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B MudPIT analysis of Halo-MLL Complexes

Vector Halo-MLLA1

dNSAF

0.000113

ASH2L 0.0000969
DPY30 0.00276

WDR5 0.00009114
HCFC1 0.0000374

0.000973

E Enriched pathways in shRNA screening for MLL degradation

(@]
15 O - s £
=3} = o =
=1 T S
§§ n O b 2 (<_()
8% @ s - L -
T © < += S £
=0 L8 & e} <
2days 3weeks 2weeks 2weeks 2 weeks )

i

JHalo-MLLDIM 293 cells
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FAC sorting for cells with
increased HaloTag signals

Amplification of shRNA &

High-throughtput DNA sequencing

Molecular Function Fold Enrichment P value
Interleukin-1 receptor activity >5 7.50E-03
Cytokine receptor activity >5 1.53E-04
Biological Process Fold Enrichment P value
Regulation of immune response 2.46 3.59E-02
Immune response 243 1.38E-04
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F MLL mRNA levels after shRNA knockdown
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