Tissue

KRAS mutated allele frequency (%)

o | KRASSEWS | s | ey | o ,
diagnosis) (baseline) baseline treatment progression

1st 0 0 0
1 wt wt

2nd 0 0 0
2 wit wt 2nd 0 0 0
3 wit wit 1st 0 0 0
4 wit wt 1st 0 0 0
5 wit wt 2nd 0 0 0
6 G13D wit 1st 0 0 0
7 G12R codon 12/13 3rd 66.2 53.3 64.8
8 wit wit 1st 0 0 0
9 Al146T A146T 1st 44.7 25.0 44.4
10 wit wit 2nd 0 0 0
11 wt Q61H 1st 135 0 11.3
12 wit wt 1st 0 0 0
13 wit codon 12/13 2nd 115 4.3 3.6

1st 0 0 0
14 wit wt 2nd 0 0 0

3rd 0 0 0
15 wit wt 2nd 0 0 0

1st 9.8 12.4 22.7
16 G12D codon 12/13

2nd 33.9 17.5 44.0
17 wt wt 2nd 0 0 0
18 codon 12 codon 12/13 2nd 10.0 12.4 284
19 wit Q61H 4th 0.7 0.5 0.5

1st 0 0 0
20 wit wit

2nd 0 0 0
21 G12D codon 12/13 2nd 14.8 12.8 24.4
22 G12D codon 12/13 3rd 0.3 0.1 0.8
23 wit wit 1st 0 0 0
24 G12R codon 12/13 1st 31.1 3.8 7.4
25 G12D codon 12/13 1st 9.6 33.3 0.3
26 wit wit 2nd 0 0 0
27 Gi12v codon 12/13 1st 3.1 0.3 2.2

wt=wild-type for tested hot-spots




