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Figure S1. The distribution of cancer significantly mutated genes for 15
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cancer types. The abbreviates of 15 major cancer types/subtypes are
consisted: acute myeloid leukemia (LAML), bladder urothelial carcinoma
(BLCA), breast invasive carcinoma (BRCA), colon and rectal adenocarcinoma
(COAD/READ), glioblastoma multiforme (GBM), head and neck squamous
cell carcinoma (HNSC), kidney renal clear cell carcinoma (KIRC), lung
adenocarci-noma (LUAD), lung squamous cell carcinoma (LUSC), ovarian
serous cystadenocarcinoma (OV), prostate adenocarcinoma (PRAD), skin
cutaneous melanoma (SKCM), stomach adeno-carcinoma (STAD), thyroid

carcinoma (THCA), and uterine corpus endometrial carcinoma (UCEC).



