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Supplementary Figure S1: Genes related to biologic process were grouped into functional categories according to
DAVID annotation chart.
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Supplementary Figure S2: Genes related to cellular component were grouped into functional categories according to
DAVID annotation chart.
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GOTERM_MF_FAT (Gene Ontology)

Top 1@ Terms of DAVID Functional Annotation Chart
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Supplementary Figure S3: Genes related to molecular function were grouped into functional categories according to
DAVID annotation chart.



