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Figure S1. LncRNA and mRNA expression profiles in ruptured or unruptured IAs and STAs. A. 

Volcano plots of lncRNAs expression between ruptured IAs and STAs in Agilent microarray. B. 



Volcano plots of lncRNAs expression between unruptured IAs and STAs in Agilent microarray. 

C. Volcano plots of mRNAs expression between ruptured IAs and STAs in Agilent microarray. 

D. Volcano plots of mRNAs expression between unruptured IAs and STAs in Agilent microarray. 

E. Volcano plots of mRNAs expression between ruptured IAs and STAs in Affymetrix 

microarray. F. Volcano plots of mRNAs expression between unruptured IAs and STAs in 

Affymetrix microarray. The green dots represented differentially expressed genes (P < 0.05; Fold 

Change > 2.0). IA, intracranial aneurysm; STA, superficial temporal artery. 

 

For Supplementary Tables 1-2 see Supplementary Files. 

Table S1. Identification of differentially expressed lncRNAs and mRNAs. 

Table S2. Significant correlation of lncRNAs and mRNAs in the four meaningful pathways. 

 


