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PCR sequence from FREP D-as-1
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CCTCCACGGAAGAATACGTCTCGACACTGTTTCAGCTTCACAAGGAGCTGGATCAGAGCCAGGCAAAGCTGAATGCGGCTTATGCTGCTGGAAACAAGAC
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p:\or:Vejifeleler Neloy yoley yeler.v:V.Xolo(0).Ne) X&) VX \CTT TCTAGACGTCAGTTACCAGACGACTGCATCCCTGTTGTTTCCAACGCGACAGGATGCGATGACCCC]
——————————————————————————————— CTTTCTAGACGTCAGTTACCAGACGACTGCATCCCTGTTGTTTCCAACGCGACAGGATGCGATGACCCC
710 720 730 740 750 760 770 780 790 800
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AAGTTGACCGTCGGCTACCACATCCTGGAAATCGTCCCCAAAGACGGGCTGGGTCCCATCAAAGTTTTATGCCACGTTCGCATCCAAGGTGAAGGCTGGA
AAGTTGACCGTCGGCTACCACATCCTGGAAATCGTCCCCAAAGACGGGCTGGGTCCCATCAAAGTTTTATGCCACGTTCGCATCCAAGGTGAAGGCTGGA
810 820 830 840 850 860 870 880 890 900

SRS ISP IPSPSPurS) IPIPSPIPS) IPSPIRAPe) IPSPIPOPY IPIPSPIPel IPSPUPOP) IPUPIPOPYS IIPUPIPS IPSPUPIPY) IPSPIPOPS) IPUPUPOPOS IPSPUPIPYY (RUPIPUPY) IPUPSPUPY) IPUPUPUPS IPUPIPUPY IPSPIPUPY IPUPUPU
TCGTGTTCCAGAAGAGATTCGACGGCTCTGTCGACTTCTACAGAAATTTCCGCGATTACGAAGTCGGGTTCGGCACAGTTAGTCCGACCACAGAGTTCT!
TCGTGTTCCAGAAGAGATTCGACGGCTCTGTCGACTTCTACAGAAATTTCCGCGATTACGAAGTCGGGTTCGGCACAGTTAGTCCGACCACAGAGTTCT!
910 920 930 940 950 960 970 980 990 1000
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GCTGGGTTTGGAGAACCTCAGACGTCTCCTTGTHGACAACGGTGACGAGAACGGGCTTCGCGTGGACATGACAGAAAGAGGCACTGCCTTCAACTTCACC
GCTGGGTTTGGAGAACCTCAGACGTCTCCTTGTEGACAACGGTGACGAGAACGGGCTTCGCGTGGACATGACAGAAAGAGGCACTGCCTTCAACTTCACC
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R T N T R R R T s B I I I I e I Tt I P Ir I
AGAATATACCCCATTTTCCGAGTAGGTCCAGGAGACGGCTACACCCTGATCGCTGACGGATACAGCGACGGAGGCAAGGGTCTGTCCGAGAACTCTGGC!
AGAATATACCCCATTTTCCGAGTAGGTCCAGGAGACGGCTACACCCTGATCGCTGACGGATACAGCGACGGAGGCAAGGGTCTGTCCGAGAACTCTGGC
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CCAAGTTCTCCACCTACGACAACGATCACTCCCTTGGGTGCCCT TCAAG T CT G G T C T C b
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TGCCCATGGGAAAATCTATAACAAAGACTTGCAAGACTCTTACCTT GTAATTTGGAAGAATCCGAAGATCTCCGAGTCTGGAAAATATTTCTGCCTA
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B R ITITSRIrS IFSPOPIr) IPSPIROPY IPSPOPOPY IPIPSPIPY) IPSPUPOP) IPPUPOPOS IPSPUPUPS) PSPSPUPY IPSPIPOPS) IPUPPIPO) IPSPUPIPY (PUPIPUPY) IPUPUPOPY) IPUPUPIPS IPUPIPUPY) IPSPUPIPY IPUPUPUR
[elor. My Nele 6@ \AGAATTCTACTGGCCAAGATAGTGTGTTTCAATCCACAGTAACAATAAAAGTTTTAAAACCAAAGGCGGATGATTTGGTCCAGGTGTTA
——————————— GAATTCTACTGGCCAAGATAGTGTGTTTCAATCCACAGTAACAATAAAAGTTTTAAAACCAAAGGCGGATGATTTGGTCCAGGTGTTA!
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GCCAGCTACTTAAGAGAGTAGATACACTTGAACLVCTACTG GGAAACGAAACAAATTTTGGAGGTGTGACAGCAGACGACATATTGATTTCAACAAC
GCCAGCTACTTAAGAGAGTAGATACACTTGAAC‘*CTACTGAAAGGAAACGAAACAAATTTTGGAGGTGTGACAGCAGACGACATATTGATTTCAACAAC
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FREP D-asl Locus 15883 Tr 6 CCATAAAACACCGTTCACTTCCTGTCGTGACGTCAACAGCTCAGATGAACGCGTGGTGGTEACTTTAGCTTCAGAGCAAAAGGTCATGTGTGACACSARA
(OIS STSTe (RIS oY ISH B el B N SV = D SR B CCATAAAACACCGT TCACTTCCTGTCGTGACGTCAACAGCTCAGATGAACGCGTGGTGGTIHACT TTAGCTTCAGAGCAAAAGGTCATGTGTGACACHIA AL
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FREP_D-asl_Locus_15883 Tr 6 A JCelelelele T CLAe T TI@AGAGAAGAATTATGGGATATGTTGATTTCTACAGAGGCTGGAAGGAGTATCGTGACGGCTTTGGTGATTACG
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FREP _D-asl Locus_ 15883 Tr 6 ACATTGGTGAATTTTATCTGGGAAAT
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FREP I2 Locus_ 3534 Tr 70 GTTAACAATAGAAGTTATAAGTCCAACAATTGATGATTTGATGGAAGTAATCCAAAAATTAGTTACACAGGTTGATGGAGACAAGGLY.V:\elsslyeer.V.Te). Uy
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FREP I2 Locus_ 3534 Tr 70 TTAAACAAAATATAAAGAACATINAAAGAAGACT THVAA®NCTAAAGAACAAAATATINAT TAGCATTAAAGAGGATIVTGAL'TACISAANCAACAIAGTATCA
PCR sequence from FREP I2 GTTAAACAAAATATAAAGAACAT®AAAGAAGACTTeleAigis CTAAAGAACAAAATAT®ATTAGCATTAAAGAGGAT(E TGAITACIIAAICAACAIKAGTATCA
710 720 730 740 750 760 770 780 790 800
N PSR PP IFSNRIPS IPSPSPIPS IPSPIPOPS) IPSPSPOPe) IPSPUPIPS (PSPIPUPY) IPUPSPOPe) IPIPUPIPS IPUPIPOPYl ISPUPIPY IPIPSPIPS) IPSPUPOPS) IPUPUPUPYS IPSPSPIPS) IPSPUPUPY) IPUPIPUPYS IPUPUPOPS
FREP_I2 Locus 3534 Tr 70 A A A AAAASTAAACAAGAAACTATTCAAAAAGACGTGACTATAAATCAACAAAATATACAGAAAATTAAAGAAGAATTGGATTC
PCR sequence from FREP I2 ASTAAACAAGAAACTATTCAAAAAGACGTGACTATAAATCAACAAAATATACAGAAAATTAAAGAAGAATTGGATTC
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FREP_I2 Locus 3534 Tr 70 AAAGAACAAAGCATGATAAGGATTAGAGAAGACTTCAGCGCGTGTCAACAGAATATAAGCGCATTTAAAGAAAATCTCGAAATAATGTTTGTTAATCTT
PCR sequence from FREP I2 TAAAGAACAAAGCATGATAAGGATTAGAGAAGACTTCAGCGCGTGTCAACAGAATATAAGCGCATTTAAAGAAAATCTCGAAATAATGTTTGTTAATCTT)
910 920 930 940 950 960 970 980 990 1000
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FREP_I2 Locus_ 3534 Tr 70 TCIAACTTCTTTCATGCAAGTGAAECACACAAATTAATAAAGGAAACCAAGAAGACCAACATTTAATACCCCAGAAGATTTGTCGGEEACGTCAACAGTACC
PCR sequence from FREP I2 TCOACTTCTTTCATGCAAGTGAAISACACAAATTAATAAAGGAAACCAAGAAGACCAACATTTAATACCCCAGAAGATTTGTCGGOACGTCAACAGTACC!
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FREP_I2 Locus_ 3534 Tr 70 ICGAGCGTGTGGTGGTAACATTAACTTCCGGGTTAAAGGTCATGTGTGACACCAAGACAG
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FREP_M Locus_ 70165 Tr 6
PCR sequence from FREP M
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TCTGAGGTCAATCAAAAATCAAGATTTCAATTTTACGGAAGTTCTGACATTATTCAAGAACTAATTGAGCCTTTGACATTAAAGTGTTCATATAAGACTT
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el T T P Y T P P P P T T P
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CAAGACGCGAAAGACTACCAAGAACCATTAAAACTTGTAAGCGGAAACCTTAACGGTGELV.V-Xolskier.Nejier.v:Xeleler.(eh folini oy Ve ey Nes wiele).Nele).
GAAACCTCAGTGAACCCAGTCTTCAAGTCACTTGGACCA
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AACCAAGTTTTTCACTCTCTGGAAACTATTTCTGTGGAGCACATACTGTGAATAACAGAGGGGATGAGAGAAGATATAACGCGAGACTTACAGTGACTGT]
AACCAAGTTTTTCACTCTCTGGAAACTATTTCTGTGGAGCACATACTGTGAATAACAGAGGGGATGAGAGAAGATATAACGCGAGACTTACAGTGACTGT]
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TGAAGAGACAAAGCTGGAAGATCTAGTTAGTATTGTGAGTGATTTGCGACAACAAGTTAATGAGTTCCAAGAAGAACAGGAGACGAACAAAGGAAGAGAR
TGAAGAGACAAAGCTGGAAGATCTAGTTAGTATTGTGAGTGATTTGCGACAACAAGTTAATGAGTTCCAAGAAGAACAGGAGACGAACAAAGGAAGAGAR
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ATTAACTCTGCTCTGAGCATAGAAAGAGTTATCGATAATTTAACTTCTGTTGAAACATACTGGAAAAAGAGATTTGATGAAGATATTCTTCCTATGAAAA
ATTAACTCTGCTCTGAGCATAGAAAGAGTTATCGATAATTTAACTTCTGTTGAAACATACTGGAAAAAGAGATTTGATGAAGATATTCTTCCTATGAAAR
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ACGAAATAAGGAAGATTATTGCTGATCAAGAAATGATGGATATAGCTCCATATCTATGTCATGATGTTGAAAGTACTGAAGACCGCGTTGTGGTAACTTT]
ACGAAATAAGGAAGATTATTGCTGATCAAGAAATGATGGATATAGCTCCATATCTATGTCATGATGTTGAAAGTACTGAAGACCGCGTTGTGGTAACTTT]
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ACCTTCAGGGTTAAAGGTTATGTGTGACACCAAGACAGAAGGTGGTGGGTGGATCATCATTCAGAGAAGAATCAACGGAAAIGTINGATTTCTAGA T
ACCTTCAGGGTTAAAGGTTATGTGTGACACCAAGACAGAAGGTGGTGGGTGGATCATCATTCAGAGAAGAATCAACGGAAALGTIGATTTCTAINAGAA LM
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B I L T IPIPSP Pt (SRR PSP PPt IPUPUPUPYl IPSPUPPO IPUPIPIPS ISPl IPUPIPIPTN IPUPUPUPSl IPUPSPUPYS IPUPUPUPYl PUPUPIPOS IPUPUPUPS IPSPUPUPSS IPUPSPUPYN IPUPIPU
Cr A®CGTGACGGCTTTGGINGATTTCAACATTGGTGAATTTTACCTGGGAAATGAAATTATTTTTAAATTGACCACTAAAAGAAAATATAAAC]
AIWCGTGACGGCTTTGGRGATTTCAACATTGGTGAATTTTACCTGGGAAATGAAATTATTTTTAAATTGACCACTAAAAGAAAATATAAAC]
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AAGAATCGATTTGAAATATGGAAACACGACATATTTTGCACAATACTCAGATTTT. TTGTTAGGTGAAAACAACAAGTTTAAACTCAAAATAGGAAR
TAAGAATCGATTTGAAATATGGAAACACGACATATTTTGCACAATACTCAGATTTTAAATTGTTAGGTGAAAACAACAAGTTTAAACTCAAAATAGGAAR
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TTATTCAGGTAACGCTGGCGATAGTCTAAAACGACATCATAATAAATATTTCACAACATTCGATAAAAACAACGATAGGACAGGCTGGCATTGCGCTAAR

TTATTCAGGTAACGCTGGCGATAGTCTAAAACGACATCATAATAAATATTTCACAACATTCGATAAAAACAACGATAGGACAGGCTGGCATTGCGCTAAR
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Neolor\e e o \CGGTGCCTGGTGGTACGATGGATGTTCTGATTCAAACCTTAACGGCAATTGGGGAAGAGCCGAACCCGATGGCCTCTACTGGGATACTATAG
ACCAGGC.
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