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Figure S1.

Common core structure shared by the DGC domain, the catalytic domain of AC and the palm

domain of DNA polymerase. a, Stereographic view of the superposition of DGC (green) on AC
(blue, PDB code 1cjk). 92 Cα were superimposed with an rmsd of 1.5 Å. The common core is

shown in a thicker line. b, Stereographic view of the superposition of DGC (green) on DNA
polymerase I (light blue, PDB code 1nk4). 63 Cα were  superimposed with an rmsd of 1.7 Å.

The common core here is different from the that in panel a in that DNA polymerase I lacks a β5

strand.


