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Cumulative fraction

= All transcribed genes (7140)

= PAR-CLIP miR-17 targets (237)
= PAR-CLIP miR-18 targets (49)
= PAR-CLIP miR-19 targets (186)
= PAR-CLIP miR-92 targets (135)

= All transcribed genes (9188)

= PAR-CLIP miR-17 targets (279)
= PAR-CLIP miR-18 targets (56)
= PAR-CLIP miR-19 targets (211)
= PAR-CLIP miR-92 targets (155)

= All transcribed genes (10371)
= PAR-CLIP miR-17 targets (287)
= PAR-CLIP miR-18 targets (57)
= PAR-CLIP miR-19 targets (219)
= PAR-CLIP miR-92 targets (159)
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= All transcribed genes (7785) = All transcribed genes (9307) = All transcribed genes (10268)
= PAR-CLIP miR-17 targets (257) ™= PAR-CLIP miR-17 targets (278) == PAR-CLIP miR-17 targets (283)
= PAR-CLIP miR-18 targets (52) = PAR-CLIP miR-18 targets (56) = PAR-CLIP miR-18 targets (57)
= PAR-CLIP miR-19 targets (198) = PAR-CLIP miR-19 targets (210) ™= PAR-CLIP miR-19 targets (220)
= PAR-CLIP miR-92 targets (141) == PAR-CLIP miR-92 targets (154) = PAR-CLIP miR-92 targets (158)
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= All transcribed genes (7140)

= Top context++ miR-17 targets (52)
= Top context++ miR-18 targets (51)
= Top context++ miR-19 targets (58)
= Top context++ miR-92 targets (65)

Log2 (TKO/WT) Log2 (TKO/WT)

= All transcribed genes (7140)
= Top context++ miR-17 targets (69) ™ Top context++ miR-17 targets (73)
= Top context++ miR-18 targets (61) = Top context++ miR-18 targets (67)
= Top context++ miR-19 targets (66) ™ Top context++ miR-19 targets (74)
= Top context++ miR-92 targets (69) == Top context++ miR-92 targets (74)

= All transcribed genes (7140)
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= All transcribed genes (7140) = All transcribed genes (7140)
= Top context++ miR-17 targets (69) ™ Top context++ miR-17 targets (73)
= Top context++ miR-18 targets (61) ™ Top context++ miR-18 targets (68)
= Top context++ miR-19 targets (67) = Top context++ miR-19 targets (75)
= Top context++ miR-92 targets (71) == Top context++ miR-92 targets (76)
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