
14m04     6-phosphofructo-2-kinase/fructose-2,6-biphosphatase 4     1e-73
20m13     (NM_131584) period homolog 3 [Danio rerio]     2e-24
33e19     BMAL1 protein (Brain and muscle ARNT-like 1) (Member of PAS protein     2e-69
1077-1     Coagulation factor VII precursor (Serum prothrombin conversion     9e-63

815-1     Mitochondrial uncoupling protein 2 (UCP 2)     e-121
815-2     Mitochondrial uncoupling protein 3 (UCP 3)     8e-17
19e01     Orphan nuclear receptor NR1D2 (Rev-erb-beta) (EAR-1R) (Orphan     2e-63
20o16     Eukaryotic translation initiation factor 2 subunit 3 (Eukaryotic     e-111
915-2     INITIATION FACTOR 5A (EIF-5A) (EIF-4D)     6e-57
915-1     INITIATION FACTOR 5A (EIF-5A) (EIF-4D)     2e-69
28e10     Potent heat-stable protein phosphatase 2A inhibitor I1PP2A (HLA-DR     1e-48
28a10     5-lipoxygenase activating protein (FLAP) (MK-886-binding protein)     2e-10
117-1     HEAT SHOCK COGNATE 71 KD PROTEIN     e-105
18b06     Elongation factor 2 (EF-2)     3e-96
06j16     Heat shock protein HSP 90-beta (HSP 84) (Tumor specific     2e-31
803-3     HEAT SHOCK PROTEIN HSP 90-BETA     5e-66
803-1     HEAT SHOCK PROTEIN HSP 90-BETA     e-177
803-2     HEAT SHOCK PROTEIN HSP 90-BETA     3e-44
05l11     Protein arginine N-methyltransferase 1     3e-65
745-1     ELONGATION FACTOR 1-ALPHA (EF-1-ALPHA)     0.0
745-2     Elongation factor 1-alpha 2 (EF-1-alpha-2) (Elongation factor 1     7e-43
02h22     Elongation factor 2 (EF-2)     1e-94
24l02     Elongation factor 2 (EF-2)     e-130
17d15     SERINE/THREONINE PROTEIN PHOSPHATASE PP1-GAMMA CATALYTIC SUBUNIT     9e-90
03i19     Elongation factor 2 (EF-2)     9e-89
11n24     Nuclear protein Hcc-1     5e-23
975-1     60S ribosomal protein L4 (L1)     e-139
975-2     60S ribosomal protein L4 (L1)     e-144
1068-1     60S ribosomal protein L3 (HIV-1 TAR RNA binding protein B) (TARBP-B)     0.0
396-3     Guanine nucleotide-binding protein beta subunit-like protein 12.3     3e-30
27c24     Myosin regulatory light chain 2, smooth muscle isoform (Myosin RLC)     1e-37
394-1     Translationally-controlled tumor protein (TCTP)     3e-91
394-2     Translationally-controlled tumor protein (TCTP)     1e-91
19p14     Hypothetical protein C29E6.02 in chromosome I     8e-40
89-1     40S ribosomal protein S2     e-127
10-1     40S RIBOSOMAL PROTEIN S3A (V-FOS TRANSFORMATION EFFECTOR PROTEIN)     e-114
02g08     40S RIBOSOMAL PROTEIN S9     8e-31
231-1     40S RIBOSOMAL PROTEIN SA (P40) (34/67 KDA LAMININ RECEPTOR) (37LRP)     3e-92
3-2     60S acidic ribosomal protein P0 (L10E)     e-112
3-1     60S acidic ribosomal protein P0 (L10E)     e-107
62-2     BETA-2-MICROGLOBULIN PRECURSOR     1e-37
348-2     Ferritin, heavy subunit (Ferritin H)     6e-90
704-1     GPI-anchored protein p137 (p137GPI)     4e-71
17b15     Sterol regulatory element binding protein-1 (SREBP-1) (Sterol     5e-33
23n13     HEPATIC LEUKEMIA FACTOR     2e-39
925-1     Class B basic helix-loop-helix protein 2 (bHLHB2) (Stimulated with     1e-23
771-2     CERULOPLASMIN PRECURSOR (FERROXIDASE)     3e-16
08k06     (NM_131645) fatty acid desaturase 2; delta-6 fatty acyl desaturase     1e-19

450-2     Dynein heavy chain, cytosolic (DYHC) (Cytoplasmic dynein heavy chain)     5e-25
19h14     Sodium/potassium-transporting ATPase alpha-3 chain (Sodium pump 3)     9e-28
607-1     Junctional adhesion molecule 1 precursor (JAM)     1e-18
21k13     Neuron specific protein family member 1 (Brain neuron cytoplasmic     7e-21
08n21     60S ribosomal protein L10a     9e-21
06i05     Adseverin (Scinderin) (SC)     2e-95
12h12     Long-chain-fatty-acid--CoA ligase 1 (Long-chain acyl-CoA synthetase     2e-64
282-2     (AF220209) Nedd4 WW domain-binding protein 5 [Mus musculus]     3e-70
24o12     Hexokinase, type I (HK I) (Brain form hexokinase)     3e-37
352-4     Fructose-bisphosphate aldolase A (Muscle-type aldolase)     e-104
17m11     Annexin II (Lipocortin II) (Calpactin I heavy chain) (Chromobindin     4e-56
521-1     Cysteine dioxygenase type I (CDO) (CDO-I)     1e-88
24i24     Vimentin     5e-90
647-2     S-100 protein, beta chain     2e-18
769-1     NITRATE REDUCTASE (NR)     4e-10
535-1     Acyl-CoA desaturase (Stearoyl-CoA desaturase) (Fatty acid     2e-63
1150-1     Elongation of very long chain fatty acids protein 2     9e-18
07g10     Acyl-CoA desaturase (Stearoyl-CoA desaturase) (Fatty acid     8e-18
03k06     Beta-ureidopropionase (Beta-alanine synthase)     e-153
17a17     Synaptotagmin XI (SytXI)     1e-62
17m14     Corticotropin-releasing factor binding protein precursor     8e-68
19p06     Vacuolar ATP synthase subunit D (V-ATPase D subunit) (Vacuolar     6e-99
403-2     EPENDYMIN PRECURSOR (EPD)     5e-14
20m18     Neuropeptide Y precursor (NPY)     2e-36
18a03     Dihydropyridine-sensitive L-type, calcium channel beta-2 subunit     e-103
477-1     (XM_132561) RIKEN cDNA A030007L17 [Mus musculus]     2e-54
403-1     EPENDYMIN PRECURSOR (EPD)     e-119
647-1     S-100 protein, beta chain     2e-24
19o06     C-terminal binding protein 1 (CtBP1)     e-128
14d13     Pyruvate kinase, muscle isozyme     4e-34
30d23     Myo-inositol-1-phosphate synthase (MI-1-P synthase) (IPS)     1e-68
21a20     Myo-inositol-1-phosphate synthase (MI-1-P synthase) (IPS)     1e-75
40c24     EPENDYMIN PRECURSOR (EPD)     2e-66
23b06     DnaJ homolog subfamily A member 2 (HIRA interacting protein 4)     e-105
22o13     (U84616) E74-like factor-2 [Danio rerio]     6e-09
19l01     BUMETANIDE-SENSITIVE SODIUM-(POTASSIUM)-CHLORIDE COTRANSPORTER 1     2e-60
1013-12     CREATINE KINASE, TESTIS ISOZYME     9e-34
171-1     Cystatin precursor (Ovarian cystatin) (P12)     2e-41
20e07     Glial fibrillary acidic protein homolog     4e-64
14m15     Alpha enolase (2-phospho-D-glycerate hydro-lyase) (Phosphopyruvate     e-118
690-2     Polyposis locus protein 1 (TB2 protein)     2e-58
18f24     Glycogenin-1     6e-09
27j21     PDZ and LIM domain protein 1 (LIM domain protein CLP-36)     5e-21
15h02     TRANSCRIPTION FACTOR SOX-2     7e-39
800-2     Phosphoglycerate mutase 1 (Phosphoglycerate mutase isozyme B)     3e-99
501-3     Alpha enolase (2-phospho-D-glycerate hydro-lyase) (Phosphopyruvate     e-103
18g04     Secretogranin III precursor (SGIII) (1B1075)     4e-30
800-1     Phosphoglycerate mutase 1 (Phosphoglycerate mutase isozyme B)     e-130
800-3     Phosphoglycerate mutase 1 (Phosphoglycerate mutase isozyme B)     3e-39
800-4     Phosphoglycerate mutase 1 (Phosphoglycerate mutase isozyme B)     1e-59
15m02     Delta(14)-sterol reductase (C-14 sterol reductase) (Sterol     3e-48
18n14     Thyroid receptor interacting protein 12 (TRIP12)     e-104
15o22     Carboxypeptidase H precursor (CPH) (Carboxypeptidase E) (CPE)     5e-20
15-1     Gastrulation specific protein G12     9e-17
15-2     Gastrulation specific protein G12     5e-12
30k15     Fatty acid-binding protein, brain (B-FABP) (Brain lipid-binding     2e-57
17j10     Hypothetical 76.3 kDa protein in SEC53-FET5 intergenic region     3e-09
19b03     (NM_020145) SH3-containing protein SH3GLB2; SH3-domain, GRB2-like,     2e-49
388-1     Protein STRAIT11499     3e-33
716-1     PLASMA RETINOL-BINDING PROTEIN I (PRBP-I)     3e-80
358-1     NifU-like protein     5e-54
751-1     ATP synthase lipid-binding protein, mitochondrial precursor (ATP     5e-42
25m12     Glutamine synthetase (Glutamate--ammonia ligase)     2e-86

20i01     Chromatin accessibility complex protein 1 (CHRAC-1) (CHRAC-15)     1e-31
14n04     TROPONIN I, SLOW SKELETAL MUSCLE (TROPONIN I, SLOW-TWITCH ISOFORM)     8e-35
18i10     Hypothetical protein C19A8.09 in chromosome I     1e-10
17e19     Hemoglobin alpha-D chain     1e-23
33j23     Ras GTPase-activating-like protein IQGAP2     2e-67
316-2     ARP2/3 complex 41 kDa subunit (P41-ARC) (Actin-related protein 2/3     2e-38
583-4     GRANULIN 3     3e-15
35l11     Inorganic pyrophosphatase (Pyrophosphate phospho-hydrolase) (PPase)     e-122
35a06     5'-AMP-activated protein kinase, beta-1 subunit (AMPK beta-1 chain)     1e-95
366-18     HEP27 protein (Protein D)     6e-14
389-3     Phospholemman precursor (FXYD domain-containing ion transport     2e-10
43-1     Hypothetical aminotransferase YJL060W     1e-39
292-1     THYMIDYLATE KINASE (DTMP KINASE)     9e-43
20j04     Gliacolin precursor     9e-15
366-23     (AF137536) KE6 protein [Danio rerio]     7e-13
25d05     (NM_025338) RIKEN cDNA 0610033H09 [Mus musculus]     4e-12
414-1     SELENOPROTEIN W     1e-20
16g14     (NM_003193) beta-tubulin cofactor E [Homo sapiens]     4e-59
17p17     Down syndrome critical region protein 2 (Leucine rich protein     8e-29
751-4     ATP synthase lipid-binding protein, mitochondrial precursor (ATP     3e-37
1239-2     NADH-ubiquinone oxidoreductase B17 subunit (Complex I-B17) (CI-B17)     1e-36
73-5     NADH-ubiquinone oxidoreductase B17 subunit (Complex I-B17) (CI-B17)     7e-39
662-1     (BC028533) Similar to hypothetical protein dJ122O8.2 [Mus musculus]     5e-23
30b08     5'-methylthioadenosine phosphorylase (MTA phosphorylase) (MTAPase)     3e-63
16n24     92 kDa type IV collagenase precursor (92 kDa gelatinase) (Matrix     5e-10
25l01     92 kDa type IV collagenase precursor (92 kDa gelatinase) (Matrix     1e-68
228-1     Collagenase 3 precursor (Matrix metalloproteinase-13) (MMP-13)     3e-53
297-1     LYSOZYME G (1,4-BETA-N-ACETYLMURAMIDASE) (GOOSE-TYPE LYSOZYME)     4e-56
20p16     Meprin A alpha-subunit precursor (Endopeptidase-2) (MEP-1)     2e-42
32l24     Extracellular matrix protein 1 precursor (Secretory component P85)     4e-20
11j04     Sulfotransferase 1C2 (SULT1C) (SULT1C#2)     4e-42
11j07     UDP-glucuronosyltransferase 1-1 precursor, microsomal (UDPGT)     5e-51
18c10     Nucleobindin 2 precursor (DNA-binding protein NEFA)     6e-67
850-1     HIGH CHORIOLYTIC ENZYME 2 PRECURSOR (HATCHING ENZYME ZINC-PROTEASE     1e-48
03d23     Trypsin, anionic precursor     7e-40
16d24     Complement component C6 precursor     6e-23
18c13     C-type natriuretic peptide precursor (BNP-like peptide)     2e-27
503-2     5-lipoxygenase activating protein (FLAP) (MK-886-binding protein)     8e-40
866-1     CLAUDIN-4 (CLOSTRIDIUM PERFRINGENS ENTEROTOXIN RECEPTOR)     2e-71
923-1     Epsilon-sarcoglycan precursor (Epsilon-SG)     e-135
19i13     (NM_006333) nuclear DNA-binding protein [Homo sapiens]     2e-26
27g19     Sorting nexin 27     5e-63
24a23     Hypothetical RNA-binding protein EEED8.12 in chromosome II     8e-17
297-2     LYSOZYME G (1,4-BETA-N-ACETYLMURAMIDASE) (GOOSE-TYPE LYSOZYME)     2e-63
583-3     GRANULIN 1     2e-34
277-2     Lysozyme C precursor (1,4-beta-N-acetylmuramidase C)     1e-31
583-2     GRANULIN 3     5e-17
23k15     (U83857) Aac11 [Homo sapiens]     3e-61
277-3     Lysozyme C precursor (1,4-beta-N-acetylmuramidase C)     1e-32
277-1     Lysozyme C precursor (1,4-beta-N-acetylmuramidase C)     1e-31
503-1     5-lipoxygenase activating protein (FLAP) (MK-886-binding protein)     1e-38
24o17     Renin precursor, renal (Angiotensinogenase)     3e-69
26g17     1-phosphatidylinositol-4,5-bisphosphate phosphodiesterase beta 1     5e-09
30i06     Anaphase promoting complex subunit 11     7e-45
568-2     Secretory granule proteoglycan core protein precursor (Platelet     4e-11
583-1     GRANULIN 1     3e-26
568-1     SECRETORY GRANULE PROTEOGLYCAN CORE PROTEIN PRECURSOR (CHONDROITIN     4e-08
864-1     MLN64-like protein     2e-09
24c18     Collagen alpha 1(III) chain precursor     2e-08
21m13     Complement C1q subcomponent, C chain precursor     3e-27
39e21     Ictacalcin     4e-29
18a02     Dipeptidyl peptidase IV (DPP IV) (T-cell activation antigen CD26)     5e-12
15l08     LIM domain kinase 2 (LIMK-2)     2e-26
21f01     RING finger protein 29 (Muscle specific ring finger protein 2)     2e-10

22c17     Hypothetical protein KIAA0918     4e-16
05b23     Antithrombin-III precursor (ATIII)     2e-15
11f18     (U77716) pinin [Canis familiaris]     4e-39
02i21     Probable G protein-coupled receptor HM74     2e-29
10m22     Heterogeneous nuclear ribonucleoprotein G (hnRNP G) (Glycoprotein     3e-36
22b08     Guanine nucleotide exchange factor DBS (DBL's big sister) (MCF2     5e-15
02h23     LAR protein precursor (Leukocyte antigen related)     5e-71
26i21     Bromodomain-containing protein 3 (RING3-like protein)     2e-26
16j10     (NM_014677) regulating synaptic membrane exocytosis 2; KIAA0751     2e-53
23j12     Putative C10 protein     3e-36
515-1     Homogentisate 1,2-dioxygenase (Homogentisicase) (Homogentisate     e-146
24m08     (AAAB01008906) ebiP491 [Anopheles gambiae str. PEST]     4e-14
52-1     ASIALOGLYCOPROTEIN RECEPTOR 1 (HEPATIC LECTIN 1) (RHL-1) (ASGP-R)     4e-42
24d20     (BC022465) Unknown (protein for MGC:26189) [Homo sapiens]     5e-76
24e21     (NM_131693) uridine kinase [Danio rerio]     3e-34
770-8     (BC026136) Similar to RIKEN cDNA 2010200I23 gene [Mus musculus]     3e-18
24j19     Angiopoietin 1 receptor precursor (Tyrosine-protein kinase receptor     8e-35
17o04     Reticulon 1 (Neuroendocrine-specific protein)     1e-56
21i13     (AB051548) KIAA1761 protein [Homo sapiens]     3e-88
05i07     (U78576) 68 kDa type I phosphatidylinositol-4-phosphate 5-kinase     2e-15
05c09     Cytochrome P450 2J2 (CYPIIJ2) (Arachidonic acid epoxygenase)     5e-65
03h19     (AY007811) KIAA1199 [Homo sapiens]     1e-20
17a21     (AF380176) HBV pX associated protein 8 large isoform [Homo sapiens]     3e-77
577-1     Splicing factor, arginine/serine-rich 3 (Pre-mRNA splicing factor     5e-43
21i04     Protein-tyrosine phosphatase delta precursor (R-PTP-delta)     1e-13
24d23     RNA-binding protein 10 (RNA binding motif protein 10) (DXS8237E)     1e-19
553-1     Stathmin (Phosphoprotein p19) (pp19) (Oncoprotein 18) (Op18)     7e-55
20k11     Troponin T, fast skeletal muscle isoforms beta/alpha (Beta/alpha     4e-17
17g06     Stathmin 4 (Stathmin-like protein B3) (RB3)     7e-63
19k04     PSL10 protein     2e-13
17g09     CpG binding protein (Protein containing PHD finger and CXXC domain     2e-42
401-2     Synaptogyrin 2 (Cellugyrin)     1e-39
27c11     Hypothetical protein C13G6.05c in chromosome I     4e-16
24c03     Intersectin 1 (SH3 domain-containing protein 1A) (SH3P17)     4e-72
14p09     Splicing factor, arginine/serine-rich 5 (Pre-mRNA splicing factor     9e-45
27i02     Tyrosine-protein kinase SRM (PTK70)     9e-70
16j12     Synaptotagmin II (SytII)     2e-26
13k11     Neuroblastoma suppressor of tumorigenicity 1 (Zinc finger protein     3e-34
22j08     Ubiquitin-conjugating enzyme E2 A (Ubiquitin-protein ligase A)     1e-74
330-2     Ras-related protein Rab-1A (YPT1-related protein)     1e-75
638-1     HYPOTHETICAL 50.6 KD PROTEIN IN RPL14B-GPA1 INTERGENIC REGION     1e-17
804-1     (XM_127941) similar to hypothetical protein BC001573 [Mus musculus]     6e-12
35i22     Epidermal growth factor receptor kinase substrate EPS8     3e-63
10m07     SELENIUM-BINDING PROTEIN 1     e-103
269-2     Zinc finger protein 214 (BWSCR2 associated zinc-finger protein BAZ1)     5e-72
269-1     Zinc finger protein 271 (Zinc finger protein HZF7) (Zinc finger     7e-26
21j03     (AJ249085) transposase [Pleuronectes platessa]     2e-10
639-1     (BC036835) Unknown (protein for IMAGE:4914657) [Homo sapiens]     6e-08
924-2     (NM_023153) RIKEN cDNA 0610040D20 [Mus musculus]     2e-38
15a12     Glutamate receptor 2 precursor (GluR-2) (GluR-B) (GluR-K2) (Glutamate     3e-16
09p23     (AJ238236) ribosome associated membrane protein RAMP4 [Rattus     2e-20
05f24     Nuclear LIM interactor-interacting factor 2 (NLI-interacting factor     1e-63
17i02     GLYCOPROTEIN 25L PRECURSOR (GP25L)     3e-52
15l02     (NM_005445) chondroitin sulfate proteoglycan 6 (bamacan); human     7e-57
06n06     Integrin alpha-L precursor (Leukocyte adhesion glycoprotein LFA-1     4e-40
09f06     GRANZYME-LIKE PROTEIN I PRECURSOR     4e-33
24b19     Cytoplasmic protein NCK2 (NCK adaptor protein 2) (SH2/SH3 adaptor     6e-64
22c06     HUNTINGTIN (HUNTINGTON'S DISEASE PROTEIN HOMOLOG) (HD PROTEIN)     7e-09
24l01     (XM_128307) similar to KIAA1688 protein [Mus musculus]     9e-70
27o07     PNG gene [Homo sapiens]     1e-13
35d07     Protein kinase CLK4     3e-90
10d06     Mitochondrial folate transporter/carrier     e-107
17g15     (NM_002236) potassium voltage-gated channel, subfamily F, member 1;     1e-15
15m03     (AK024636) unnamed protein product [Homo sapiens]     3e-16
1070-1     Trypsin II precursor     4e-73
518-2     Chymotrypsin A precursor     e-106

10i08     (XM_127937) expressed sequence AA987072 [Mus musculus]     8e-37
09i06     Hypothetical protein ycbX     6e-18
07g13     (NM_026424) RIKEN cDNA 1500041J02 [Mus musculus]     8e-20
851-4     Cytochrome c oxidase polypeptide VIb (AED)     2e-12
219-1     PDZ and LIM domain protein 1 (LIM domain protein CLP-36)     2e-30
20k01     (XM_058924) hypothetical protein XP_058924 [Homo sapiens]     8e-55
05p13     15-hydroxyprostaglandin dehydrogenase [NAD(+)] (PGDH)     2e-51
366-12     APOLIPOPROTEIN A-I-2 PRECURSOR (APOA-I-2)     3e-28
7-2     (NM_131573) death associated protein 1b [Danio rerio]     1e-39
18i06     Histone H1x     5e-25
01p16     Hydroxyacid oxidase 1 (HAOX1) (Glycolate oxidase) (GOX)     e-102
09o11     Probable urocanate hydratase (Urocanase) (Imidazolonepropionate     7e-73
12f06     Probable urocanate hydratase (Urocanase) (Imidazolonepropionate     1e-50
25e17     (XM_130288) similar to solute carrier family 4, sodium bicarbonate     4e-17
316-1     ARP2/3 complex 41 kDa subunit (P41-ARC) (Actin-related protein 2/3     e-104
370-2     (NM_006472) thioredoxin interacting protein; upregulated by     2e-09
717-1     CCAAT/ENHANCER BINDING PROTEIN BETA (C/EBP BETA) (TRANSCRIPTION     5e-09
982-1     (NM_019058) RTP801 [Homo sapiens]     6e-39
15i19     TRANSCRIPTION FACTOR JUN-B     2e-32
12d01     Deoxycytidine kinase (dCK)     5e-75
11b09     RPE-RETINAL G PROTEIN-COUPLED RECEPTOR     5e-36
24a05     Sodium/potassium-transporting ATPase alpha-1 chain precursor     3e-13
20h08     Dematin (Erythrocyte membrane protein band 4.9)     3e-12
374-1     DRR1 protein (TU3A protein)     2e-19
849-2     CLN3 PROTEIN (BATTENIN)     5e-27
25d23     Ras interaction/interference protein 1     3e-09
10o20     (AK021855) unnamed protein product [Homo sapiens]     6e-39
08c05     Echinoderm microtubule-associated protein-like 4 (EMAP-4)     3e-45
19l20     SEC13-related protein     2e-97
08j07     1-phosphatidylinositol-4,5-bisphosphate phosphodiesterase delta 1     2e-58
05i14     (NM_018112) hypothetical protein FLJ10493 [Homo sapiens]     8e-23
02d02     Vacuolar ATP synthase subunit E (V-ATPase E subunit) (Vacuolar     6e-41
654-1     Microsomal glutathione S-transferase 1 (Microsomal GST-1)     1e-43
05k09     Uridine phosphorylase (UDRPase)     2e-86
05m06     Complement C1s component precursor (C1 esterase)     6e-25
01e12     Carboxypeptidase B precursor     1e-48
05c04     Calumenin precursor (IEF SSP 9302)     5e-85
14-1     hypothetical 18K protein - goldfish mitochondrion     9e-81
06p20     Down syndrome critical region protein 6     3e-11
655-1     DNA-binding protein inhibitor ID-1 (ID)     9e-29
07i16     Cerebellin-like glycoprotein 1     3e-09
19b15     (AB007915) KIAA0446 protein [Homo sapiens]     9e-09
19c17     RAS-RELATED PROTEIN RAB-11B     1e-40
19c07     Myosin light chain 1, slow-twitch muscle B/ventricular isoform     4e-09
25g02     ATP synthase gamma chain, mitochondrial precursor     3e-15
19a15     Hypothetical protein CG2811     6e-22
05j04     Hypothetical oxidoreductase TM0325     2e-38
10k23     SERINE PALMITOYLTRANSFERASE 2 (LONG CHAIN BASE BIOSYNTHESIS PROTEIN     6e-90
05c24     Stomatin protein 4     3e-13
07h16     dystrophin-associated protein 59k chain - rabbit     2e-50
25b03     Lethal(2) giant larvae protein     2e-11
07k24     (AL353812) bA384D7.1.1 (DKFZP434P106 protein, isoform 1) [Homo     5e-18
05b04     Tafazzin     1e-85
19d23     Microtubule-associated protein 1A (MAP 1A) [Contains: MAP1 light     1e-21
814-1     Tryptophan 2,3-dioxygenase (Tryptophan pyrrolase) (Tryptophanase)     1e-77
24a13     Laminin alpha-5 chain precursor     9e-10
23k14     Proprotein convertase subtilisin/kexin type 5 precursor (Proprotein     4e-15
705-1     Orphan nuclear receptor NR1D1 (V-erbA related protein EAR-1)     6e-31
19a14     Bone morphogenetic protein 1 precursor (BMP-1) (Procollagen     3e-19
19c06     Neurexin 2-alpha precursor (Neurexin II-alpha)     6e-90
19n17     RAC-beta serine/threonine protein kinase (RAC-PK-beta) (Protein     8e-45
02e22     MLN 64 protein (CAB1 protein) (StarD3)     2e-40
20l11     Syntaxin binding protein 1 (Unc-18 homolog) (Unc-18A) (Unc-18-1)     2e-65
11f06     Probable low-affinity copper uptake protein 2 (hCTR2) (Copper     1e-19
19a10     Serine/threonine-protein kinase SNK (Serum inducible kinase)     7e-84
12a04     (XM_128431) RIKEN cDNA 1110059F19 [Mus musculus]     8e-32
19m22     (AK010357) data source:SPTR, source key:O43513,     3e-89
08c03     Arginine-rich protein     8e-58
32a03     Serine/threonine protein kinase PKPA     5e-23
02g13     MPV17 protein     1e-31
1165-1     6PF-2-K/Fru-2,6-P2ASE liver/muscle isozymes [Includes:     2e-85
19p17     Zinc finger protein ZIC2 (Zinc finger protein of the cerebellum 2)     1e-45
11b01     (NM_024544) hypothetical protein FLJ12875 [Homo sapiens]     2e-42
14k12     12.6 kDa FK506-binding protein (FKBP-12.6) (Peptidyl-prolyl     1e-54
12f19     U5 small nuclear ribonucleoprotein 200 kDa helicase (U5     1e-23
24m22     Homeobox protein Hox-11L2 (T-cell leukemia homeobox 3) (Homeobox     9e-16
14g08     (XM_134301) hypothetical protein XP_134301 [Mus musculus]     2e-67
12d23     Complement component C8 beta chain precursor     2e-29
19b14     Tumor suppressor p53-binding protein 1 (p53-binding protein 1)     1e-18
09o24     DNA-binding protein SMUBP-2 (Immunoglobulin MU binding protein 2)     2e-26
19g06     Solute carrier family 2, facilitated glucose transporter, member 11     4e-84
297-3     LYSOZYME G (1,4-BETA-N-ACETYLMURAMIDASE) (GOOSE-TYPE LYSOZYME)     3e-57
776-2     T-kininogen I precursor (Major acute phase protein) (Alpha-1-MAP)     8e-08
19n18     Ribose-phosphate pyrophosphokinase I (Phosphoribosyl pyrophosphate     4e-91
688-2     (AF332983) eIF4E-binding protein 3 [Danio rerio]     2e-49
12o03     Hypothetical protein C05D11.7 in chromosome III     2e-41
12i24     (NM_008905) protein tyrosine phosphatase, receptor-type, F     3e-66
19a16     LAR protein precursor (Leukocyte antigen related)     5e-10
11o18     (XM_047214) similar to C16E9.2a.p [Homo sapiens]     2e-62
22e08     (NM_016588) neuritin [Homo sapiens]     2e-52
12f11     Heat shock factor protein 2 (HSF 2) (Heat shock transcription     3e-66
09j24     (NM_014161) mitochondrial ribosomal protein L18 [Homo sapiens]     8e-37
19f03     FMLP-RELATED RECEPTOR I (FMLP-R-I) (LIPOXIN A4 RECEPTOR) (LXA4     2e-31
21d22     (NM_011354) small EDRK-rich factor 2; modifier of spinal muscular     2e-16
233-2     (AF327410) Caspy2 [Danio rerio]     3e-08
523-1     Inter-alpha-trypsin inhibitor heavy chain H3 precursor (ITI heavy     2e-54
25g20     Sorting nexin 18     9e-87
688-1     (AF332983) eIF4E-binding protein 3 [Danio rerio]     4e-48
35n14     Protein p8 (Candidate of metastasis 1)     6e-10
1198-1     NADH-ubiquinone oxidoreductase chain 1     8e-98
22m13     Ras-like protein 3     2e-16
313-1     (XM_128945) similar to evidence:NAS~hypothetical protein~putative     1e-08
163-1     Microfibril-associated glycoprotein 4     1e-39
774-1     (NM_010584) intelectin [Mus musculus]     1e-09
774-2     (NM_080878) endothelial lectin HL-2 [Homo sapiens]     1e-63
68-1     (AB064672) TBT-binding protein [Paralichthys olivaceus]     3e-18
10h08     Histone H2B     3e-43
1070-33     Microsomal signal peptidase 12 kDa subunit (SPase 12 kDa subunit)     2e-29
09l14     Inter-alpha-trypsin inhibitor heavy chain H3 precursor (ITI heavy     1e-39
8-2     Alpha-1-antitrypsin homolog precursor     6e-44
15n24     Calpain 2, large [catalytic] subunit precursor (Calcium-activated     7e-74
26h08     (XM_060025) similar to evidence:NAS~hypothetical protein~putative     5e-38
332-1     Guanine nucleotide-binding protein G(I)/G(S)/G(O) gamma-3 subunit     1e-34
23m08     (XM_003771) similar to single-stranded DNA binding protein 2;     3e-90
18p02     (AF225906) egg envelope component ZPAX [Xenopus laevis]     2e-12
30l01     (NM_147217) retinoic acid inducible protein 3 [Mus musculus]     2e-47
25b21     Gamma-parvin     2e-41
23n19     RAS-RELATED PROTEIN RAB-3C     1e-74
73-2     40S ribosomal protein S24 (S19)     7e-48
50-1     40S ribosomal protein S17     3e-68
829-1     (XM_125745) RIKEN cDNA 2310015C21 [Mus musculus]     1e-30
11o21     (AK091222) unnamed protein product [Homo sapiens]     1e-15
17n22     Tumor necrosis factor, alpha-induced protein 1, endothelial (B12     3e-12
24k15     Epidermal growth factor receptor kinase substrate EPS8     2e-16
20e16     PROBABLE OXIDOREDUCTASE     9e-11
19a06     Mitogen-activated protein kinase 11 (Mitogen-activated protein     8e-11
12h23     (NM_018854) uterine protein [Mus musculus]     3e-46
11j11     (BC032526) Unknown (protein for MGC:45404) [Homo sapiens]     3e-21
518-1     Chymotrypsin B     3e-97
20h09     Digestive cysteine proteinase 1 precursor     4e-22
11a03     Complement C4 precursor [Contains: C4A anaphylatoxin]     3e-41
25e11     Kelch-like protein 4     1e-15
387-1     Complement factor H precursor (H factor 1)     1e-18
1161-1     PROSTAGLANDIN-H2 D-ISOMERASE PRECURSOR (PROSTAGLANDIN-D SYNTHASE)     2e-19
35d06     Uricase (Urate oxidase)     6e-15
02g14     Uridine-cytidine kinase 2 (UCK 2) (Uridine monophosphokinase 2)     2e-90

12k05     40S ribosomal protein S27 (Metallopan-stimulin 1) (MPS-1)     6e-38
22c14     180 kDa secretory phospholipase A2 receptor precursor (PLA2-R)     3e-22
938-1     Multidrug resistance-associated protein 5 (Multi-specific organic     9e-28
511-3     Fructose-bisphosphate aldolase B (Liver-type aldolase)     9e-12
898-1     Agmatinase, mitochondrial precursor (Agmatine ureohydrolase) (AUH)     6e-44
1050-1     CCAAT/enhancer binding protein alpha (C/EBP alpha)     1e-55
02e15     (AF192969) precerebellin-like protein [Oncorhynchus mykiss]     5e-16
22-1     (AE003443) CG10964 gene product [Drosophila melanogaster]     2e-13
799-1     Phenylalanine-4-hydroxylase (PAH) (Phe-4-monooxygenase)     5e-73
84-1     D-amino acid oxidase (DAMOX) (DAO) (DAAO)     8e-40
10f21     Formiminotransferase-cyclodeaminase (FTCD) [Includes: Glutamate     3e-68
949-1     (AJ238236) ribosome associated membrane protein RAMP4 [Rattus     6e-25
778-1     Hypothetical protein C32D5.9 in chromosome II     4e-34
06l20     (AB052623) warm-temperature-acclimation-related-65 kDa-protein     2e-35
673-2     (AF114379) cypher2 [Mus musculus]     8e-38
934-2     (AL833885) hypothetical protein [Homo sapiens]     5e-97
22e24     LIM protein RIL (Reversion-induced LIM protein)     8e-13
25p20     COLLAGEN ALPHA 1(I) CHAIN PRECURSOR     3e-62
23n01     Collagen alpha 2(I) chain precursor     2e-39
953-1     Cyclic-AMP-dependent transcription factor ATF-4 (Activating     1e-27
755-1     60S ribosomal protein L15     2e-98
23l20     TRANSPOSABLE ELEMENT TCB1 TRANSPOSASE (TRANSPOSABLE ELEMENT BARNEY     1e-40
982-2     (NM_019058) RTP801 [Homo sapiens]     2e-36
25f02     Adaptor-related protein complex 2 alpha 2 subunit (Alpha-adaptin C)     3e-35
717-2     (NM_131884) CCAAT/enhancer binding protein (C/EBP), beta [Danio     6e-62
11e15     3-beta-hydroxysteroid sulfotransferase (Alcohol sulfotransferase)     1e-35
25n08     ELONGATION FACTOR 2 KINASE (EEF-2 KINASE) (EEF-2K)     2e-14
07l05     (XM_109906) similar to androgen-regulated short-chain     4e-14
24p17     Triple functional domain protein (PTPRF interacting protein)     e-134
23a20     Oxysterol binding protein-related protein 10 (OSBP-related protein     3e-21
05i15     Carboxypeptidase M precursor     4e-46
11j03     (AAAB01008960) agCP6292 [Anopheles gambiae str. PEST]     8e-24
19i02     Insulin-induced protein 1     3e-56
13f16     26S proteasome non-ATPase regulatory subunit 10 (26S proteasome     1e-92
05b05     AROMATIC AMINO ACID AMINOTRANSFERASE I     6e-20
07b18     Cyclin G2     6e-61
24e23     RNA-binding protein 5 (RNA binding motif protein 5) (Putative tumor     4e-56
610-5     (Z29102) putative transposase [Drosophila hydei]     6e-15
09n15     DIHYDROPTERIDINE REDUCTASE (HDHPR) (QUINOID DIHYDROPTERIDINE     8e-68
25a12     (AB033079) KIAA1253 protein [Homo sapiens]     3e-34
342-1     UDP-N-acetylglucosamine--peptide N-acetylglucosaminyltransferase 110     1e-82
15l14     (AB073376) non-LTR retrotransposable element~partially supported by     4e-21
27m20     Hypothetical protein C11D3.06 in chromosome I     1e-20
06k06     (AF086712) reverse transcriptase-like protein [Takifugu rubripes]     2e-40
30g06     Cyclic-AMP-dependent transcription factor ATF-2 (Activating     8e-67
27h04     (AJ249085) transposase [Pleuronectes platessa]     7e-10
934-1     (NM_022051) egl nine homolog 1 (C. elegans); EGL nine (C.elegans)     9e-82
19i20     (NM_146169) hypothetical protein MGC27648 [Mus musculus]     7e-22
25i18     (BC028350) Similar to hypothetical protein FLJ23033 [Homo sapiens]     5e-43
478-3     Histone H3.3 (H3.A) (H3.B) (H3.3Q)     3e-70
23o04     (XM_153740) hypothetical protein XP_153740 [Mus musculus]     2e-15
859-1     Longevity assurance homolog 1 (UOG-1 protein) (LAG1 protein)     1e-10
698-2     TRANSPOSABLE ELEMENT TCB1 TRANSPOSASE (TRANSPOSABLE ELEMENT BARNEY     1e-20
14k14     ACTIN-LIKE PROTEIN 2 (ACTIN-LIKE PROTEIN ACTL)     3e-25
35k19     Testis-specific protein kinase 1     3e-22
610-4     Transthyretin precursor (Prealbumin) (TBPA)     5e-29
698-1     TRANSPOSABLE ELEMENT TCB1 TRANSPOSASE (TRANSPOSABLE ELEMENT BARNEY     2e-37
08e06     ATP-dependent RNA helicase DDX19 (DEAD-box protein 19) (DEAD-box     3e-64
22p01     (AF506221) FLJ20508-like protein [Danio rerio]     2e-45
552-1     (AF449428) SRrp35 [Homo sapiens]     2e-16
281-1     Myeloid leukemia factor 1 (Myelodysplasia-myeloid leukemia factor     1e-21
19c23     Transcription factor xGATA-5B (GATA binding factor-5B)     3e-21
27l21     Glucose-6-phosphate isomerase (GPI) (Phosphoglucose isomerase)     1e-32
23g22     (BC014662) Similar to hypothetical protein LOC57147 [Homo sapiens]     6e-18
25o03     Histone deacetylase 5 (HD5) (Antigen NY-CO-9)     5e-31
07f06     Splicing factor, arginine/serine-rich 5 (Pre-mRNA splicing factor     1e-15
537-1     Vitelline membrane outer layer protein I precursor (VMO-I) (VMOI)     1e-26
02g24     Integrin beta-1 precursor (Fibronectin receptor beta subunit) (CD29     4e-39
860-2     (AB076072) T cell receptor delta chain V-D-J-C2 [Paralichthys     9e-11
22n14     GALECTIN-3 (GALACTOSE-SPECIFIC LECTIN 3) (MAC-2 ANTIGEN)     4e-16
10k13     (AL591213) SI:dZ150F13.6 (CR1 Danio rerio 2 reverse transcriptase)     1e-19
02h18     (XM_122427) similar to short-chain dehydrogenase/reductase 1;     3e-28
122-1     [Segment 2 of 2] Neuroblast differentiation associated protein AHNAK     6e-08
22o15     NF-kappaB inhibitor alpha (I-kappa-B-alpha) (IkappaBalpha)     2e-61
23d03     Desmocollin 1A/1B precursor (Desmosomal glycoprotein 2/3) (DG2/DG3)     3e-14
1055-1     (AF086712) reverse transcriptase-like protein [Takifugu rubripes]     1e-36
353-1     Catalase     e-116
07g21     CATALASE     5e-54
1126-1     (AF086712) reverse transcriptase-like protein [Takifugu rubripes]     4e-78
17c23     (NM_021503) myozenin-like 2; calsarcin-1 [Mus musculus]     8e-21
956-1     (AF086712) putative nucleic acid binding protein [Takifugu     5e-22
12p13     M-phase phosphoprotein 6     5e-22
19a04     UNR protein     7e-25
545-1     Elongation factor 1-gamma (EF-1-gamma) (eEF-1B gamma)     e-132
08l07     FATTY ACYL-COA HYDROLASE PRECURSOR, MEDIUM CHAIN (THIOESTERASE B)     8e-65
25n21     (AF342942) Rev-Erb beta 2 [Danio rerio]     1e-08
215-2     BOLA CLASS I HISTOCOMPATIBILITY ANTIGEN, ALPHA CHAIN BL3-7     3e-23
847-1     BETA-2-MICROGLOBULIN PRECURSOR     4e-65
901-1     (AF168679) unknown [Lapemis hardwickii]     9e-25
901-2     (AF168679) unknown [Lapemis hardwickii]     2e-13
20b09     Pepsin II-4 precursor (Pepsin A)     4e-08
858-1     RING finger protein 23 (Testis-abundant finger protein) (Tripartite     6e-15
966-1     Ribonuclease inhibitor     7e-21

15d15     Delta-aminolevulinic acid dehydratase (Porphobilinogen synthase)     5e-45
15p18     Hypothetical 36.4 kDa protein in mocC-mocA intergenic region     5e-23
1241-2     Hemoglobin alpha chain     3e-71
12f17     ATP-binding cassette, sub-family B, member 6, mitochondrial precursor     8e-80
1199-2     Hemoglobin beta chain     3e-80
1241-1     Hemoglobin alpha chain     6e-77
1199-3     Hemoglobin beta chain     2e-11
1199-1     Hemoglobin beta chain     6e-82
24j23     Hemoglobin alpha chain     5e-10
18n05     CARBONIC ANHYDRASE (CARBONATE DEHYDRATASE)     e-145
598-1     Flavin reductase (FR) (NADPH-dependent diaphorase) (NADPH-flavin     2e-58
661-1     Rhamnose-binding lectin precursor (SAL) (RBL) (Roe lectin)     3e-30
11j22     Myosin light chain alkali, smooth-muscle isoform (MLC3SM)     1e-63
872-1     CD59 glycoprotein precursor (Membrane attack complex inhibition     4e-11
692-3     HLA class II histocompatibility antigen, gamma chain (HLA-DR     5e-11
692-2     HLA class II histocompatibility antigen, gamma chain (HLA-DR     5e-11
35j18     Ferritin, lower subunit (Ferritin L)     1e-49
16f17     Ferritin, heavy subunit (Ferritin H)     5e-46
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