The following supplemental information is available for this article:

Table S1. RNA seq data of BspA like gene transcription from virulent strain of E. histolytica.

Number of reads gene size

Unicity  Number of reads corrected (read per kb per million Gene length (bp)

mapped reads)
EHI_000760 1 255 2,006 1202
EHI_002120 1 101 1,49 641
EHI_003380 1 25 0,278 851
EHI_003790 1 3 0,059 482
EHI_004360 1 605 3,233 1769
EHI_008340 1 1 0,022 428
EHI_010000 1 44 0,383 1085
EHI_012090 1 264 3,787 659
EHI_013750 1 2 0,023 812
EHI_013940 1 125 0,66 1790
EHI_015120 1 30084 281,587 1010
EHI_016240 1 1 0,007 1342
EHI_016490 1 561 1,446 3668
EHI_017710 1 551 4,069 1280
EHI_020090 1 133 0,557 2258
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EHI_194290 1 71 0,567 1184

EHI_198630 1 291 2,55 1079
EHI_199270 1 67 0,714 887
EHI_202250 1 1537 24,339 597

Figure S1: Three-dimensional prediction structure of EHI_016490 (CSP) from Entamoeba histolytica

generated by I-TASSER.

Figure S2: Dendogram showing the relatedness between EHI_016490 and the BspA like proteins from
Entamoeba histolytica. All 95 BspA like proteins expressed in trophozoites in in vitro culture were

included in the phylogenetic tree, created by using ClustalX.

Figure S3: Three-dimensional prediction structure of the two most closely related BspA like proteins
EHI_112030 (A) and EHI_151330 (B) from EHI_016490 (CSP) and the two most divergent BspA like

proteins EHI_072070 (C) and EHI_152950 (D).

Figure S4: 10% polyacrylamide gel electrophoresis under reducing conditions, and a Western blot of
Entamoeba histolytica crude lysates. Twenty pg of proteins were loaded. A polyclonal rabbit
antiserum against two synthetic peptides from EHI_016490 detected bands at 45, 68 and 140 kDa.

Pre-immune serum merely gave a low background signal.
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