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Supplementary Table 1. Key QC metrics of next-generation sequencing 
 
ID TOTAL_REA

DS 
PCT_PF_READS_AL
IGNED 

MEAN_COVERAGE >1X coverage >10X 
coverage 

P01 216731 0.994 168.750 0.982 0.968 

P02 365649 0.991 272.555 0.985 0.970 

P03 186557 0.977 131.517 0.982 0.963 

P04 217867 0.973 146.824 0.977 0.946 

P05 214946 0.994 178.877 0.985 0.964

P06 275664 0.992 179.121 0.977 0.894 

P07 214215 0.987 158.431 0.979 0.961 

P08 233177 0.985 169.185 0.977 0.959 

P09 258010 0.987 197.076 0.980 0.960 

P10 209280 0.956 145.465 0.982 0.961 

P11 193041 0.960 134.071 0.980 0.948 

P12 245334 0.967 178.467 0.979 0.962 

P13 220286 0.976 169.258 0.979 0.955 

P14 210836 0.980 162.337 0.983 0.968 

P15 216663 0.976 157.427 0.982 0.960 

P16 233807 0.993 182.423 0.976 0.930 

P17 338526 0.991 256.028 0.976 0.951 

P18 257480 0.997 210.989 0.960 0.912 

P19 381739 1.000 318.812 0.968 0.930 

P20 154158 0.997 127.350 0.970 0.820 

P21 171815 0.987 129.775 0.974 0.943 

P22 169294 1.000 130.669 0.977 0.947 

P23 260135 1.000 196.421 0.979 0.956 

P24 250136 1.000 170.222 0.971 0.873 

P25 321739 0.992 237.911 0.980 0.944 

P26 224597 0.983 160.281 0.979 0.957 

P27 257672 0.984 186.105 0.980 0.958 

P28 297715 0.985 235.445 0.982 0.974 

P29 199373 0.986 156.715 0.982 0.968 

P30 341899 0.992 280.182 0.982 0.969 

P31 282595 0.995 226.562 0.983 0.968 

P32 197209 0.989 152.394 0.980 0.957 

Mean 244317 0.986 184.614 0.978 0.947 

 
 

 



 
Supplementary Figure S1. The overlap of the sequenced genes in our study with those in another 2 

similar studies   
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