
.C...C..T------CCAC..GAC......A..G..C.TC.T.ATT.G.GT..T...CA..AT..GCTT..T.A...G...AAA..C.....A.CC..C..CTAC..A..CGAGCAT..CA.T..AG.AT...AC...AAAG.GGAAA.TCGAA.GGTCC..---------T.T.AGATT
TCCTCA..T....CAA.TC.AGAA.AA....CA..A..TC.CGAAA..GGG.CA........G..GTT...TTC.........TC.A.....AC.C..CGC.TAC..A..C.....A.....T..CC..AAGT......G.GCTGGAG.TC.TA.G.TCC.G.A.TCGGCTT..AAGCAA
C.C...G....TATG..A..AT.AT.G...CG.G.A...G.T....AGTGT..T........TA.T..G..A.T.......AATT....T..AA.AT..G.AT.TGCAT.CAAA.....CTG.GAGC..TTG.AC...AAAA..GGTG.CACAA.GGA.C.AATTTC.T.T..AAAGCTA
C.A..CT.CA.C.TAA.TG...ACAAA.ATCGAG..C..G..---------.........C....A.AACG.G.C...GTCAAG...A....G.A..CA...T.TGTTA.CAGT..AT...TGGA.....AGGAA..TGTGA.AAA.T..AGGA.TGATTTG.....TG.GTTTA.A.AC

....CT.....A.GA.A...TT.T..G..T......AA...CC.TTATG.A..CCAT..T..C.T.G.GG..AAGTGC...AGTA.GG..T.TC.TA.AG....A------------.AG.TC
TCT..T..TTCAAC.ACTG.T..T......AG.TCT.G.C.CGAATATGAT..T..A...G.GA....TGTC.AC..TC.C..T..A.....AACT..CG..TAC.CA...A.A..A..T..TA..TTTAAGC.A.....AA.GTGCA..C....GGATTTG.TG..TG.TA.GAAGCTT
CCTA.C..A..TCATA.TTCTGATG...TTC.ATTA..TC.TGATA.T.TGG.AC..G.TG.T..G.AT...GAA---C..GT.T.T..T..AACA.CA.GTT.T..T..T.TGAATT....GT..G.TTGTC.....AAAA.GAGT..TCGA..TGATAAAA.TA.T...A.A..A.TC
T.T.....AGAA.ATC..G.TAA...G...A.CCTC...C.T.AT.AT.AA...........T.....A..ATCC..C..GAAA........GAA...TG..TATGTG..CAGA..T..CACG..G...AAGC.C...G.TA.GA....TC.TA.TGA.C.AT.....G.T..T..G.AC
..A..AT.AGGATC.C.AG.AA.T......A...TA...C.CG.AGAAGT............T.....G....AC..CC..AAGT.......AAA.T..G.ATAT.TA..CGAA.....T..TGAA...AAGC....TG.AA.AA....CC.A..ACAAC.A.TT.GAG.AAGT..A.TC
G....CT.TT..AA.A..CC.GA.A.T.....A......T.C------.AA.CT..A.....T..G..G.GA.AG..G...GT...T..T..GCATT..G.TTAT.....CAAA..AT....T..GG.TAGTC.C.....GA.TTATA.TC.T..GGAACGT.TT...GGGATTAAA.AC
..A..CT.CT..A..ACACCAGAAA.T.....AG.....T.C------.AA.C...A.....T..G..G.GA.AC.....GGTG..T..T..GCATT..G.CTAT.T.A.CAAG..AT....T..AGG.AGTC.C.....GA.TTATA.TC.T..GGAACGT.TT...GGGATTAAA.AC
GTT....AAA..TCAA.TG.AGAA..A...A.AG.AAGAT.T------.AT.TG..A.....TTCA.A..GT.AAA...CT.CA..T.....T.AAA.C..AT.C..AA.C..T..AT....AGAA..TT.A.GA..TGTA..GG.A...TCAC.TGAAAAGATG..T..TAT.A.A.AT
GTT....AAA..TCAA.TG.AGAA..A...A.AG.AAGAT.T------.AT.TG..A.....TTCA.A..GT.AAA...CT.CA..T.....T.AAA.C..AT.C..AA.C..T..AT....AGAA..TT.A.GA..TGTA..GG.A...TCAC.TGAAAAGATG..T..TAT.A.A.AT
..T..T..AA...CT..AG.AGAC.GA...A.AC.A.GGT.T------.AT.TG..A.....T..G.AT..T.AA..G.A..TA..T..T....AA..C..CT.C..TA.TA.T..AT....AGAG..AT.G.GA..TGTTG.A..T..TTCAA.TGAAAAATAT.....TAT.A.A.AT
..T..TCAAA...CT..AG.AGAC.GA...CT..CACAAT.T------.A..TG..A.....T..A.A...T.AA....A..CT..T.....A.AA..C..CT.C..TA.AA.T..AT....AGAG..AT.G.GA...GTTG.A..T..TTCAA.TCAAAAATT...T..TAT.A.A.AT
.C..CC..AT...CGC..TCAT..A.G...AG...A..TC.TGAATGTGAG.CG.........A...A..GATCG.....G..G.....T..GTGTT.TGCC..CTCGT....A..TT.AC.A..AG.T...C....TCGTA.TTCTG.TACTA.T..AT.A.ATA...GGAGT....AC
C.A..T..CT.A.AGA.CTCAAGA..T...A.A.T....G.CAAATG.GG..C...A........G.A..G..T...GC.G..G........ATGCA.CGT.ACAGCGA.ACGA..CA.....G.G.C..........CG.G.T.A.A....AC.AGAC...AG....CGT.GA....AC
.C....T......AAA..GCCGGTT.G...CG.......C..GAATGTGG..CG........TC...A..G.GC...C.....G........ACCCG...T.....CTA.CGG...T.....T..C.C.....CA...AGGG.GTAC.....TG.AGTTC.A..T....GA.....TCAC
.CA...T..T.A.A...ACCCGATT.A...CGCG.A...C.TAAA.A.GGA.CG..A......C...AT.G..C.........G.....T..ATGCA.CGGT..CC.GA.CAGT..T..T..A..AGCA...T.A...AGTG..GAAA....GA.GGTTATGT.T......AGA..A.AC

.T...TCCAAGAT..GGTTCG..T..TT....AGATTCAT..A.TC.G..G.....T..TTGTG.TGT..CC.G...TCAG..C..A..T..C.C....T.....AG...TAA.A..AGGA.TTGTC.G.....TGGTA.T..T.AC
..T...A.C.CA..T.GAAA..ATGG..C.........TA...A..GA.A......G........T..ACATT.AG.CC.ATC.C.ACAA..TT.AA....A.CACGAC.T..TAA.A.T..A.....AG.ATGCC.A..A..TGG.A.A..A.AC

.G.....GCG..CTG..CGC..AC..G...AT.GCA.....TGAAA..CAG.C..........A...A.CGAG.C......A.A........GTAC...T.TA.ATCT..T.....T.....T..GG.A.GT..C...GATG..T..T.A...A.ACTTC.G..G..T..G.GAA.A.TC
G.CT...TCT..ACT.GAGCAAG...T...A.C.....TCT.GA.AC.GG..CA..A......A.T.GTCG..AG..G..GA.A.....T..ATACG.CG.AT.TT..T..CGA..AG....T..A.TT.GA.....TGA.G.TG.TT.T...A...TTC.A..AAG...TAG.T.T.TT

ATG...GCCAAA......T.C..A..TTTAGAAG.TGGG.CT..A.....TA...A..GA.CA.....GA.A........GTACG..G.AT.TTCAC..AGA..TT....T...GTT.GAT.A...GA.G.TA.CT.T...A..GTCC.A..AAG...TA.AT.T.TC
.....T..GTATG.CG..T.C.C.T..AAA..C.....T...GCG.GAT....TGA.A.AA..T.T..TA.A.TCC.A..T....C.A.TTAT.TT

TCTA.T..C...ATG..AGCAAAA..T...T.C.....TTT.GAAG.GGGG.CG..A......A.T.A..GA.CA.....GA.A.....T..ATATG.TG..T.TTC.C.CCG...AG....T..CGTT.GAT.A..TGA.G..A.CT.T...A...TAC....TAG..G.A.AA...TT
.....T..ATATG.CG..T.TTC.C.CCGA..AG.T......GTT.GAT.A..TGA.G..A.AT.T...A...TAC....TAG..G.A.AA...TT

TCC..C..T...ATG...GCAAAA..A...T.C.CA...CT.GG...AGGA.CA..A.....TA...A...A.CC.....GA.A........ATAT..AG.AT.TTCGC..CGA..TG.T..T...GTT.GTT.A..TGA.G.AA.AT.T...A...TAC.....AGT.G.A.AA...TT
.C.....A.T.AA.AA.T.TCGAA..G...A..C.A..TGCAAACG....G.TG........GA.T.G.CCTG....G..G..A.....T..GAC.T..G.CT.TG.GA.CAG...C..AA.T..G..AAGT.CC..TGTGG.TT.C..T..T..T.TCCT.CAT..T...GTTAAA.AC
..A..T.GT....CAAGCGCAGAAT.A...A.AC.C..TG..AATG....A.CT..A...G.GA...GT..ACA...C..GA.A.....T..G..T...G.ATATG....CAG...TT..A.T..AGGAAAAC.T..TAA....T.TG.T..T..TGTTCTG..TA..G..T..GTA...
..A..ACA.....C.AGTGCTGAT..A...A..C.T..TG.AAACG....G.CG......G.GA.T.GT..ACAC...C.GA.A........T..T..TG.ATACG.....AA...A..TA.T...GG.AAAC.C...AA.A..T.CA.T..T..TGT.CT...GA.....T..GT....
C.....TAC...T..A.C.G...C..T...CT...A..TC.CCG..A.CAA.CG.........A.......ACAG.....G........T..TT.TT.A.GTT.T...A.T..T..T..C..T..C.CG..TCAT...AATA.TT.TG....TG.G.TTTTG..G..TCC.A.T.A....
.G...CG....CAA.A.CC.C.T.T.G...TCC.....T..TCA..A.CAG.CA.........A........CAG...C.G..G........AT.C...TCAT.T.CT...G..........G..C.C.AG.CAC...AGGA.GT.TG.....G.GGTCTTG.TG...C.G....A....
C.C..CTAC...T..A.CCG...T..G...CTC..A...C.CCGC.A.CAA.CT.........A.T..G..ACAG..C..G........T..TT.CT...GCT.C...A.AAA...A..CA.T..C.CT...CAC...AATG.GT.CG.A..GG.GGT.CTG..G...CC.A...A....
C.A..CTTC..CT..A.CCG..........CTC......C.CCG..A.CAG.CG.........A........CAG..CC.G..G.....T..GT.T....GCT.T..TA.TA....C..CA....C.C....CAC...AA.G..T.CG....GG.GGT.CTG..G...CC.A...A....
.GC..CTTT..CAC.A.TCG.GAT.......TC.....TC.CCAA.ATGAG.CG..A......A.......ACAG..C..G..A.....T..G..A..AC..T.TGCGA.A.....T........GC.T..GCA....AA.G.GT.TG.....A.GGT.CTG..A...GT.A.T.A....
.GC..CTTC...AC.A.TCG.GAT..G....TC.....TC.CCAA.A.GAG.CG..A......A....T..ACAG..C..G..G........G..A...C..T.TGC.A.A.....T........GC.T..GCA....AA.G.GT.TG.....A.GGT.TTG..T...GT.A.T.AT...
TGT..TTAT..AT..A.TCGAGAAT.A....T...A..TC.TCAA.AT..TTGT..A......A.T..G..ACAA...C..........T..AACC..AC..TAC.G.C..A....C.....A....C.AAACAA...AATG.AT.TG.A...A.G.TCCTT..T...CC.A...AT...
TGCA.ATATT.AT..A.C.G.GATT.G...ATC......C.TCA..A.....CT..A.....AA.......ACAA.....GA.A.....T..AACA..AC..T.C.GTC.AAA...C.....T..CC.TAAGCAA...AA.G.AT.TG.....A.G.TTCTG..G...CC...T.A....

........GAC...CC..A.ATCTC.TCAG...T.......CC.G..TCAC...AA.G.GT.CG.....A.GGT.CTG..G..TCC.....A....
TCT...TATT..T.TA.C.GAGAC..G...TT.......C.CCA..AT..G.CA..A.....AA.T..G..ACAA.................GAC...CC..A.ATCTC.TCAG...T.......CC.G..TCAC...AA.G.GT.CG.....A.GGT.CTG..G..TCC.....A....
TGC...TAT..TT.TA.C.GAGAT......TT...A...C.CCAA.A..A..CG..A.....TA.A..G...CAA...C.G........T..AACTT...GTT.TCGTT.CA.T..A.......AA.CA..TCAT...AATG.GT.TG.A...A.GGTTCTAT....TCCAA...A....
TGT..CTAC..CT..A.TCGAGAT..G...TTA..A..TC.TCA..AA.A..CT.........A....A..ACAA.....G..A........GACAT...GTT.TCGTT.TA.G..A.....T..A.G...TCAT...AATG.AT.TG.T..TA.GGTACTGT.A..TCC.A...A....
TC...TTAC..CT..A.CCGAGAC..G...CG......TC.TCA..A..AG.CA..A......A....T..ACAA.....G..A.....T..ACA...CGTCT.C..AT..A....T..CA.T..A.C.T.GCAA...AATG..T.TG.T...A.GGT.CTGTGT...CCAA...AG...
TCA...TTC..CT..A.C.GTGA...A...AGA.....TC.CGA..ATCGG.CG.........A.......ACAA..GC....T.....T..TCAA...GTCT.CCGTT..AG...C...A......CAA..CAC...AA.G.GT.CG.T...A.GGTCCTT.....TC.AA..GCT...
CGCA.CT......A...TCG.GA.......CT.CGT...C..AAT..........................A.AC..C..G...........G..CG.....A.C.GT.CC.....T.....T..CGC..........A..G....C.....G...GTCCAGAT....TCA..T......
.....C..T..TCAA..C..AGA.......TCA..A..T...A.AT.G........A.....T.....T..A.C......G..A........A..AT.A.....A..AA.CAG...A..C..T..AG.TTG......T..TC.....G.C.......TCCAAATG..T..AACA......
..A..C.AT..C.AG..T...GA.T.A....G...A.....AGAAT....G...........A.....A....A...G..GA.A.....T..A..CT.C.....C.G.A.CAGT..C..T.....C..TT.T......A....A...........TGTCCAG.TG....CG..T......
.CT..C.AAT...AA..C.GA...T.A........A..T...GAATAT..G.....A........T..G....AC..C..G..A.....T..A...T.T.GA..CTCT..A..A..AG....T...............A....A..CT....T...GTACAA.TT..T........A...

...........CT.C......TC.A.AA.A..AT.A..T..C..T.........A.TC.G...T....T..TG.CCAA.TG..T......A.A...
..AA.AT....A.AA..CGT.GAAT.A...A.ACGC..TGG.AATT.G..A..T..A.....T..........AC........A.....T..A..C..CCGTA.CTCAA.C..A........T..A...........T..GG.A..T..A......GT............T.........
...A.TT.C....AG..CGCCGA...G...A.ACGC...G..AAC..G........A................AC.....G..T.....T.....A...CGT..CTCGA.C..T..A..T..T..C..............GG.T..CT........GTC..TT.G...........T...
..A..C.......AG..CCG.GAC..G...AG.CG.....GCAAA..G..............A.....T...TCC.....G..G..............CTCT.CCTC...CA....C...A.T..A...............A.......A.........C.G......G.G.....T...
..A..A.GA....A...TGT.GAAT.G...A.A.....TC.CAA.T.G.................G..A..A..C..G..G..A........A..C..ATCC.CC.G.A.CG....C..C.....G...T.......T...G.......C......T.C.....A...G.T.........
G....T.AA..C.AA...G....A..G...A.C..A..TTCCAAC..G..A.....A.....T..A.....A.A...TC.C..A.....T..G..TA.......T.GAACAAAA..T..T..TGAG.....A......A..G....C..T.....T..C..A........T.....T...

.....A..G..A..A..C...C....T........T..A.....A..T.C..CCA....A.....A....CTT..........G....ATT.AT.T..TG.CT.GT.G...CTG...A.A...
...A..G....AATA...C.TGGTT.A...TC..G...TC.CG..T.TGT............T..G..A..A.A....C....A.....T..G..T..T..AACATCGA.TA.G..A..T..T..A.CT..G.....T...G..A....T.....TGTAC...TG..T...A.TA.A...
...A..T....A.TG..CC..AACT.G...TCCCGT...C.CG.CT..GTG...........A..A..G....AC..TC.T..A.....T..A...T....AAC..CGA.AAG......T..T..G.C...A.........G.TA....C..T...GTA..A.T.......A.TA.A...
CGC...G......AG..CGGCGA...G...CT.CGC......GA.............................AC..C..GA.G........G.............G......G...........C..............................GT...G......GGG.........
CGC...GGC....AG....GCGA...G...CT.CGC......GA.........T...........G.......AC..C..GA.G.....T..G....................T..C........C..............................GT...G..G...............
C..A.C.TC....AG..TGCA..T......C...GA......GAAG....T..T........T..G.......A...C.....G.....T..A..C..A...A.T.GT..CA.A...T.......C..T............C.............TGTCC.TA.G....GT.........
C....TGTCT.A.AG..TGCT..C......C...GA....GAGAAG................T..G.......A...C..G..G........T..TT.....A.C.G...C..A..CT.......A..T........T..T......T.A.....TG.CC.GA.T..TGG..........
.....T..C.................G.................T.......................................................................A...............................................................
AAGGTGACGCTGGGCGAGAAGCCGCTCTGGGAGAAGTTCAAGTCGCTCACCAACGAGATGATCGTCACCAAGAGTGGAAGACGCATGTTCCCCGTGCTGAAGGTGAACGTGTCCGGGCTGGACCCTAACGCCATGTACTCCTTCCTGCTGGACTTCACGGCCGCCGACAACCACCGCTGG
...A.AT.T....AA..A..A..T..G.....C........CG.CT.A....................A..A.AC.........................................A...............................................................
...A.T..C....AG..A..A...T.A.....C........CG.C..G..T.....A................AC.........................................A...............................................................
.GC....AA....CA..A.G.GAT..T.....CTCT..TG.CCA.G..GGA.CA..A......A....A..A.CC..TC.T..A.....T..T.GAA.C..A..C..TA.T..T..AA....AG.GC.T.AA.AT..TGTTG..A.TT....T...G.AAA..TT...G.AA.A....AC
..T..TGA.....TAA.T.GAAATT.A...AGC.CT..TTT.GAATGTGGA.C...A.....TA....G....AA......A.A........GC..G.....C.C..AT.AAGT..TT.A...AAA...AG..AC...A.AA.AA.AA....AA.G.TAT.A.TA..T..A.TT..T.AC
TCAA.TGAAGAAATTAC....AAA.AG...A.TC.AC.T.TT------------..AG.TG.A...TA...AGAC---...AAAC.C.....A.CTGCC..AT.CTCA..ACGT..T..C..T..GGCTCT.C.C.....GG.GGA.A.T..TG.TCTCAG.------------.CG.TC

..T..G---------------TATCA.TC...T..AG.C------------------GATA.CA.GACAT..A....G...TT.A.T...---
CGAA.T...T.AT....TC.AG..T.G...A.TC.A.....T...A..GG..C...A...G.GC.G.AT..AGT...C..G..A..A.....ATC.T.TCGA..C.CGT.T..A..AT....G..ATG...GCGC..TAAAA..A..A....TG..GAAAGA.T....G.GA.T....AT

..A..TGAA..TT....TCGAAAAT.A...C.AG....TTCAAACG.TGGG.CA..A.....A..A..G..AGCA..G.....A.....T..T.GCTATCGA..A..TA.A..T..AA....A..GG.T..T.AT..T.G.G..A..A.....A.TGTAAA..TA...G.A..TA.A.AT
C.A..TGAA...T....CCG.GAAT.G...C.AG....TTCAAACG..GG..CT........T.....A..AGC.........A........T.GTTACCGT..A..AA.A.....AA....T..G...A.TCA...T.G.G.AT..A....TA.AGTCAA..TG...G.G..TA.A.AT
..A..TCAT..T.AA..TTG.AA.T.A.....AC.A..TTCAG.TG.TCAA.CT..A................C...G..G..A.....T....GCTATCGA..A..AA....G..AA.......G..T..TCAA..T.G.G.A...A....TA.TT..AG..TG...G.AA..A.A.AC
C.A..TCAT..TCA...TCT..A.T.A.....C.GT...TCAG.CGCGCAA.CT..A..............A.CC.....G..A........T.GTTACCGA..T..AA........A.......G.....TCA...T.G.G.AT..A.....A.TT..AGT.TG..TG.AA..A.A.AC
C.A..TCAT..ACAT..CCG..A.T.G.....T.GT..TTCAG..GCACAG.CT..A........T..A..A.C......G..A.....T....GCTATCGA..A..AA....G..AA.......G..T..TCAA..T.G.G.A...A....TA.TT..AG..TG...G.AA..A.A.AC
C.A..TCAT..TCA...TGTT.A.T.A.....C.GT...TCAG.TGCTCAG.CT..A...........T..A.CC.....G..A........T.GTTACCGA..T..AA........A.......G.....TCA...T.G.G.AT..A.....A.TT..AGT.TG..T..AA..A.A.AC
C.A..TCAT..TCA...TGTA.ATT.A.....T.GT...TCAG.TGCTCAG.CT..A.....T..T..T..A.CCA....G..A........T.GTTACCGA..T..AA.......AA....G..G.....TCA...T.G.G.AT..A.....A.TT.ATGT.TG..TG.AA..A.A.AC
C.A..TCAT..TCA...TGTT.A.T.A.....C.GT...TTAG.TGCTCAG.CT..A.....TA.T..T..A.CC.....G..A........T.GTTACCGA..T..AA..ATT...A.......G.....TCA...T.G.G.AT..A.....A.TTT.AGT.TG..TG.AA..A.A.AC

.....T..T.GTTACCGA..T..AA..A.T...A.......G.....TCA...T.G.G.AT..T.....A.TT..AGT.TG..TG.AA..A.A.AC
T.A.....C.GT...TCAG.TGCTCAG.CT..A.....TA.T..T..A.CC.....G..A........T.GTTACCGA..T..AA........A.......G.....TCA...T.G.G.AT..A.....A.TT..AGT.TG..TG.AA..A.A.AC

C.A..TCAT..TCA...TGTT.A.T.A.....C.GT...TCAG.TGCTCAG.CT..A.....TA.T..T..A.CC.....G..A........T.GTTACCGA..T..AA.A......A.......G.....TCA...T.G.G.AT..A.....A.TT..AGT.TG..TG.AA..A.A.AC
C.A..TCAT..TCA...TGTT.A.T.A.....C.GT...TCAG.TGCTCAG.CT..A.....TA.......A.CC.....G..A........T.GTTACCGA..T..AA........A.......G.....TCA...T.G.G.AT..A.....A.TT..AGT.TG..TG.AA..A.A.AC
C.A..TCAT..TCA...TGTT.A.T.A.....C.GT...TCAG.TGCTCAG.CT..A.....TA.T..T..A.CC.....G..A........T.GTTACCGA..T..AA........A.......A.....TCA...T.G.G.AT..A.....A.TT..AGT.TG..TG.AA..A.A.AC
..A...GAAGCC.AGA.CCGCAA.T.G.....ACTT...C.CCA.GC.GGA.CG..A......A...A..C..AA...C.GT..........AACT....CTC.....C.CA....C...A.A..CG.GCG..GA....A.A.....G..A.GA.G.TCCT.A.A...G.ATCG.TG.AC
..A..TGAAGC..AGA.CCGCAA.T.G.....ACTT...C.CCAAGC.GGG.CG..A......A...A..C..AA.....GT.......T..GACA....GTC.....C.C..T..CT.AC.A..CG.GCGG.A.....A.G.....G.AA.GA.G.TCCTGA.T...G..TCG.T..AC
.C...C..C....AG..C.T.GGT......AT......TC.TCA.A.AGGG.CG.........A.......ATCC..C.....A.....T..ACAATGC..AA.C..A..C..T..CT.AAT...CT.T....A....CT.A.G...G....T..TGT.C.T.TG......TT.A.G.AC
.GCC...GC....AGA.CCG.GA...A...A..G......GC..TG.GGGA.CA..A......A.......AGC...G..G...........T.CCTGCCGA...TCA..CA.T..C........CG.G...CGC....TG..T..T.....TG.G.TTC.G.TG..TGGGGCT....AC
.CT..T..C..C.ATA.C..TAGTA.G...A.TG.....T.TCAT.GA.G..CA........TC.G......CAA..............T..TTACTGTCGTTATTGGA.AA.A..TT.A..TT.A..TTTG.A...TATTC.TG.CA....TA.AT.TC.T.TG..T.....T..T.AT
.CT..C..C..A.A.A.T..CAGTA.G...A.TG.A...T.CCAT.G..A..CA........TC.G..A...CAG..G..G...........ATACTGCCGATACTGGA.TA.A..T.....TG.C.G.CAG.A....AT.C.GG.CA.....A..T.CC...TG.....T.....A.AC
G..A....C...CAGA.CG.CGAT..A...A..C.....C.TCAAA.TGG..CG..A......A.............C...............TC.A..CGAC.A.GT..T.....CT....GGACG.GAG..AC..T.G.G.G..C..C..GA.GGTAC..ATT.G.G..TG.....AC
G...CC.A.T...AGA.C..CGATT.G...C.AC.....C.TAAAA..GG..C..........A....A.....C..CC..............TC.A..CGA..TTC.C.CAG...A.....GGAGG.G....GC..T.G.G.A..C..C..GA.GGT.C..ATT.G.G.TTG.....AC
G...CC.A.....AGA.T..CGAA......C..C.....C.CAGCA..GG..C..........A........T.C..C..............TTC.A..CG...TTC.C.CAGT..A.....GGAGG.G....GC..T.G.G.G..C..C..GA.GGT.C..ATT.G.G.TTGT....AT
..A..TGA...T.AT..ACGAGAAT.A...C.AC....TTCACAATGTGGA.CT..A...G..A.T..T..A...........G..A.....A.CATATCGA.....AA.CAGT..T..C...AAG..AAGTCAA..T.T.G.GA..A....TC.TGTTC.G..T..TG.A.....T.AC
..A.CAGAA..C.A...A....AT..T.....CG.T..TC.CAA.A.TGGA.CT..A...G..A....T..A.AC...C.G..A.....T..AAGCT.C..A.CA..A..AAG...C........GCGA..A.AC...GTGA.GA..G.T...A.GGTCC...T....G.GA......AC
.CC.CC..T..T.AAA.CC.AGAA........TG....TGCAAATA..GG..CT..A...G..A.......A.AC.....GA.A.....T..TTC..CTC.AA.TCGTC.A.....C..TTCGAAA.C...A.A.....GTC.TT.CA....AA.TCT.C.T..T...G....TA.A.AT
..A..CGA...C.T...C..AG...........G....TC.CCGAAA.GGA.C...A...G..A....G..A.CG..CC.G..A.....T..T.GTT.C..AAC...A..T..G.....CA.......G..A.A.....GTA.GG..A....TA.ACGAC.TAAG..TG..TGT..A.AC
..A..C.AC..T.AAA.T.T.GAC..T.....T.GC...C.TCA.T.TGGA.CA..A...G..A....G..A.C......GA.G.....T..ATC.TAC...ACACGA..AA.T.....CA.T.....A....A.....GTA.GT.AA....TA.TT.T.....T...G.G.CG..T.AC

........GTCATTN..A.....G..AA..GGNT..A..AAG.......A....AT.A.G...A.....A.TGTC.........G..TG...G.AT
C.A...GAC..C.A.A.T.T.GAA........AC.A...C.CAGA.G.GGA.CT......G.GA.A..G..A.C......G..G.....T..TTCTT.C........G...AG...C...AG.AAA.G.....A....ATAA.G..CA.....A..GT...T..G..TG..TG.A.A.AT
C....CGAT..C.ATA.C.T.GAA..G......C.A..TC.CCGA.GTGGA.CT..A...G.GA.......A.CC...C....A........ATC.T.C..A..T..A...AG...AT..AG.AAA.CT....A....ATTA.G..CA.....A..GT.T.G......G..TG.....AC
C.A..CGAA....AAT.C...GAC..G.....TC.....C.CA..TA.GG..C.......G..A........TCC........T........GAGTT.T..A.....G.....T..A..A...AAGCGG....A....AT...T..CA.....A..GTA.........G..TG.....AC
C.A..CGAA....AAT.C...GAC..G.....TC.A...C.CA..TA.GGG.CG......G..A........TCC........G.....T..GAGCT.T..A.....G..A..T..A..A...AAGCGA....A....AT......CA.....A..GT...A..T...G..TGT....AC
.............AG.CC...GA...G.....CC.....C.CAA...AGG..CG......G..A........TCC..G..G..G.........CCCT.C......CGA..CAG...C......AAG..G....A...TAT.C.G...A.....A.TGTA.....T...G.TTG.....AT
..A..........AA.CC..AGA...T.....CC.A...C.CAA...GGG..C.......G.GA.......ATCC..G..GA.G.........CC.T.C......CGG...AG...C......AAG..G....AA...ATT..G..CA....TA.AGTT..G......G..TG...G.AC
......CAC....AG.CT..AGAA..T.....TC....TC.CAA..GGGG..C.......G..A.T......TCG.....G..A.....T..TCCAT.T..A....GATGT..T........TAAA..A....AA...ATT..AT..A.....A.T.TA..T..T..TG..TGT..T.AT
..A...CAC....AA.CC..AGA...T.....AC.A...C.TAAAAGAGG..CG......G.GA.......ATCG.....GA.A.....T..TCC.T.T..A....GATGCA.T..A.....TAAA..G....A....ATT..AT..A....TA.TGT...G..T...G..TGTA.G.AC
C.A..C.AT..T.ATAC....GA.T.A......G.A..TC.CAAA.GTGGG.CT..A...G..A.A..A..ATCA.....G..A..A.....T.CTTAC..A...CGT..CAG..........AAG..G..T.AA...AT.C.G...A.....A..GTT..A..T..TG..TG...T.AT
C.A..C.......AATCC...GAA........TC.A..TC.CAAAAGGGGG.CG......G..A....T..ATCC...C.G..A........TTCCT.C..A..TCGA..C..G..C..C...AAG..G....AA...AT.C.A..CA.....A..GT.........TG..TG.....AC
C.A..T..T..C.AATCC..AGAA...........A..TC.CAAAAGAGGA.CA..A...G..A....A...TCA..CC....G........TTCTT.C..A..CCG...C..T........TAAG..A....AA...AT.C..T..A.....A..GTC.........G..TG...G.AC
.....C.......AG.GC..AGAC..G............C.CAAA..GGG..CG..A...G..A..........C..C....AA.....T..GCAAA....AT.TCGT..T..G..A.....TG.C..G..T.AA...AT...G..A......A.TGT...G..G...G.TT.T..T.AT
..A...GAAA.A.AGTCC...GAA........AC.A..TC.TAAT...GGA.C...A...G.TA....A..ATCC........A.....T..TCCTTAC..A...CG...T..T..T.....TAAG.GA..A.AA..TATT..GT.AA.....A.TGT...A.TT...G..TG.A.A.AC
..A...GA.T.A.AA.GC..AGAC..G.....CC.....C.CAAAA..GG..C...A...G..A.......ATC...............T...CCAT.C..A..CCGA..T.....AT.....AAA.GA..A.AA..TATTC.GT..A.....A..GTCC...TT..TG..TGTA.A.AC
..A...GAA..A.AG.GC.G.GAC..G.....TC....TC.TAATA.TGGA.CA..A...G.GA....A..ATC...G..G........T..A.C.TAC..A..C..A.....A..CT.....AAA.GA....A...TAT.C.AT..A.....A.AGTC....TA...G..TGT....AC
..A..CGAC..T.AA......GATT.A......C....TC.CAA.T.TGGT.CA..A...G..A....A..ATC....C....A.....T..ACCTT.T..A.....G..C..A..AT....TAAG..A..T.AA..TATTC.A..CA....TA..GTA....TT..TG.TTGT..T.AT
..A..CGAAT...AATCC..AGATT.A.....TTC...TC.TAAAT.TGGA.CG..A...G.TA.T..G..ATCC........A.....T..ACCAT.T..A.....G..C.....AT....TAAG..A..T.AA...ATT..A..CA....TA...TA....TT..TG.TTGT..T.AT
..AA.TGAAT...AAA.CG.CGATT.A...A.A.CC..TC.TAA.A..GGA.C.......G..A.........C...C.....A..T.....A.CTTAC..A.CC..AA.T..A..AT.A..TAAG..AT...AA..TATT..A..AT....TA.AGTTC.ATGT...G..TG...A.AT
...A.T.GC....AGA.C.G.GAC...........A.....CAGCT.GGGG.CA.........A.......A.CC..G..............GACTT.C..A.CC.G.T.A.....C..C.....CC....T.A....AT.C....AG.....A...TCC...TG...G..TG.....AC
..AA.C..C....AAA.CCGCGAC......AGC..A...C.CAGCA..GG..CA..A......A.......A.C......G..A.....T...ACC.....A.....TT..GAG..C........CC..T.T.A....ATTC.....A.T...A.TGT.C...TG...G..TGT....AC
..AA.C.AC..C.AAA.CCGAGATT.G...C.A..A..TC.C..AA.TGG..CA..A.....TA....A....C.........T.....T..A..AA.T...TGT.GTT.AGAG..AT.A.....AC.T..T.AA...ATTC.A..CG.T..T..GGTAC.T.TT..TG..TG...A.AC
...A.TGTTT.A.AAA.C.GAGACT.A...C.......TC.CA.T..GGGT.CA..A.....TA.A.......C....C.G..G........AAC...T.....C.GTC.AGAG..A..T..T...C..A...AA...ATA..G..TA.T..TG.GCTCC...T...TG..TGT....AC
..A..C..C..C.AAC.....GAC........C.GC...C.CGACA..GG..CA..A......A.......AGCC..G.....A........GACCTAC....C.TC.A.C.....A........G.......A....ATTC.T..CA.....A..GTAC..ATG...G..A......AC
.....C..C..C.AAC.....GAC........C.GT...C.CGACA..GG..CA..A......A....A..AGCC..G.....G.........ACCTAC....CCTC.A.C.....T........G.......A....ATTC.T...A.....A..GTAC..ATG...G..A......AC
..A..A.ACT...AA.GA...GA.T.G...ACA..A...C.CGAAA.TGG..CT..A.....TA.A..G..AGC...C.....T.....T..AAC.T.TCGT.CA.GT..CA.G..T..A.....AC......A....AT.A.G...A.....A..GT.C.A.TA...G..AC.A.A.AC
..A.....T....AA.G....GA............A...C.CAAAA.TGGT.C..........A....A..AGC.........A.....T..AACTT.TCGC.CC.GT..A..A..CT....T..GC......A....ATAA.G..AA.....A.AGTAC...TA...G..ACG....AC
...T..GT.TGT.AA......G.CACGAC..GCCGA------------GGTGCATCTGA.GCTCAG..GCCAGC..C.C.G..T.........ACCT.CCGC....C.A..A.T...T.A..TT.C.......A....AT.C.GT..A.....A..GT.C...TA..TG..ACT....AC

C.G.A.C..ACAG.T.ACAGAC.AC.TTC.T.CA...CT..TCCTG..CCAT.TCCT.C.CT.C.ATCT..CA....TT.ACAA.TT..A------..A.TC
...........A.AA.GA.G.GA.......ACC.....TC.TGA.A..GGA.C...A.....TA....A..AGCG.....G..G........GACCT.TCGTTGC.G.A.CA.G........G.AG..T....A....ATTC....CA.....A.TGTCC...TG..TG..AC...T.AC
G.A...---------------------------------------------------------A.GG..TTACAGCT..AG..G........GACCT.TCGCTGC.G.A.CA.G..A..A..G.AG..T....A....ATTC....CA.....A.TGTCC...TG..TG..AC...T.AC
.....AGAC..ACAA..CTCTGGT......C...GA..TC.CAAAGCGGGA.CA........TA.A..G...GC...G..G........T..ATCTA.T..A.....G..AA....C..CC.G..C..GA.A.A....AT....G..A.....A..GTC..T.TG...TCT.....T.AC
......GAAT.ACAA..CGCAGGT..G...C...GA..TC.CAA.GCTGGA.CA..A......A.A..G...GC...G..G...........ATCCA.T..A.....A..AA....C..CC.G..C..GA.A.A....AT....G..A.....A..GTA....TG...TC......G.AC
..A...TTTT..CA....CG.GA...G...CT...A..TC.CGA.G.GGGG.CG.........A.A..A...GC......G..T.....T...AGTTAC..A.....G..CA.T..A..CA.T..A..AA.G.A....ATAC.GT..A....TA.TGTAC.A..G..TG.....A.A.AC
..A...TTT..CCAT..A.GAGAA..G...CTA..A...C.CGAAG.GGG..CG..A......A.A......GC......G..G.....T...AGTTAC..A.....G...A.G..C..TA.T..C..AA.G.A....ATTC.T..CA.....A.TGTAC.T......G.T...A.A.AC
..A..CTAT..CCA.......GA...A...A........C.TGAAGCGGG..C...A......A.A.....AGCA..C..GA.G.....T..GAGCTAC.....C..G...A.T..AA..A....C..GA...A....ATTC.GT..A.T...A.TGTTC.A..T..TG.......G.AT
......GG....CAT......GA.......A........C.CGA.GCGGG..C..........A....T...GC...C..GA.G.........AGCTAC.....A..A..CA.A..CA..A....C..GA...A...TAT.C.G...A.T...A.TGTCC.T.....TG....T....AC
TC.C..G.C....AGAC....G....G.....TC.....C.TG.C.AGGG..C...A......A.........CG..CC..........T...AC.T.TC......GGA.CGGT..TT....T..AC.T....CC...ATT.G.A..A.......TGT.C..ATG..TG..A.A....AC
..A..TG.C....AGAT...AG..T.G.....CG....TC.CGA...GGGG.C............G......GCG..G.....A........GAC.T.CC.A..A..AA...T...C.....G..G.TGT.TGAC...ATT..G..CA.......TGTTC.T.TG...G..A.G..G.AC
..A..TG.CT...AGAT....G..T.G.....CG....TC.CGA.T.GGGG.C............G......GCC..C.....A........GAC.T.CC.A.....AA...T...T.....G..G.TGT.TGAC...AT.C.G...A....T...GT.C...TG...G..A.G..G.AC
......G.C..A.AGAT....G....G.....CG.......CCA...GGG..C...................GCC..C..G..G.....T...ACCT.CC.A.....GC.C.T...CA....T..C.TG...GAC..TATGC.G..CA........GT.C.G.TG...G.TA.G..G.AC
CGC...TGC....AGAT.GGCAAC.........G.A.....CCGCT.GGG..C...................GCA..C..GA.G.........ACCT.CC.......GC....A...T.......GTTG...GAC...GT.C.G...A........GT.C.ATTG..TG..A.G..G.AC
CGT...T.C....AGAT......T..G......G.A.....CCA...GGG..CT..................GCA..C..GA.G.........CCCT.CC.......GA.CCTG..CA.....T.CCTG...GAC...G..C.G..CA.........TCC..CTG...G..A.GA.G.AT

........GACCT.CC.A..T...C.A.T...AA....T...TCAT.TGA....ATAC.GA..G....T...GT.C.G.T....G..A.G..A.AC

........GACCT.CC.A..T...C.A.T...AA....T...TCAT.TGA....ATAC.GA..G....T...GT.C.G.T....G..A.G..A.AC
AT...AT..........AG.A.....CGAC...GG..CG..A.....T..A.....AGC...............T..AAC.T.TC.A..A..A....T...C......---.CAAG.GA....ATA..GA..A.......TGTAC.A.TG...G..A.AA.A.AT

.GAT..GT.....AAAT...AT.T..G.....TG.A.....CGAT...GGT.CT..A.....T..A..A...GCG..............T..AACAT.CC.A..C..A....T...A..C..TGTC...AGTGAA..TATT..AA..A..........AC.A.TT..TG.TA.AA.A.AC
AT...AGGA..G.....CG.A...C.CGTA..TGGG.CG...........T..A..A..C..G.....T........AAC.T.TC.A..T..AA.CCGA..AA....T..C.TG..AGA...TATAC.GA..A....T..TGT.C.G.T.....G.A.A..G.AT

..A..C.GAT.A.AAAT...A...........TG.A...C.T..AT.GGGA.CG...........A.................A.....T..GACTT.TC.A..C..GC..CGT...A....T..C.TG..GGA....AT.C.AA..A.......TGTTC.G.TG......A.G..A.AC

.GAACATGTA.TC.ACT.TTA.ATT.....TTCTCC---..T.T.T.GT.G---------G.....CTT...CCATCTC....A.....T..GAC.T.TC....C..GA.C..G..AA....T..C.TG..GGAA..TATAC..A..A....T..TGTCC.G.TA...G..A.G..G.AT
A..AAA..TGCTGG.T.T...CGTCGA---C.AGATG.T---------------------------.AT.....G.....T..TACCT.TC.A.....GA.C..T...A.........TG...GAA...AT.C.TA..A.......TGTTC.G.TT...G..A.G..T.AT

AT...AT.CT.G.....TG.A..T..TGAAT.GGGA.CG..A........T..G..AGCA..G.....A.....T..A.CAT.TC.A..ACGA..AA.A..AA....T..CC.T..TGAT...ATGG..A..A....T..TGT...AT.A..TG.TA.A....AT
..AC.TCT.....AGAT....T.A..G.....CG....TG.TGA...GGGG.CG..A..............AGCC..C..GA.G.....T..GAC.T.CC....CCGTC...A...T.....T.AC.TG..GGAC...ATGG.GA..A........GTCC.GTGT...G..A.AA.G.AC
...C...TC....AGAT.CGA.A...G...CGAG....TG.CGAAT.GGG..CG..A...............GCG..C..G............AC.T.TC.A..ACGTC.T.T..............TGT.GGAC...ATG..AG..A.......T.TCC.GTG...TG..A.G....AC

GCC.AGTTTCT.T.AAAACT.CTTTCAGCTG.CCAAGAAGA..CT...G.TTCA..TG.AC.AG..A.C..G..G........AAC.T.CC.A..TCGTC.C.A......C..T..A.TG.TTGAT...ATGG..A..A....T..TGT.C..TGT...G.TA.A....AT
...T.T.TT..ACAATCA.GTAATT.A...CGTCGT..TC.TAAT..TGG..CA........T..T..T..A.........A.A.....T..TACCT.ATCA..C.T.A.CG.T..T..T..T..CGTGAAG.GT..TGTAG.TA..G.A..T..GGA.TGTATT..A.TGA.A..A.AT
TCCA..GAA..C.ATA..CGAGAT..T...AGA.CA..TT.CAGATATGGA.CT..A......A....A...GT.......A.A.....T..ATCAA....A..C.G...AAA...C..C..T...C.AAAG.C...TG.GA.GA.TT.A...A..CTAC.A.T....G..AGT..A.AC
C.A...GA...TT.TC....TGAAT.A...C.TGCC...C.CAAC..AGGG.CT..A......A....A....CA........G.....T..A.CAA.A.GA.....GC.TCAT..A..A..T..CGGTTAT.AA.....TG.ATCCT.A..A...T.ACAGATG..T..G..G....AT

..G..TG.AGGTGT...T------------------------------------------------------------------------...A.A.TCC.A------------------
CG....GA....CAG.G....GAC..G....C.CGC...C.CGACA..GG..CA.........A........GCC..C..G...........G.CTA.CCGTACC..A...A.............G..G..TCA....AT.G.GA.CA.....A..GT.C.G.TG......A.G..G.AC
CGT...GAA...CAA.G....GACT.G...TC.CG...TC.CGACA..GG..CT.........A........GC...C..............T.CCA.CCGTACC..A...A.............C..A..TCA....AT.G..A.CA....TA..GT.C...TG......A.G....AC
CGC...GAA...CAG.G....GAC..G...TC.CG...TC.CGACA..GG..CT.........A........GC...C...........T..T.CCA.CCGTACC..A...A.............G..A..TCA....ATTG.GA.CA.....A..GT.C...TG......A.G....AC
TCAA.CGAT..C.TAA.T..AGAA..T...CGA..A...C.CGAAA.TGGG.C..........A.T......GC...C.....A........ATCCA.C..AC.....T.TAAA...T.......A.CGT.T......AT.C.AGCTA.T..TA.ATT.C.A.TA..T...A..A.G.AC
TCA..AGATT...TGA.T..TGAA..T...AG.......C.TGA.A.TGGA.C..........A.A.....AGC.........A.....T..TTC.A.T...T....TA..AAG...T....T..GGGATGTC.T...AT.A.TGCCA.C..TA.ACTAC.A.TG.....TA.TA.G.AC
TGC..TCAAT..AA..GTC...A...T...AGA.CT...T.CGAT..TGGA.CT..A.....AA.T..A..AGTC..GC.GA.A.....T..A.CAA.CCGT.C...A..AAAA..T..CA.GT.A..TCGA.A....ATTA.GGC...T..TA.TGAA..T.TT..TG..A.T....AC
C.....GA....CAG.GCTCCGA.......A...G....C.CGA.A..GG..C..........A........GCC..C..G..G........ATC.G.C.G......G...AAG........G..ACTGCAGCA...T.A.A..GCCA.C..TG.TGT.C.A.TG...TC.A.AA.G.AT

.........TCTG.TCG...C..G...AAA...T....T..AGGGAAGCA....CATG.GGCCA.C..TG.GGT.C.G.TG..TTC.A.AA.G.AC
C.AA..GA...TCAA.GATCTGAA..G...A.A.GA...C.TGACA..GGG.CT.........A.T..T..AGCG..C..G..G.........TCTG.TCG...C..G...AAA...T....T..AGGGAAGCA....CATG.GGCCA.C..TG.GGT.C.G.TG..TTC.A.AA.G.AC
C.AA..GA...TCAA.GATCTGAA..G...A.A.GA...C.TGACA..GGG.CT.........A.T..T..AGCG..C..G..G.........TCTG.TCG...C..G...AAA...T....T..AGGGAAGCA....CATG.GGCCA.C..TG.GGT.C.G.TG..TTC.A.AA.G.AC
C.....GA....CAATGTGCTGAC......A..CG....C.TGATA.TGGA.CT..A......A.......AGCA..C..GA.G.....T..T.CCA...GA.....AA.CA.T..C..A..T..AC.TCAGCA.....A.A.AGCAA.....A.TGT.C.T.TG.....TA.AA.A.AT
C.A..AGAA...CAGTGTGCTGAC......A.A.GA..TC.TGACA.TGGG.CA.........A....G..AGCA..C..GA.A.....T..A.CCA...G......AA.CA.A..TT....T..AC..CAGCA...T.ATA.TGCTA.....A.TGTAC.T.TG..T...A.GA.G.AT
CGC...GA....CAG.GCGCCGA.......A..CGC...C.CGA.A..GG..C..........A........GCG..C..G..G.....T....C.A...GA.....GA.C..A..TT.A.....CC.TCAGCA...T.A.A..GCTA....TA..GT.C.A.TG..T...A.AA.G.AC
CG....GAT...CAG.GAGCCGA.......A..CGC..TC.TGA.A.AGG..CT.........A........GCC..C..G........T..A.CAA...GA.....GA.C..T..AT.A..T...C..CAGCAA..T.A.A.TGCCA....TA.TGTAC.A.TG......A.AA.G.AT
..AA.TG.C....AGACC...GA...T.....C..A...C.TGA...GGG..C..........A........TCG..C..GA.G.....T..AACCA.CCG....TC.T.T..G...G....T...G.G....A....ATAG.....A.....A..GTCC.T.TG......A.G....AC
..AA.CT.C....AGACC...GA...G.....C.....TC.CGA...GGG..C..........A........TCC..C..GA.G.....T...AC.A.C.G...TTCTT.C..G..AG....T...G.A....A....AT.G.G..AA....TA..GTTC.G.TG.....TA.GA.A.AT
..C..CCAA..A.AGTCC..AGAA..G.....C..A...C.CGAA..GGG..CG.........A....T...TC......G..G........GACCA.C.G....TCGT.C......G........G......A....AT.G.G...A.....A...TCC...TG......A.G..G.AC
TT.T.TC.TTGTATTTCCC.TTTTT..ATAAGT...CATT.T..TT.A.ATC.TC.TG.T..T..TTTTTGTGTAAAC..GA.G........GACTA.C.G....TCGT.C......G.......AG......A....AT.G.GT..A.....A...TCC...TG......A.G..G.AC
..A..C..T....AGACC..AGAC..G.....C..A...C.TGAC..GGGA.CG.........A.A..A...TCG..G..G..T........AACAG.ACGT...TCAT.CAGTAACA.AA.....G.AT..CGA...GTTG.T..TA.....A..GTC....T.......A.G..G.AC
..AA.T...T.A.AGAC...AGAAT.G....GA..A..TC.CGAAT.GGGG.CG..A......A.T..A..ATCA........G.....T..TACC.A..GA..TTCGT.CAGTCACG..A.T..AG.GT..CGC...GTGG.G..CA.T..TA..GTAC...TT..T...A.A....AC
GCC..CCG...T.AAACC.G.GA...G.....A..A..TC.CGA...TGGA.CA..A......A.T..G..A.CG..C..G..G........TACCG.CCGT..TTC.T.CAGT..AG.A.C.G.AG.G...CGC...GTTG..A..T....TA.AGTTC..CTT..T...A.AA.G.AC
G.CT.A.AA....AAACA..AGATT.G....GA..A..TC.CGAA...GGA.CT..A.....AA....A...TCA........A........AACCG.ACGA..CTCAT.T.G.AAAGGA...G.G..T.AA.AA...AT.G.TG.CA.....A..GTTC.A.TA..T..TA.GA.A.AT
CCC..CCA.....AGACC...GA...G.....T......C.TGAAT.GGG..CT..A......A.T.....ATCG..C...........T...ACCG.TCGA....GTT.C..G..TA.TC.G..AGCT.A.CGA..TG..G.A..TT....TG.GGTAC.ACTT..TTCG.GG..T.AC
CC....CA.....AGACC..AGA...G.....TCGC..TC.CGAT...GG..C..........A.......A.CG..C...............ACTG..CGC..C.GTT.C..G..TA.CC.G..CGC..ATCGC...G..G....CA.....A...TCC..ATG...TCGA.G..G.AC

.......AGAC....CG.T.TTCTT.TG.T.....TC....G.TGT.ATCC.....AG.GTACA.C...G..GT.C..TTA......A.G....AC
CCAA.CGA.T.A.AG.G.TCCGA...A....C...A...TTCGATT.GGG..CA........TA....A..A........G..A........AACAG.T..A..TTC.T.CA.AAAT..A..T------..TC.A..T.ATA..T.C..A..TG.AGTCC.A.TG...TC.A.A..T.AC
GGA...GA.....AAACC...GATT.A.....C..A...C.CGAA..GGG..CA.........A....T..A.CC..G..G...........GACTT.TCGT..CTCGT.CA....AA.T..T..GG.GTGGCGC...ATGG.....A.....A.TGTTC...TG......A.GA.G.AC
..CA.A..AT.A.AAACT..AGAT..G...AGT..A..TC.TGAT...GG..CG..A......A....T..ATC.........T.....T..TACAT..CGT..TTCAT.CCGAAACACT..T..AG.TA..CGA..T..AG.G..AA....TA.AGTAC.T.TA....G.A.AA.A.AC

..G........AACATGT.G...ATC.T.T.....A.....GA.A...A.T.A...TATGG.TA..A.....A..GT.C.T.TA....G.A.GA.A.AT
GGA...CAC....AAAC...AGATT.G....C...A..TC.CGAA..GGGG.CA.........A.T..T..ATC......G..T.....T..TACC..ACGA...TCGT.CAG.........GT.AG.T..T.A....G..G....CA....TG.T..AC.A.TT...GG.A.A..T.AC
G.C..C.GA....AGTCC..AGAT..G...A........C.CGA...GGG..CA..A......A....G..ATCA...C..........T..TACT...CGC...TC.T.TAG...A.....G...G..CAAGAA...AT.G.TGCAA....TA..GTAC...TA......A.GA.G.AC

                                                      1
Caenorhabditis-elegans_CE0Y66A7A-8_tbx-33               
Caenorhabditis-elegans_CE0F19B10-9_sea-1                
Caenorhabditis-elegans_CE0Y46E12A-4_tbx-43              
Caenorhabditis-elegans_CE0Y47D3A-10_tbx-34              
Caenorhabditis-elegans_CE0T26C11-1_tbx-41               ---------------------------------------------------------
Caenorhabditis-elegans_CE0F40H6-4_tbx-11                
Caenorhabditis-elegans_CE0ZK177-10_tbx-35               
Caenorhabditis-elegans_CE0T07C4-2_tbx-8                 
Caenorhabditis-elegans_CE0T07C4-6_tbx-9                 
Caenorhabditis-elegans_CE0Y47D3A-12_tbx-37              
Caenorhabditis-elegans_CE0C24H11-3_tbx-38               
Caenorhabditis-elegans_CE0Y59E9AR-5_tbx-42              
Caenorhabditis-elegans_CE0Y59E9AR-3_tbx-30              
Caenorhabditis-elegans_CE0Y73F8A-16_tbx-39              
Caenorhabditis-elegans_CE0Y73F8A-17_tbx-40              

Lottia-gigantea_LotgiP76774_NONE                      ------------------------
Crassostrea-gigas_EKC38902_NONE               
Crassostrea-gigas_EKC41234_NONE               
Crassostrea-gigas_EKC25637_NONE                       ------------
Crassostrea-gigas_EKC26131_NONE                       ------------------------------------------------------------------------------------
Crassostrea-gigas_EKC26852_NONE               
Crassostrea-gigas_EKC26853_NONE                       ------------------------------------------------------------------------------------
Crassostrea-gigas_EKC26851_NONE               

Homo-sapiens_ENSP00000374205_TBR1                
Homo-sapiens_ENSP00000177694_TBX21               
Homo-sapiens_ENSP00000388620_EOMES               
Gallus-gallus_ENSGALP00000041400_EOMES          

Lottia-gigantea_LotgiP129911_NONE                  
Crassostrea-gigas_EKC28235_NONE               
Lingula-anatina_LIANg26693.t1_NONE                    ------------------------------------------------------------------------------------
Lingula-anatina_LIANg7532.t1_NONE                 

Drosophila-melanogaster_FBpp0304380_byn                
Lingula-anatina_LIANg6294.t1_NONE                 
Crassostrea-gigas_EKC28765_T               
Lottia-gigantea_LotgiP154800_T                  
Octopus-bimaculoides_Ocbimv22020340m.p_T              ------------------------------------------------------------------------------------

Gallus-gallus_ENSGALP00000018703_T              
Homo-sapiens_ENSP00000296946_T                   
Homo-sapiens_ENSP00000356795_TBX19               
Gallus-gallus_ENSGALP00000024551_TBX19          

Caenorhabditis-elegans_CE0ZK328-8-1_NONE                
Caenorhabditis-elegans_CE0ZK829-5_tbx-36                

Gallus-gallus_ENSGALP00000010286_TBX6           
Homo-sapiens_ENSP00000378650_TBX6                
Homo-sapiens_ENSP00000457035_MGA                 
Gallus-gallus_ENSGALP00000014078_MGA            
Drosophila-melanogaster_FBpp0076274_Doc2               
Drosophila-melanogaster_FBpp0076249_Doc1               
Drosophila-melanogaster_FBpp0076248_Doc3               
Caenorhabditis-elegans_CE0F21H11-3_NONE                 

Homo-sapiens_ENSP00000240328_TBX2                
Gallus-gallus_ENSGALP00000038419_TBX2           
Homo-sapiens_ENSP00000257566_TBX3                
Gallus-gallus_ENSGALP00000013415_TBX3           

Drosophila-melanogaster_FBpp0303589_bi                 
Crassostrea-gigas_EKC26469_NONE               
Crassostrea-gigas_EKC26468_NONE               
Lingula-anatina_LIANg5267.t1_NONE                 
Lottia-gigantea_LotgiP116991_NONE                  
Lottia-gigantea_LotgiP117095_NONE                  
Lottia-gigantea_LotgiP117236_NONE                  
Lingula-anatina_LIANg5248.t1_NONE                 
Crassostrea-gigas_EKC20476_NONE               
Lottia-gigantea_LotgiP171118_NONE                  
Octopus-bimaculoides_Ocbimv22029974m.p_NONE            

Gallus-gallus_ENSGALP00000013419_TBX5           
Homo-sapiens_ENSP00000309913_TBX5                
Gallus-gallus_ENSGALP00000008462_TBX4           
Homo-sapiens_ENSP00000377435_TBX4                
Drosophila-melanogaster_FBpp0311870_org-1              

Homo-sapiens_ENSP00000331791_TBX1                
Gallus-gallus_ENSGALP00000005682_TBX10          
Homo-sapiens_ENSP00000335191_TBX10               

Lottia-gigantea_LotgiP104372_NONE                     ---------------
Crassostrea-gigas_EKC35275_NONE               
Lingula-anatina_LIANg3679.t1_NONE                 
Octopus-bimaculoides_Ocbimv22036284m.p_NONE           ---------
Caenorhabditis-elegans_CE0H14A12-4_mls-1                

Crassostrea-gigas_EKC21660_NONE               
Octopus-bimaculoides_Ocbimv22013221m.p_NONE           ------------------------------------------------------------

Gallus-gallus_ENSGALP00000039814_Tbx22          
Homo-sapiens_ENSP00000362388_TBX22                    ------------------------------------------------------------------------------------
Homo-sapiens_ENSP00000487295_TBX22               
Homo-sapiens_ENSP00000362390_TBX22               
Homo-sapiens_ENSP00000358437_TBX15               
Gallus-gallus_ENSGALP00000023798_TBX15          
Gallus-gallus_ENSGALP00000036355_TBX18          
Homo-sapiens_ENSP00000358677_TBX18               
Homo-sapiens_ENSP00000386170_TBX20               
Gallus-gallus_ENSGALP00000019818_TBX20          

Branchiostoma-belcheri_BRBE200720F-t1_NONE             

Branchiostoma-belcheri_BRBE176990R-t1_NONE             
Branchiostoma-floridae_BRAFL75072_TBX                  

Branchiostoma-floridae_BRAFL121413_T                   
Branchiostoma-belcheri_BRBE102770F-t1_T             
Branchiostoma-belcheri_BRBE102780R-t1_T             
Branchiostoma-floridae_BRAFL279431_T                   

Branchiostoma-floridae_BRAFL124781_NONE                
Branchiostoma-belcheri_BRBE302730F-t1_NONE             

Branchiostoma-belcheri_BRBE007460F-t1_NONE             
Branchiostoma-floridae_BRAFL79853_TBX                  

Branchiostoma-belcheri_BRBE302740R-t1_NONE             
Branchiostoma-floridae_BRAFL124782_TBX                 

Branchiostoma-belcheri_BRBE007470F-t1_NONE             
Branchiostoma-floridae_BRAFL221802_BRAFL221802         

Branchiostoma-floridae_BRAFL56662_BRAFL56662           
Branchiostoma-belcheri_BRBE001960F-t1_NONE             

Branchiostoma-belcheri_BRBE226220R-t3_NONE             
Branchiostoma-floridae_BRAFL242936_NONE                
Branchiostoma-floridae_BRAFL122956_TBX                 

Branchiostoma-belcheri_BRBE148400R-t1_NONE             
Branchiostoma-floridae_BRAFL221869_NONE                

Saccoglossus-kowalevskii_Sakowv30045822_TBX             
Ptychodera-flava_PF10179-t1_TBX                       ---------------------------------

Saccoglossus-kowalevskii_Sakowv30002752_TBX             
Ptychodera-flava_PF12118-t1_TBX                 

Saccoglossus-kowalevskii_Sakowv30011577_T               
Ptychodera-flava_PF18670-t1_T                   

Ptychodera-flava_PF10086-t1_TBX                 

Saccoglossus-kowalevskii_Sakowv30012255_TBX             
Ptychodera-flava_PF18712-t1_TBX                 

Saccoglossus-kowalevskii_Sakowv30001714_TBX           ---------------
Ptychodera-flava_PF1550-t1_TBX                  

Ptychodera-flava_PF8208-t1_TBX                  
Saccoglossus-kowalevskii_Sakowv30029504_TBX             

Botryllus-schlosseri_botctg014283g34614_TBX          
Ciona-intestinalis_ENSCINP00000003474_mT              
Ciona-savignyi_ENSCSAVP00000003197_TBX            

Oikopleura-dioica_GSOIDP00000279001_T            
Botryllus-schlosseri_botctg002459g63408_T             ---------------------------------------------------------
Ciona-intestinalis_ENSCINP00000001477_CI-BRACHYURY    
Ciona-savignyi_ENSCSAVP00000003798_T              

Oikopleura-dioica_GSOIDP00006159001_TBX          

Botryllus-schlosseri_botctg007039g52627_TBX           ---------------------------------------------------------------------------------------
Botryllus-schlosseri_botctg005874g48703_TBX          
Botryllus-schlosseri_botctg066541g25794_TBX           ------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------
Ciona-intestinalis_ENSCINP00000030925_tbx6a           
Ciona-savignyi_ENSCSAVP00000019828_TBX            
Ciona-intestinalis_ENSCINP00000032899_TBX             
Ciona-savignyi_ENSCSAVP00000019830_TBX            
Ciona-intestinalis_ENSCINP00000006296_tbx6b           
Ciona-savignyi_ENSCSAVP00000019836_TBX            
Ciona-savignyi_ENSCSAVP00000014169_NONE           
Ciona-savignyi_ENSCSAVP00000014169                
Ciona-savignyi_ENSCSAVP00000014150_NONE               ------------------------------------------------------------------------------------
Ciona-savignyi_ENSCSAVP00000019837_TBX                ------------------------
Ciona-savignyi_ENSCSAVP00000019847_NONE           
Ciona-savignyi_ENSCSAVP00000019839_NONE           
Ciona-savignyi_ENSCSAVP00000019844_TBX            

Oikopleura-dioica_GSOIDP00004289001_TBX          
Oikopleura-dioica_GSOIDP00011582001_TBX          
Oikopleura-dioica_GSOIDP00004999001_TBX          
Oikopleura-dioica_GSOIDP00007455001_TBX          
Botryllus-schlosseri_botctg007226g53212_TBX           ------------------------------------------------------------------------------------
Ciona-savignyi_ENSCSAVP00000016396_TBX            
Ciona-intestinalis_ENSCINP00000017704_TBX             

Botryllus-schlosseri_botctg007040g52628_NONE          ------------------------------------------------------------------------------------
Botryllus-schlosseri_botctg099746g48325_TBX           ------------------------------------------------------------------------------------
Ciona-savignyi_ENSCSAVP00000001395_TBX                ---------------
Ciona-intestinalis_ENSCINP00000008846_tbx1            

Oikopleura-dioica_GSOIDP00014261001_TBX          

Ciona-intestinalis_ENSCINP00000006942_tbx15-18-22     
Ciona-savignyi_ENSCSAVP00000006032_TBX            
Oikopleura-dioica_GSOIDP00014264001_TBX          

Ciona-intestinalis_ENSCINP00000010822_tbx20           
Drosophila-melanogaster_FBpp0078710_H15                
Drosophila-melanogaster_FBpp0078726_mid                

Strongylocentrotus-purpuratus_SPU023441-tr_SP-TBX4           
Acanthaster-planci_oki58-6_oki58-6            

Strongylocentrotus-purpuratus_SPU025584-tr_SP-TBR            
Acanthaster-planci_oki20-22_oki20-22          

Acanthaster-planci_oki15-190_T             
Strongylocentrotus-purpuratus_SPU013015-tr_SP-BRA            

Acanthaster-planci_oki5-22_oki5-22            
Strongylocentrotus-purpuratus_SPU023386-tr_SP-TBX2-3         

Acanthaster-planci_oki84-57_oki84-57          
Strongylocentrotus-purpuratus_SPU020346-tr_SP-TBX6    ------------------------------------------------------------------------------
Strongylocentrotus-purpuratus_SPU020345-tr_SP-TBX6-16        
Strongylocentrotus-purpuratus_SPU021963-tr_TBX               

Acanthaster-planci_oki84-25_NONE              
Strongylocentrotus-purpuratus_SPU006150-tr_SP-TBX1    ---------

Acanthaster-planci_oki169-35_NONE             

Strongylocentrotus-purpuratus_SPU018392-tr_NONE       ------------------------------------------------------------------------------------
Caenorhabditis-elegans_CE0T27A1-6_mab-9                 
Crassostrea-gigas_EKC38761_NONE               
Octopus-bimaculoides_Ocbimv22004458m.p_NONE            
Octopus-bimaculoides_Ocbimv22018977m.p_NONE           ---------------------------------------------------------------------------------
Lingula-anatina_LIANg8359.t1_NONE                 
Crassostrea-gigas_EKC38760_NONE               
Lottia-gigantea_LotgiP179359_NONE                  C.T..CCAC....AAACT..AGATT.A.....T..A...C.TGATT.AGGA.CA.........A.T..T..A.CG.....G..A.....T..AACTT.A.GA...TCAT.C..A..AT.A..T..AG.TCAA.AA..T.TGG.AT.AA....TA.A.TCC.G.TT..T..TA.A....AC
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Caenorhabditis-elegans_CE0F40H6-4_tbx-11                .GA.T.ACTGGA..AC.A....C.GAATCA.TGTCAA.T...AAAAAG.AC..ACCTC..AAAGTTTGG..T.ACA.TGGAT.AC.AACT..AAA.G.T......CTCAG.AA...CAGT...GATC..A.T.G.A....A..TCGGAAGTCAAAG.A..A...CG.TCAC...CT..C.
Caenorhabditis-elegans_CE0ZK177-10_tbx-35               C.A.T.AGAC.AAC.C.....AC.GAATA..AT..AGTTTCAAATCATAAAGAA..TGAG..T.T.G.T.....AAGTGAAATTCGAACA..A.ATG.T...........T..A..TGAA...TT.---A.....G.G..A..TCTTAGA.GTTCG.A.TC..AT..TTGCC.CG.A..T
Caenorhabditis-elegans_CE0T07C4-2_tbx-8                 ....T.AG..GT..A..A.....CAAGTCG..A..AG....AAA.CA.AG.GA.CCAAAGAAG.TGTGG..TG....TGGAGTT.GAAGT..AAAAG.A.......CCAAC..A..T.G....GATCGT..A...A....A..T------TG.GCT.A.TC.AC...TT.CC.TC.....
Caenorhabditis-elegans_CE0T07C4-6_tbx-9                 ....T.AG.GGT..AA.....CAGGAAACG.....AG.T...AA.CAG..CGACGCGAAGAAGATGTGG..TG.T..TGGAGTTCGGAAG..AAGTG........TGGAGTT.GA.T.G...TGATCGT..G...A..T.....------T.TTCA.AGTCCAAC..TTACC.C......
Caenorhabditis-elegans_CE0Y47D3A-12_tbx-37              ....T..ATGC...A..A...AAAGAA.C...A..AGGT..T..AATTC.T..A.T.CAGTA.A.AGAG..T..ACGTGGCAAGCGTACT..AA.AG.A.......GTGAG..C..C..G..TGCTC.CC.....A....T..TG.C.CGG.AAACAAG------..TT.AGCTC.A..T
Caenorhabditis-elegans_CE0C24H11-3_tbx-38               ..A.T..A.GCA..A..A...AAAGAATT..C...AGGA..T...ATTC.T..A.T.CAATA.A.GGAG..T...CGTGGCAAGCGTACT..A..AG.A.......GTGAG..C..C..G..TGCTC.CA.....A....G..T..C.CGG.AATCAAG------..TT.AG..C.G..T
Caenorhabditis-elegans_CE0Y59E9AR-5_tbx-42              GGAATA.AA...AAA..A....C...ATCGTCTGCT.GTA.A..A---AAA..A.TGAAGT.T.T.T.T..T..A..AGGAA.A..AC.T..AAAAG.A.T....GCTGA.A.A..TGAA....CTTCA..G.GGA.T..A.CA.GTGAG..ATTATC.AAG.AGT.CTATG.TC...CA
Caenorhabditis-elegans_CE0Y59E9AR-3_tbx-30              GGAATA.AA...AAA..A....C...ATCGTCTGCT.GTA.A..A---AAA..A.TGAAGT.T.T.T.T..T..A..AGGAA.A..AC.T..AAAAG.A.T....GCTGA.A.A..TGAA....CTTCA..G.GGA.T..A.CA.GTGAG..ATTATC.AAG.AGT.CTATG.TC...CA
Caenorhabditis-elegans_CE0Y73F8A-16_tbx-39              GGA...CGA..T..AA.A....GA..TTCAAAAGTC.GTC.TG.AA.GAAAAAA.T.AAATAT.T.T.A..T..A..TGGAA.A..AC.T..AAA.G.A.T......GGA.A..A.TAAA..TGAT.CA....GGA.T..G..TC.CAAA..ATTCATGAAG.ATT.TT.CG..G.A.CA
Caenorhabditis-elegans_CE0Y73F8A-17_tbx-40              GGA.T.AAA..T..AA.A....GA..TTCAAAAGTC.GTC.TG.AA.GAAAAAA.TTAAATAT.T.C.A..T..A..TGGAA.A..AC.T..A.A.G.A.T......GGA.A..A.TAAA..TGAT.CA....GGA.T..T..TC.CAAA..ATTCATGAAG.ATT.TT.CG..G.A.CA
Strongylocentrotus-purpuratusS_SPU023441-tr_SP-TBX4           ....TTA.A..T..AA.....C..G.T.TA.....AG.T..T...GAGA....A.A.GAACC....GAA..T..TTTA..T..A..TCAT..TCTCTT....GA..GCAACGTC...AG...TGCA..AC....GA..........TAAGG..ACCAA..CAAA...CG.TC.CC.TTCG
Acanthaster-planci_oki58-6_oki58-6            ....T.A........A.....C.G....TG..T..AG.A..C..CGAGACCAGT.A.CAGCC..T.GAA.....C..T..C......C.G.....CTTT......C..GACAGG.........GC....C.T..GA..........CAAGG.GGGT.....G.AT.CTG.TC.CC.TTCG
Branchiostoma-belcheri_BRBE200720F-t1_NONE             ..A.T.ACT..GAC..CC.....CA.AACG..ACCAG.A..ATTCAG.T.CT.C.ATCCTCCG...GAA.....CA....C..GGC.A.A..GT.AGC.......GG.A.TGTC..CGATCA.CAAC..A.T.TTG..GA.T....TG.GTCAAGTAC.------T.CC.TC.CC..TCG
Saccoglossus-kowalevskii_Sakowv30045822_TBX             ....TTA.TC..AA.A.A...T.A..AATA..A...G....CT..GATA.CAAC.A.ACGCCG.T.CA......A..T..CA.GGCTAGG..TT.ATTT........T...AAG..T..T...GCT..A..T...A.A........CAAGG.GAACCTT..CAC..CTG.AC.CC..TCG
Ptychodera-flava_PF10179-t1_TBX                 ....T.A....TAA.A.C...T.A..A.T......AG.A..C..AC.GC..G.C.A.AAACCA.T.GAA..T..A..T..A..AGC......T.AATTT.......G.A.CAAAA.T..T...GCA..A......A.T..T.....CAAAG..AATTT...AACG.CGG.TC.CC.TTC.
Lottia-gigantea_LotgiP76774_NONE                   ....T.A.....AATA.....ACC..A.TG..A.T.G.G..T..AATGC.A..C.ATCCACCAGTGC.T..T.AC..T..A.....TA.T..TT.ATTT......---GG.AAAC....A..TGCT..AA.A..GA.......TC.CAAAG.TTCTAAT.AC.....TG.A..AC.GTC.
Crassostrea-gigas_EKC38902_NONE               ..A.TTT....T.A.TCC...A.G..G.TA..GGTCG.T......CAGCAAGA..A.GC.CC...TG.A.....C..GAGC....G.CC....T.C.TG......GCTCGGAAAA.C..G...GC.CGA................GC..GG.GTCTAAC.CG.A.G.GT.TC.AC.TTCT
Crassostrea-gigas_EKC41234_NONE               .GA.TTA.A..ACA.A.....A....ATTT....TTAAG.GA.ATGAAT.CA.C.ATC..CC..TT.AG..T..C.....T....G.A.G..GTGTG.T.......CGAGGAAAA.C......CAG..AA.A.GG..G..A..T..G.CTG.TTCCAA..C....T.CTCAC..C.TTCG
Crassostrea-gigas_EKC25637_NONE               ....TTT.A...AA.A.A.....G...ATT.....AAAA..A.ACGAAT.CAA..CACAGCCT.TT.AA..T..C..T.....A.GAAC...TT..G.G.......CCAG.AAAA.A.....TGAA..A..A..G...T.A....GG.CTGGATCAAA.TCG...T.T.CTC.CC...C.
Crassostrea-gigas_EKC26131_NONE               ..A.TT..GG..AA.A.A.....AG.TATT..AG.AG.T..A.AAGATT.TAAT.A.AA.T.T.T..AG..T..A..T..T..AC.AA.T..GT..A.A......G.CAA.ATCA.A..A...CAG..T..G.....TT.A...C...CT.G.TGTCA.T.....T.C.CTC.CCGA.C.
Crassostrea-gigas_EKC26852_NONE               ....TTA.G...AA.A.A...A....AAT...A.G.AAA...GAAGAAT.CAA..AT.ATCCA.T..AA...........T..G.GAA.A..AT.TG.........CTCG.AAAA.T..T..TGAA..A..G...T.GT.A.......CTGG.ACGCA..C...CT.T.CT...C...C.
Crassostrea-gigas_EKC26853_NONE               ....TTT.G...AA.A.A...A....AAT...A.G.AAA..AGAAGAAT.CAA..AT.A.CCA.T..AA...........T..G.GAA.A..AT.TG.T.......CTCG.AAAA.T.....TGAA..A..G...T.GT.A.......CTGG.ACAAAG.C....T.T.CTC..C...CA
Crassostrea-gigas_EKC26851_NONE               ..A.TTC.T...AATA.A...A....AATG..A.G.AAA..AGAAGAAT.TAAA.AT.ATCCA.TT.AA..T..A.....C..ACGAG.T...T.AG.T.......CTCG.AAAA.T..A..TGAA..AA.A.....TT.A..T....CAGG.ACAAA..C....T.T.CCC..C...CA
Botryllus-schlosseri_botctg014283g34614_TBX          ..CACTAAA.C.AAAA.....TA..GGATTAC.TC..G...A------------C..CTG..G.GTCCG......CTA..T..TGCTC....T.AAGTA....AC.G.CGCGGA...AG....TCTCTTA.A..G..G.GT..TC.CA.....GAC.A.A.G..TTACGC.C.A..GTCT
Ciona-intestinalis_ENSCINP00000003474_mT              ..A...A.GG..CAGA.A...CAAG.TAC...TTTAG.TTCAG.TGAG.AA..ACAAC.T..T.....T....AC..A..C..AGCAC.T....ACTT.....AC...AAGGGA.CTGGG..TG.G...A.G.....G.G...TC.T..TC..GAT.A.------..C.CAC.CCGA.CA
Ciona-savignyi_ENSCSAVP00000003197_TBX            ..A.....TG.TCAGA.A...CAGG.TAC...GCTAG.TTC.A.CGAA.A...ACAGC.A..T...C.T.....C..T..T..AGCGC.G..T.ATGTT....AC...AA.GGA.CTGGA..TG.A...A.G.......GT...C.TT.GC..GAC.A.------..C.CTC.TCGA.CG
Homo-sapiens_ENSP00000374205_TBR1                .G..TTCAAGGA...A.A........TT.......AG.G..CA.CAAT....AA.ATC.G.....T..G..T.....T..C......ACT..G..T.........CGCCA.GAAA.C..T..TG.A..AT.A.....T..G.....CAAAGGAGCTTC.AA...GG.GG.T..AC.GTC.
Homo-sapiens_ENSP00000177694_TBX21               CG....CAG.G....A.......G.AGT.T..A...G.....GGCAG.A....A.A.C..C.G...G.............C......ACA..A............CGCCAGGAA..T..A..TG.G..AC.A..G.....A.....CAAGGGGGCGTCC.TGACC..TG..C.CC.GTC.
Homo-sapiens_ENSP00000388620_EOMES               CGC.T.CAGGGG...A.A.....GA..T.T.....AG....CAATAA.A...A..A.AAAA.G..TG.T.....A..G..T..T..TACT..TT.C..........G.CAGGAGA.T..A...G.G..AT.A...........T..CAAAGG.GCAAATAACACC...G.C..AC.ATC.
Gallus-gallus_ENSGALP00000041400_EOMES          CGC.T.CAAGGG..AA.A.....GA.GT.......AG....CAACAA.A...A..A.AAG..G...G.G.....T..G.........AC...A............CGGCAGGAGA.C..T...G.....C.G..G..G........CAAGGGAGCCAACAAC.CG...G.CC..C.GTCT
Branchiostoma-belcheri_BRBE176990R-t1_NONE             ....T.CAG.....GA.A.....G..GT.T...CG.G.T..CA.CAA.CCA.AA...C.G..T...G....T..C..G..T..T...AG...A..A............CA.GAA...GT.........AC................CAAAGG.GCC.ACAAC...G.GG..C.....TC.
Branchiostoma-floridae_BRAFL75072_TBX                  ....T.CAG.....GA.......G..GT.T..GCG.G.G..TA.AAA.CC..AA...C.A..G...G.......A..A..C..T...AG...................CAGGAA...GT..........C................CAAAGG.GCC.ACAAC...G.GG..C.....TC.
Lottia-gigantea_LotgiP129911_NONE                  ..A.TTCAATCA..ACG......G..AT.T..GGCCG.T..A.AACTTCCT.AAG.AC.A..G..TC.T..T..C.....C..T...ACT...AGC..T.........CA.GA.A.CGT......T..AC.A.....A..T.....CAAA..TAGT.ACCA...C..TG.TC.C...TC.
Crassostrea-gigas_EKC28235_NONE               ....T.CAA......A.A.....G..AT....AC..G.A..A.A.CT.TC..AAG.GC.T.....TC.G..T........C..T.GT.C...T..C...........GCAGGA.A.AGTG..TG.G...C.G.....G........T.GAGCTCTG.ACCAA..C..TG.T......TCA
Lingula-anatina_LIANg26693.t1_NONE                ....T.CAA.CG..AA.A.....C..TT....AC.AG....A.A.CTACCAG.AG.TC..A.......G..T..C..T..C..G..T.C......T...........GCAGGACA.AA.......T..AC....GT.G.....T..CAAG...TGT.ACCAA.....TG.T.....TTCA
Lingula-anatina_LIANg7532.t1_NONE                 ....T.CAA.CG..AA.A.....C..TT....AC.AG....A.A.CTACCAG.AG.TC..A.......G..T..C..T..C..G..T.C......T...........GCAGGACA.AA.......T..AC....GT.G.....T..CAAG...TGT.ACCAA.....TG.T.....TTCA
Saccoglossus-kowalevskii_Sakowv30002752_TBX             ..A.TTCAG.GT..TA.A.....G..TT.T..TC.AG....A.ACGTACAT..TTC.AATA.T...........T.....T..T..TACT..TT.C............CA.GAA...GTA..TG.T..AT.G.....A........CAAAGGAAAA.A.CA...T..TG........TCA
Ptychodera-flava_PF12118-t1_TBX                 ....TTCAG.G...T---------------------------------------TCAAATA.T..T........C.....T..G...ACT..TAAT..T.........CA.GAA..TGTT........AC.......A..G.....TAAAGGAAAA.ACAA......CG.T..A...TCG
Strongylocentrotus-purpuratusS_SPU025584-tr_SP-TBR            ....TTCAATGT..TA.A...A.A..GT....GC..G.....AACAT.CCAAAA...AA.A....TC.T..T..T..T.....T.G.AAT..ACT...T......C.TCA.GACA.CGTT.....T...C.......G.....TC.T.GGGCAAAA.ACAA....G.G..C..A...TCG
Acanthaster-planci_oki20-22_oki20-22          ....T.CAGTG....A.......GG..ACG..G...T.G..CGGAGTGCCT.GA.CGG.TA.T..T.AA.....A..T..C..A...ACT..T.AA.........CG.CA.GACA.CG.T...TC....C.G.....A........CAGGGG.AAA.ACA.....C.TG..A.T...TCT
Drosophila-melanogaster_FBpp0304380_byn                ..............T..A........T..T......G.A...GTTC..CC.T.A.ATCC.A.....G.A.....C..G..T.....T..T..A..C...........GGAG..CA.C..G..TGC...A..A..G..G........GAC...T---..CAA..........C.A..TTCG
Lingula-anatina_LIANg6294.t1_NONE                 ..A..T..G..T..G..C.....C..T..G..A...G.T...G.CC.A.CT..AGAT..T..G....C...T..A..T..C..A.....T..G.AA............CAG...---------------------------------------------------......C..C.TTCG
Crassostrea-gigas_EKC28765_T               ........T.....G..C.....CG.A..G..T...G.G.....CG...CA..C.A...T..G..T........C.....C..A.....T..A..C............GA.A.C..T..................T.A...............---..C..G..G......C.C...TCT
Lottia-gigantea_LotgiP154800_T                  .....T..G.....A..C.....G............G.T..A..AG.T.CC..T.A...T..A..T........C..T..C..T..T..T..A.....T.........GAG...T.A..A.....T..A..G...T.G..G..T...T.A..T---..T..C.....T.....A..TTC.
Octopus_Ocbimv22020340m.p_T            ........A..T..T..A.....AG....A..A..AG.A..A..AG...CA..A.AT.CT...........T..A..T.....A..T.....T..A..T......CG.GAG..AACA..G...........G.....T.....T.........---.....C.....C.....A..TTC.
Saccoglossus-kowalevskii_Sakowv30011577_T               .....T..G.....T..A.....G........T..A.....AG.CG.T.CA.....T.CT.....T..A.....T..T.....T........A..C...........GCAGT....TAAT.....T..A..G.....A..A..T.........---..C..C..G..C...C..C.TTCT
Ptychodera-flava_PF18670-t1_T                   ..............A........G...........A..A...G.CG.T.C........CT.....T........A.....A..G.....T..A..C...........GCAGG.GA.C..A...G.G..A..T..G..T..G.....G..A...---..T........C...C.AC..TCT
Acanthaster-planci_oki15-190_T             .......................A.....A..A.....G..CT.TC.TCC...C...ACG.C..................A..........................GCAGTGC.....T........A..G..G..GT.T........G..T---..TACA.....C.....A...TCA
Strongylocentrotus-purpuratusS_SPU013015-tr_SP-BRA            .....................A.C.................CGGC..GCCT....C.AC..C.........T..C........A........................CAGG.C..CAA.........A..G..GT.GT.G............---...A.C..GG.G...C.A...TC.
Oikopleura-dioica_GSOIDP00000279001_T            .......................G........A..A.....A..ACAG..T..TTCA.C...T.....G..T..C...........T.....TT..............CAG...C.CAG....TCA..A..A...T.G...........T..TCAGCACAAC..C..C...C.CC..TCT
Botryllus-schlosseri_botctg002459g63408_T            .....T........A..C...A....T..T........A..A...CATACT..ACCT.....A...G.G..T.....T.....G..T........A..T........GCA...G..CAG.....AT..A..G.....G..T......GGA..T---.....AA.T..C...C....TTCA
Ciona-intestinalis_ENSCINP00000001477_CI-BRACHYURY    ..A..T..G.....T......A.C.....G..A..A.....A..CCAT..TT..TCA..T.CT..T..T.....C..T..A........T..TT..............CA...C..TGGT.....TCGC........T..T..T...GCT.CA---..GAACCCC............TCT
Ciona-savignyi_ENSCSAVP00000003798_T              ..A..T..G..T..G........A..A..G..A..A.....A...CAT...A..TCA..T.CA...........C..T.....A.....T..GT....T........GCA......AGG........G...G..G.....G.....GGCT.CT---...AAC.C...C...C.....TCG
Gallus-gallus_ENSGALP00000018703_T              .......................G..G...........G......CAG.C...C....................C....................C...........GG.G..C..C.................G...........G......---..C..C..G..C...C.C...TC.
Homo-sapiens_ENSP00000296946_T                   ........G.....G..A.....G..G..G........G......CAG.C...C....................C.................G..C...........GG.T..C..C...........A.....G...........G......---.....G..C..C...C.....TC.
Homo-sapiens_ENSP00000356795_TBX19               ..............G..A.....G....CT........A...GTC...AGC.AC..............T...........C........T..G..C............G.T..CA.C...........A..G..G..G........G.....T---.....C..G...........TTCT
Gallus-gallus_ENSGALP00000024551_TBX19          ...........T..A..A.....G..A.CT..G..A..A.....AC.AAAC.AC.....T..............A..T..T........T..G..C............G.TG.CA.C...........A........T........G.....T---..GA....G............TC.
Branchiostoma-floridae_BRAFL121413_T                   ........G.................................................................C..............................................................................---..T............C........
Branchiostoma-belcheri_BRBE102770F-t1_T             AAGTACGTCAACGGCGAGTGGGTTCCCGGCGGCAAGCCCGAGCCGTCCGTGCCGAGCTGCGTCTACATCCACCCGGACTCGCCCAACTTCGGCGCGCACTGGATGAAATCACCTGTGTCCTTCAGCAAGGTCAAACTCACCAACAAACTCAAC---GGAGGTGGAATAATGTTGAACAGC
Branchiostoma-belcheri_BRBE102780R-t1_T             .........................................................................................................................................................---...........C...........T
Branchiostoma-floridae_BRAFL279431_T                   ........G.................................................................C....................A.........................................................---..T........C...C.......T
Oikopleura-dioica_GSOIDP00006159001_TBX          ..A.T.TC.G...........AAATTA.....ACG.TG......TAATCAT..A.AAC.AT...TT..T..T..A..T..A..A..TACT..AT.T......CA.C.GAA.A.GA.T..A..TC.TGGC.CG..............T..GGT.AGC.AC------..CG.CC....TTCA
Caenorhabditis-elegans_CE0ZK328-8-1_NONE                ..A.TTTGG..T..AA.C...A.AGTT.CT..AGTTGGA..A.ATC.AC.T...---ACATGT.TTG.A..T..AC.A..A..T.GAAGT..T.AATGG.......C.GATGGA..TGA.....AA.T..CT.....TT.A..T..T.CATTTAATAAT.A...T..TG.AC.C..TTCA
Caenorhabditis-elegans_CE0ZK829-5_tbx-36                .C..T.TAT..TAAGA.....A....A---------------------------.CGAAAACACC.G..A.TTGTC.A..TT.GG.AACA..A.ATTGG.TT.....TGG.GA.A..GAT..TG.TGCAT.G..TA.T..A.G.TCC.A.G.AAAA.CCCAAAACG.GTGTC.CTC.TCG
Botryllus-schlosseri_botctg007039g52627_TBX            ---AT.A....GC.TCGA...A.AGT..CG..A..AGGT..A....A.AGC..T---CAA....T...G......TTG..TTTGTCAGCA..A.A.G.TATC.....CA..ATC.....T...CA............G..G..TTC..CACTGAAACTGAA..ACC.TC.TC.AC.TTCA
Botryllus-schlosseri_botctg005874g48703_TBX          ....T.CAGG.T..TCGA...A.AGT..CG..A.GAG.T..C..T.A.CAC.AA---CAA..T.T.G.G..T..ATTG...T.GTCAACT....A.G.TATC.....TAAGATC..A......CA...A..G...T.A.....TTC..CGTTGAAGCTGAAC..CT.TC.TC.CC.TTC.
Botryllus-schlosseri_botctg066541g25794_TBX            ---.TACAGG.T..TCGA......AT..CG..A...G....A..T.A.AAC.AA---AAT..T.T.G.G..TG.TTTG..TT.GTCAACA....A.G.TATT.....TAAGATC..A..G...CA......G.....A.....TTC..CG.TGAAGCTGAAC..CT.TC.TC..C.TTC.
Ciona-intestinalis_ENSCINP00000030925_tbx6a           ..A.T.CAGC.A.....A...A.GGTG.CA..T..AGGA....TTCATTCA..ACAGA.AA.G.TTC.T..T..T..TAGT..ATCACCG..TAGAA.A........TGACATAA.T..T..TTAT..AA.....T.AT.A...TCCG.A...GGTC..TCCAC...CG.TC.....TC.
Ciona-savignyi_ENSCSAVP00000019828_TBX            ....TTCAGC.A..A..A...A.GGTG.CG..A...GG.....T.CAT.CC...CAGA.AA.G.TTC.T...T.C..TAGT..GGCAACA...AGCA.A.......CCGACAT...T..T...TA....A.......G..G..TTCTA.A...GGAA.GTCGACG..TG.TC.C...TCA
Ciona-intestinalis_ENSCINP00000032899_TBX             ....TTCAAC....G........GGTA.CG..TCGAGGA..A..CCAA..T...CAGA.AT.T..TT.A.....CA....A..TTG.AG...GCAA..A.........GA.AT.A.T..G..TCAT..A..A........A...TCTTGTGGAAACTC..C..ATT.CC.CA.AC..TC.
Ciona-savignyi_ENSCSAVP00000019830_TBX            ....TTCAAC....G........GATA.CT..TCGTGGA..A..ACATA.C..ACAAA.AT.T..TT.G......A....A..TTGTAC...ACAA..A.........GATATC..T..T...CA...A..T...T.A..A...TCTTGTGGAAATTC..CA.ATT.CC.CA.AC.TTC.
Ciona-intestinalis_ENSCINP00000006296_tbx6b           ....TTCAAC....G........GGTA.CG..TCG.GGA..A..CCAA..T...CAGA.AT.T..TT.A.....CA....A..TTG.AG...GCAA..A.........GA.AT.A.T..G..TCAT..A..A........A...TCTTGTGGAAACTC..CC.ATT.CC.CA.AC..TC.
Ciona-savignyi_ENSCSAVP00000019836_TBX            ....TTCAAC....GA.......GATA.CT..TCGTGGA..A..ACATA.C..ACAAA.AT.T..TT.G......A....A..TTGTAC...ACAA..A.........GATATC..T..T...CA...A..T...T.A......TCTTGTGGGAATT.T..A.ACT.CC.CG.AC.TTC.
Ciona-savignyi_ENSCSAVP00000014169_NONE           ....TTCAAC....GA.....C.GATA.CT..TCGTGGA..A..ACATA.T..A.CAAAGA.T.TAT.TGCA..C..A------------------------------------C.CA....GTA.CG.ACA.C.A.G------------------------.AT---------------
Ciona-savignyi_ENSCSAVP00000014169                ....TTCAAC....G........GATA.CT..TCGTGGA..A..ACATA.C..ACAAA.AT.T..TT.G......A....A..TTGTAC...ACAA..A.........GATATC..T..T...CA...A..T...T.A......TCTTGTGGGAATT.T..A.ACT.CC.CG.AC.TTC.
Ciona-savignyi_ENSCSAVP00000014150_NONE           ....TTCAAC....GA.....C.GATA.CT..TCGTGGA..A..ACATA.C..ACAAA.AT.T..TT.G......A....A..TTGTAC...ACAA..A.........GATATC..T..T...CA...A..T...T.A......TC.TGTGGGAATT.T..A.ACT.CC.CG.AC.TTC.
Ciona-savignyi_ENSCSAVP00000019837_TBX            ....TTCAAC....G........GATA.CT..TCGTGGA..A..ACATA.C..ACAAA.AT.T..TT.G......A....A..TTGTAC...ACAA..A.........GATATC..T..T...CA...A..T...T.A......TCTTGTGGGAATT.T..A.ACT.CC.CG.AC.TTC.
Ciona-savignyi_ENSCSAVP00000019847_NONE           ....TTCAAC....G........GATA.CT..TCGTGGA..AT.ACATA.C..ACAAA.AT.T..TT.G......A....A..TTGTAC...TCAA..A.........GATATC..T..T...CA...A..T...T.A......TCTTGTGGGAATT.T..A..CT.CC.CG.AC.TTC.
Ciona-savignyi_ENSCSAVP00000019839_NONE           ....TTCAAC....G........GATA.CT..TCGTGGA..A..ACATA.C..ACAAA.AT.T..TT.G......A....A..TTGTAC...ACAA..A.........GATATC..T..T...CA...A..T...T.A......TCTTGTGGAAATT.T..A.ACT.CC.CG.AC.TTC.
Ciona-savignyi_ENSCSAVP00000019844_TBX            ....TTCAAC....G........GATA.CT..T.GTGGA..A..ACATA.C..ACAAA.ATAT..TT.G..T...A....A..TTGTAC...ACAA..A.........GATATC..T..T...CA...A..T...T.A......TCTTGTGGGAATTTT..A.ACT.CC.CG.AC.TTC.
Branchiostoma-floridae_BRAFL124781_NONE                GGC..TCG....AA.C.......CGTG.T.AA.GGAGAT.CC..CAG...AG..GA.A....G..TG.......CA.G.GT..GG.G.A.......A.GCTC...G.GCGC..GC.CG....TCC.GC.C....G....G..GT.GGA.GC.TGAT..GTC.ATGG.CCA.C...GGTCT
Branchiostoma-belcheri_BRBE302730F-t1_NONE             GCC...CGT...AA.C.......CGTG.TG..GCGCGAT.CC..CAG...AG..GA.A....G...G.......CA.G.GT..GG.G.A......CA.ACTC...G.GCGC..GC..G....TCC.GC.C....G....G..G..GGG.GC.TGAT..G------G.CCA.C...GGTCT
Gallus-gallus_ENSGALP00000010286_TBX6           ....GGAAT..A.ATC......AAGTT.CT..A..AG.A.....CCAGC.C..TT.TC..AC...TG.......A..T..C...GCTCCT...AGC...........GGA......C......CAG..AC.G..G...........CACTCTGGATCA.CA...G..C..CC..C..TC.
Homo-sapiens_ENSP00000378650_TBX6                CGC.GGCAGGG.C.GCGC....AG...A........G.A.....CCG.C....TGA.C.T........T.....C.....T..TGC.ACT..T..A..T......CGGCAG........T...CATCGT.....G..........GCACGCTGGACCCCCAC..CC.G..CC..C..TC.
Homo-sapiens_ENSP00000457035_MGA                 ....GGAATGGTC.TTG.....AA..TA.T..G...G.T..A..TCAT..TTT.G.GA.G..T.T...T..T..A..A..T..TTC.ACA..TCATT.T......C.TCA...A..A..T...TAT..AC.......T........TACACTGGACCA..AA..G..C..C...C..TCT
Gallus-gallus_ENSGALP00000014078_MGA            ..A.GGAATGG.C..TG.....AG...A.T..G...G.A.....CCAT....TTG.AC.A..G.TT..T..T..A..G.....TTC.ACT...CA.T........C.CCAG..G..A..T...TA...AC....G..T........TAC.CTGGACCAG.AG..T..C..CC.AC.TTCT
Drosophila-melanogaster_FBpp0076274_Doc2               ....T.TC.GG.TC.C..........A.C...AGGAG........CAAAGT..CCAGC.GA.G...C.G..T......AGT..GGC.AC...T..C..T...CA.GCGCAG..CA.ACTG....AT........GT.G.....T..CACGCTGGATAACA.C..C..TG.CC..GC....
Drosophila-melanogaster_FBpp0076249_Doc1               ....T.TC.GGTTC.C..........G.C...AGGAG.......CCAGAGT...CAGC..A.G..TC.G..T......AGT..GGCGAC...T..C..T...CAATCCCAGG.AT..CT.....A............G........TACACTGGACA.CA.C.....CG.T...GC....
Drosophila-melanogaster_FBpp0076248_Doc3               ....T.TCTGGATC.C.......G..G.C...AGGAG.......CCAGAGC...CAGC..A.G..TC.G..T.....GAGT..AGC.ACG..AAAA......CAATCCCAGG..C..CT.........A..G...T.G..G..T..TACGCTGGATAACAA...T..CG.C...GC....
Caenorhabditis-elegans_CE0F21H11-3_NONE                 ....T.AAT..TA.TCGA...A.GATT.CT..A..AG....T..CGAAA....A.AAACTT.G..T..T..T.....T..T..GTCAACT....A...T......TC.AA.GGC.CCAA...TCA...AC..........A..T..TA.ATCGGATAAGCA.....C...TC.C...TCT
Oikopleura-dioica_GSOIDP00004289001_TBX          ....TTCA......GCGC...C.AGT..C...A..AG.T..T...GAAA...ATCCAC.AA.G.T...T.....A..T......TG..C...TT...........TCGCGC..GA.T..A..TCA...AA.G........A.....TA.TTCTGACA..TC...C.CG..TC.....TCA
Oikopleura-dioica_GSOIDP00011582001_TBX          ..A.TTCA....TCGCGC...A.GGTG.CG..A..AG....T..TGAAA.T.A..AAAAGTGGGT.CCG..T..T.....A..AGCA.CG..A.A...T.......CCAAG..AA.T.G...TC.A..AA.G..............TA.TGCAGAATCC.....C.CGG..C.A......
Oikopleura-dioica_GSOIDP00004999001_TBX          ..A...CA....TCATGT...A.GGTG.C...A..AG....T...GAAC.C..CC.AA.AT....T..T.....T.........GC.ACA..A.AA..G........TCGT..CA.CAGT..TCA....TG...G..T..A.....TA..GC.GACCC.CAC.TTGCG..CC.....TCA
Oikopleura-dioica_GSOIDP00007455001_TBX          ..A..TCA...TACACG....A.GGT..CA.....AG....T..TGAGC.T..A.AGC..A.G..TG.G.....A........GGCAACT..A.AA..G........CCGG..AA.C.....TCA...AC.G.....G..G..T..TA...CTGACCCGCA.....CG..TC.C...TCG
Botryllus-schlosseri_botctg007226g53212_TBX          ..A.T.CA...TTCGAGA...A.GGTG.CG..A..AG....C...GAGC.A....AGA.AA.G..............T..T..GGCAAC...G.AA..G........CAG...C..T..G...CA....C.G..G...........CA..GCGGATCCGCAC..T.C...TC.C...TC.
Ciona-savignyi_ENSCSAVP00000016396_TBX            ..A.T.CA...TTCAAG....A.GGTG.CT..A...G....C..AGAGT....A.AAC.AA.G.....T.....T..T..A..AGC.ACA..G.T...G........TCG...C.....G...CA...AC................CA.AGCGGATCC.CAC..T.C...TC.....TC.
Ciona-intestinalis_ENSCINP00000017704_TBX             ....T.CA....TCTAGA...A.GGTA.CA..G...G.G..C..CGAGC.C..C.AAA.GA.G...........A.....C..GGCAACA..G.A...A........TCG...A.....G...CAT...C....G...........TA..GCGGATCCTCA...C.CC..T......TCA
Branchiostoma-belcheri_BRBE007460F-t1_NONE             ....TTCA....TC.CGC...A.GGTG.C.......G.G..C..AGAGA....C.AAC..A.G...........C.....T..GGC.AC.....A..........TCCAA.A.C........TCA....C.......G........CA..TCGGACAA.CAC..T.C...CC....TTCG
Branchiostoma-floridae_BRAFL79853_TBX                  ....TTCA....TCGCGC...A.GGTG.C...G...G....C...GAGA....C.AAC..A.G...........C.....C..GGC.ACA..A.A..........TCCAA.A.C........TCA....C................CA..TCGGACAA.CAC..T.C...TC.C..TTCG
Homo-sapiens_ENSP00000240328_TBX2                ....T.CA....TCGCGC...A.GGTG.CG......G....C..TGAGA....C.AAC..A.G...........A...AGC..AGC.ACG..G.A...G......GCTAAG......G.....CA....C.G..G..G........CA..TCTGACAAGCAC..C.CC..CC.A...TC.
Gallus-gallus_ENSGALP00000038419_TBX2           ..A.T.CA....TC.CGC...A.GGTG.C...G...G....C...GAGA....C.AAC..A.G...........C...AGC..GGC.AC.....A...G......GCCAA...C..TG....TCA...AC....G...........CA..TCGGACAA.CAC..C.CC..CC.....TC.
Homo-sapiens_ENSP00000257566_TBX3                ..A.TTCA...TTCTCG....A.GGTG.CT..T...G....C..CGAAA....A.AGA.GA.G.....T.........AGC...GCTACT..G.AA..G......TCCAA.GTC..CA.T...CA...AC.G..............CA.TTCAGACAA.CA.....CT..A......TC.
Gallus-gallus_ENSGALP00000013415_TBX3           ..A.T.CAT..TTC.CG....A.GGTA.C......AG.T..C..TGAAA....A.AGA.AA.G...............AGC..GGC.AC...A.AA..A......TCCAA.GTC..CA....TCA....C.G..G.....T.....CA..TC.GACAAGCAC....CC..T..A...TC.
Ptychodera-flava_PF10086-t1_TBX                 ....T.CA...TTCGCGC...A.GGTG.CA..G..AG.A..C..AGAAA......AGA.GA.G.....T.....A..T......TG.ACG..A.A...G......C.GAA.TTG........TCA...AC.G.....G..A.....CA..TC.GATAA.CAC....CG..CC.C..TTCA
Acanthaster-planci_oki5-22_oki5-22            ....T.CA....TC.CGC...A.GGTA.CG......G....C..TGAGA....A.AGC..A.G........T..C..........G.AC.....AA..G......C.GAA.A.G..C......CAT...C................CA..TCAGACAAGCAC..C---------------
Strongylocentrotus-purpuratusS_SPU023386-tr_SP-TBX2-3         ....T.CA...TTC.CGC...A.GGTG.CA......G....C..CGAGA....C.AAC.GA.G.....A...........A..G.G.AC.....AA..A......C.GAA.TG...C..A...CAT...C.............T..CA..TC.GACAAGCA.....CC..AC....TTCG
Drosophila-melanogaster_FBpp0303589_bi                 ..A.TTCAT..TA.TCGC...A.GGTG.CT.....AG.G..T..CGAGA....A.AAC..A.G..T.....T..A..T.......CAACG..T.A...A......C.GAA.GT...T..A..TCA...AT.A...T.G........TA.T.GTGATAA.CA.....CG..CC.....TCG
Crassostrea-gigas_EKC26469_NONE               ..A.TTCAT...A..CGC...A.GGTG.CG..A..AG....C..AGAGA....C.AAC.GA.G...........C.....C..A.G.ACT..G.AA..A......C.GAA.GTG..C......CAT...C.G.....G.....T..CA.TTCGGACAAGCAC..C.CG..TC.C..TTC.
Crassostrea-gigas_EKC26468_NONE               ..A.TTCA.......CGC.....GGTG.CA..A..AG....C..AGAAA....C.AAA.AA.G..T........C.....C..A.G.ACG..G.AA..A......C.GAA.GTG..T......CAT...C.G.....G.....T..CA..TCGGACAAGCAC..C.CG..CC....TTC.
Lingula-anatina_LIANg5267.t1_NONE                 ....T.CA....A..CGC...A.GGTG.CG..G..AG.G..C...GAGA....T.AAA.AA.G.....T..T..C..T..C..AGC.AC...G.AA..A......C.GAA.ATC..A..T..TCA....T.G..G..G........CA.TTC.GACAA.CA.....C...TC.C...TC.
Lottia-gigantea_LotgiP116991_NONE                  ..A.TTCA...TA.TA.A...A.GGTT.CT..A..AG.G..T...GAAA....C.AGA.AA.G..T.....T..A..T..A..A.GTACA..G.AA..A......C.GAA.AT...C..G...CAT..AC....G..T..A.....TA.TTCTGATAA.CA...T.C...A..A...TCG
Lottia-gigantea_LotgiP117095_NONE                  ..A.TTCA...TA.TA.A...A.GGTG.CT..T..AG.G..T...GAAA....C.AGA.AA.G..T.....T..A..T..A..T.GTACA..G.AA..A......C.GAA.AT...C..G...CAT..AC....G..T..A.....TA.TTCTGATAA.CA...T.CG..T.....TTCA
Lottia-gigantea_LotgiP117236_NONE                  ..A.TTCAT..T..TA.A...A.GGTT.CT..A..AG.A..T..AGAAA....T.AAA.AA.G........T..A..T..A...TGTAC.....A...A......C.GAA...A..T......CAT..AC.......A........TA.TTCAGATAA.A....GGCT..A.....TTC.
Lingula-anatina_LIANg5248.t1_NONE                 ......CA....TC.........GGT.ACG..G...G.......TCA.A.....G.GA.AT.G..T..T........T..C..ATCT.C...A..............GCAGT.G..C..T...CA...AC....G..G..G..T..TAAT.TGGACCAGAA...C.....T......TC.
Crassostrea-gigas_EKC20476_NONE               ......CA....TCA........GGT.AC...A..AG.G..A..ACA.A....CG.GC..C.............C.....C..GGC..C....T.C...........GCAG..AA..AG....CA....C.G.....G........CAATCTGGACCAGAA.........TC.....TC.
Lottia-gigantea_LotgiP171118_NONE                  ..A...CAT..TTCA..A......GTAACT..T..AG.T..A..TCATA....AG.AC.TT.G.....T.....A..T..A..TGCT.CT..T..C..T........GCA...A..AC.A..TCAT...C.......T........CAATCT.GATCA.AA....G.T..A.....TTCT
Octopus_Ocbimv22029974m.p_NONE            ..A..TCA...TTC...A.....GGT.ACA.....AG.T..A..CCA.A....AG.AC.TC.G...G..........T..C..AGCA.CA...T....T........GCA...A..C..A...CA...AC..........T.....CAATTTGGACCA.AAC.....T..TC.....TC.
Branchiostoma-belcheri_BRBE302740R-t1_NONE             .....TCA....TC...A.....GGTAA....T..AG.G.....CCTGA.....G.TA.AC.G...........C..TAGT...GCTACA...A....G.........CAGT.A..TA.....CA...AC.......T........CGC..TGGACCAGCAA..G..C..CC.....TCG
Branchiostoma-floridae_BRAFL124782_TBX                 ......CA....TC.........GGTGA....G..AG.......CCTAA.....G..A.AC.G...............AGC...GC.ACA...A....G.........CAGAGC..CA.....CA....C................CGC..TGGACCAGCAG.....C..CC.....TC.
Saccoglossus-kowalevskii_Sakowv30012255_TBX             ..A..TCA...TTCG........AGTAAC...T...G....A..ACATA....CG.AA.AC.G........T..C........GGCTACG..A..CGTG.........CA.GT...CAG...TCAT..AA.G.....T........TAA.CTTGATCA.CAC.....TG.AC.....TCG
Ptychodera-flava_PF18712-t1_TBX                 ......CA....TC..........GTGACG......G....A..CCA.A....CG..A.AC.G.....T.....C..T.....GGC.ACT.....CGTT.........CAGGTC..CA.A..TCA....A.G..G..A..A.....CAA.TTGGATCA.CAC.....TG.AC.....TC.
Acanthaster-planci_oki84-57_oki84-57          ......CA....TCG........GGTGTCG..A...G........CA.A....C...C.GC....T.................GGC.ACT..G..TGT.........GCAGGTG..CA......A...AC....G..G........CAA.CTGGACCAGCAC..C..T..C......TCG
Strongylocentrotus-purpuratusS_SPU020346-tr_SP-TBX6           GTTGCA---------T.T....AAGTGTCAAAG.TTGGA.G.------------TCA.C.A..CGT..TG..GGCA.ACTT..G.TGA.T..A---------------------..T------------------------------------------------..C..TC.T..TTCG
Strongylocentrotus-purpuratusS_SPU020345-tr_SP-TBX6-16        ......CA....TCG..A.....GGTGTC...T..AG.A..A..CCA.A....C...C.GC...................T..GGC.AC...G...GT.........GCA.GTG..CA.....CA....C....G..G........CAA.TTGGACCAGCAC....C.C.C.CTCCGTCA
Strongylocentrotus-purpuratusS_SPU021963-tr_TBX               ......CA....TCG..A.....GGTGTC...T..AG.A..A..CCA.A....C...C.GC...................T..GGC.AC...G...GT.........GCA.GTG..CA.....CA....C....G..G........CAA.TTGGACCAGCAC...---------.GT...
Branchiostoma-belcheri_BRBE007470F-t1_NONE             ....TTAA.G.GTC.A.....TC.GTG.CG..G...G.......TG..A.....G.TA.A..A.T.G.G.....C..T.....GGCTACG..................CA.GTG....GT...CAG..AC....G..A........CTAT.TGGACAC.TTC.....T.........TCT
Branchiostoma-floridae_BRAFL221802_BRAFL221802         ....T.AA.G.GTCGA.....TCCGTG.CG..G...G.T.....CG..A.....G.GA.G..G.T.G.G.....C........GGCTACA...A..............CA.GTG....GT...CAG...C....G...........CTA..TGGACACGTTC.....T...C.....TC.
Gallus-gallus_ENSGALP00000013419_TBX5           ..A.TT.CAG.TAATA.A...TCCGTGAC...G...G.A..A...G..A....CG..C..C.....G.G.....C.....C...GCTACT..A..C..........GGCAGTTG..T......CAG...C....G...........C.A.CTTGACCCCTTC.....C..CC.....TC.
Homo-sapiens_ENSP00000309913_TBX5                ..A.T..CAG.TAATA.A...TC.GTGACG.....AG.T.....CG..A....TG..C..C.G...G.G.....A.....C...GC.AC...G.....T.......GGCAG.TC..C......CAG..AC....G...........C.A.CTGGACCC.TT...G..T..TC.A..TTC.
Gallus-gallus_ENSGALP00000008462_TBX4           ..A.T.TGTG..AATA.A...A.GGTG.CT..G...G.A..A..CG..A.....G..C.GC.G..TG.G.....T........TGC.ACT..A............CGGCAG.TC.........CAG...C.G..G...........C.A.CTGGATCCCTTC..GGCG..TGC.GGG.TG
Homo-sapiens_ENSP00000377435_TBX4                ....T.TGTG..AA.A.A...A.GGTG.CA..G...G.T.....AG..A....AG.AA.GC.G..TG..........T..T..TGC.ACA..A..C.........CGGCAG.TG..C......CAG...C.G..G..G..A.....C.A.CTGGACCCCTT...C..C..CC.C...TCT
Drosophila-melanogaster_FBpp0311870_org-1              GCC.TTCA....TC.TGC.....GGTG.CT......G.G..T..CATTTCC...CC.A.GA.TC.TG.G..T..C........AGC.G.....T.CA.T........GCAGATC........TGA...AT.G..G........T..C.AGCTGGAC.A.AA......C..TC.....TC.
Branchiostoma-floridae_BRAFL56662_BRAFL56662           GCT.T.CA..G.TCGTCC...C.GGTA.CG..G...G....C...GA.A.......GC..A..C..G.T...........A...GCTAAG.....C..G.........CAGATC..C..G...GA....C.......G........C..ACTAGAC.ACAAC........T..A..TTC.
Branchiostoma-belcheri_BRBE001960F-t1_NONE             GC..T.CA..G.TCGTCC...C.GGTG.C...G...G....C..CGA.A.......GC..A..C..G.G.....C........GGC.AAG........G.........CAGATC..C..G...GA...AC....G...........T..ACTGGAC.ACAAC..G.....CC.A..TTC.
Homo-sapiens_ENSP00000331791_TBX1                GCC.T.CA..G.TC.TCC...C.GGTG.CG..G...G....C..TG..AC...AG..C....GC..TA...............TGC.AAG........G........GCA.ATC.........GA....C....G..G........C..ACTGGAC.ACAAC..C..T..TC....TTC.
Gallus-gallus_ENSGALP00000005682_TBX10          GCC.T.CA..G.TCGTCT...C.GGTG.CT...CGTG.T..C..AG.A.CT..CG..C.T...C..T.......C.....A..GGC.AAG........G......CGGCAGATC..C.....TGA....C....G...........C...CTGGAC.ACAAC..C..C..CC.C...TC.
Homo-sapiens_ENSP00000335191_TBX10               GCC.T.CA..G.TCG.CC...C.GGTG.CG......G.A..C..AG..ACA..TG..C....GC..T.......C........AGC.AAG..T..C..G......CGCCAGAT.........TGA....C....G..G........C..GCTGGAT.ACAA...C..C..TC.C...TCT
Botryllus-schlosseri_botctg007040g52628_NONE         GCT.TTCA..GTTCAAGT...C..GTG.C......AG....T......A....CCCTC.AA.AC.TCGA..T..A.....T...GC.AAG..AT....T........GCAGATC.....T..TGAT...T.G..G........T..T..GTTGGAC.ATAAG..CG.G.GT.G..TGT..
Botryllus-schlosseri_botctg099746g48325_TBX          GCT.TTCA..GTTCAAGT...C..GTG.C......AG....T......A....CCCTC.AA.AC.TCGA..T..A.....T...GC.AAG..AT....T........GCAGATC.....T..TGAT...T.G..G........T..T..GNTGGAC.ATAAG..C..T..CC.C...TCG
Ciona-savignyi_ENSCSAVP00000001395_TBX            GCA.TTCA..CGTCAAGT...TCAGTT.C.......G....CG....AA....TCC.C..A.TC..G....T..A..T......GCGAAG....GC.......CC...CA.ATC..C..A...GAT...C.G..G........T..TT.GCT.GAT.ACAAC.....C..CC.C..TTCA
Ciona-intestinalis_ENSCINP00000008846_tbx1            GC..TTCA..CATCAAGT...TCGGTG.CT..G..AG.G..CG.AG.AA....ACCTC.TA.TC.TG.T..T..A........AGCAAAA..A.GA..T.........CA.ATC..A..T...GAT..AC.......T..G.....TT.ACT.GAC.ACAA......C..AC.C...TC.
Saccoglossus-kowalevskii_Sakowv30001714_TBX             GC..TTCA..G.TCTAGC...T.GGTT.CT..AC..GGT..C..CGAAA....TG.GC.TA.TC.TG.G..T..A.....C..AGCTAGA..TT.AAT..........CAGATC..A..G...GAT..AC..........A.....TT.ACTGGAC.ACAA.........T......TCT
Ptychodera-flava_PF1550-t1_TBX                  GCT.TTCA..GTTCTAGT...C.GGTT.CT...C..GG...T...GAGA....CG.AC.TA.TC.TG.A.....C.....C..AGCTCG...TT.AATA.........CA.ATC..A......GAT..AC.......A........T..ATTGGAC.ATAAC........AC.....TCA
Acanthaster-planci_oki84-25_NONE              GCC.T.CA..GTTCAAGC...C.CGTG.CG......G....T...GAGA.....G..C.TA..C..G................GGC.CGG.....TATG.........CAGATC.........GA...AC.......G.....T..C..GCTGGAC.ATAA...C..T..C......TC.
Strongylocentrotus-purpuratusS_SPU006150-tr_SP-TBX1           GCT.T.CA..G.TCAAGT...C.AGTA.CT..T..AG....C...GAGA.....G.TA.GA.AC..G.T...........C..AGC.CGT..T...ATG........GCA.AT...A..G..TGA...AC....G..G..G..T..T..TCT.GAT.ATAA...G..T..C..A..TTCA
Lottia-gigantea_LotgiP104372_NONE                  TCC.T.CAT.G.TCTAGT.....GGTG.CT..G..AG.A..TA.TCAGA.....G.AA.AA..C....G..T..A..T..T..TGCTAAA..AT.A..G........GCAGAT.A.A..A...GAT..AT.A...T.A..T..T..TT.ATTGGAC.ACAA......T..T.....TTC.
Crassostrea-gigas_EKC35275_NONE               TCC.T.CAT.G.TC.AGC.....GGTG.CG......G....C..ACA.A....CG..A.AA.AC..G.G..T..A.....A...GC.AAA...T....G........GCA.GTG.....G..TGA...AT.G........A..T..TT.A.TGGAC.ACAAC..T..C..C.....TTCT
Lingula-anatina_LIANg3679.t1_NONE                 TCC.T.CAT.CGTC.AGC.....GGTG.C.A.T...G.T..C..CCA.A....CG..C..A.AC..G.............T..GGC.AAG..G..A..G.........CA.GTG.........GA....T.G..G..G.....T..T..A.TGGAC.AGAAC........CC....TTCA
Octopus_Ocbimv22036284m.p_NONE            TC..T.CAT.GTTCAAGT...A.AGTATCA..G..AT.G..A..C.AT..T..TG.AC.GT..C.T..T.....T..T..C..TGC.AAA..A..A..A.........CAGAT....G.T...GAT..AC.......G.....T..C.CG..AGATTTGAAC........T.....TTCA
Caenorhabditis-elegans_CE0H14A12-4_mls-1                TCA.TTCATC.AA..A.A...A..T.TAC...TCCAGGG..AAGTGAAC.C......A.AA.G.TTG.T...A.......C..AGCTCGT..T..T..T......CGGG.T.....TAGT..TGAT..AA.G..G..A..A.....T.AGCTGGATAACAA.........TG....TTCA
Oikopleura-dioica_GSOIDP00014261001_TBX          GTT...AATTCTTCAA........T.G.TT..A..CG.T..TA.AAATC....AGAAC.A..T...G.T..T..A..A.....AC.GAAG..AT.AG.T.......G.....T...CAA....GA...AC.A........A.....CGAA...GACAC.AAA..G..C..CC..C.TTCG
Crassostrea-gigas_EKC21660_NONE               GTC...CA..GTTC.A.A...A.GGTGTCT..ATT.GGG..CGA.ATGA.A.GAGA.CAAA....TCGA.....C.....A..GGCAGAT.....TGTTCTTGA.TCTCA.ATA........TGAG.G.A.T..............CGA.TCTCCTAA.TA......TTCT...CTGTCT
Octopus_Ocbimv22013221m.p_NONE                         ---------------------------------------------------..C.ATCAAAG.....CT.....CA....T....TGAGT...T.AT.TATA....GTCA.GTGT....A..TGAG...A.....T.G.....TC.CAAA.G.CTGACC------..CTCC...GTTTCA
Branchiostoma-belcheri_BRBE226220R-t3_NONE             GT....CA..G.TC.A.....A.GTG..C...GTCCG.G..CG.CC.GCCC...CC.A.G..G...G.......C.........GC..CG..A.A.GC.......CGCCAGA.C..C......GA...AC....G...........CGAG...GAC.A.CAG.....T..CC.CC..TC.
Branchiostoma-floridae_BRAFL242936_NONE                GTC...CA..G.TC.A.....A.GTGT.C....TCCG.G..CG.CC.TCCC...CC.A.G..G...G.G.....C..T.....GGC..C...A.A.GC.......CGCCAGA....C..G...GA...AC....G...........CGAG...GAC.A.CAG.....C..TC.CC..TC.
Branchiostoma-floridae_BRAFL122956_TBX                 GTC...CA..G.TC.A.....A.GTG..CG..GTCCG.A..CG.CC.TCCC...CC.A.G..G...G.......C..T.....GGC..CG..A.A.GC.......CGCCAGA.C..C..G...GA...AC....G...........CGAG...GAC.AGCAG.....C..TC..C..TCG
Ciona-intestinalis_ENSCINP00000006942_tbx15-18-22     GTC...CAT.G.TC.C.A...A.GG.A.CA....CCA.A..AG.AAG.ACC..ACCTC.AACT...G.G..T..T..T.....AGCG.CT..T.ACGTA.........CAG..AA.CA.A...GA...AT.A.....G.....T..CGAAC.GAACAACAAG..TT.G..CC..C..TCG
Ciona-savignyi_ENSCSAVP00000006032_TBX            GTC...CA..G.TCTC.A...A.GG.T.CG..T.CCA.G...T...G.ACC..ACC.C.AAC....G.G..T..T..T.....AGC.AC...T.ACGTG.........CAG..AA.CA.A...GA...AC.A..G..G..A..T..CGAAC.GAATAAGAAG..TT.G..CC.TC..TCA
Oikopleura-dioica_GSOIDP00014264001_TBX          GTT..TCATTCTTCAA.....A.GGTT.CG..A.CTG.A..TAATC.T..T...CCGC.A..T..T..T..T.....AAGT..GC.AACT....AAAG........GGCAGAACC..AGT..TGA....C.G........A.....CGAA..TGACACTCA..CC---------..TCCA
Gallus-gallus_ENSGALP00000039814_Tbx22          GTC...CA..G.TCGC.....A.GGTG.CA..G..CA.G..CT.C.G.A.CA.ACCAC.GC.............C.....C...TG..CG..G.AAACG.......GGCA.ATCA.CAG....GA.CG...G..G...........CGAG.TGGAC.ACAAG..G..C..CC..C.GTC.
Homo-sapiens_ENSP00000362388_TBX22               GTC..TCA..G.TCAC.....A.GGTA.CT..G..TA.A..CTT..G.A.CATTCCTA.AT....TG.T...........A...TG..CG..A.A.AC.......CGGCAGATCA.CAG...TGATCGCA.G..............TGAG.TGGAT.ACAAA..C..C..TC..C.ATC.
Homo-sapiens_ENSP00000487295_TBX22               GTC..TCA..G.TCAC.....A.GGTA.CT..G..TA.A..CTT..G.A.CATTCCTA.AT....TG.T...........A...TG..CG..A.A.AC.......CGGCAGATCA.CAG...TGATCGCA.G..............TGAG.TGGAT.ACAAA..C..C..TC..C.ATC.
Homo-sapiens_ENSP00000362390_TBX22               GTC..TCA..G.TCAC.....A.GGTA.CT..G..TA.A..CTT..G.A.CATTCCTA.AT....TG.T...........A...TG..CG..A.A.AC.......CGGCAGATCA.CAG...TGATCGCA.G..............TGAG.TGGAT.ACAAA..C..C..TC..C.ATC.
Homo-sapiens_ENSP00000358437_TBX15               GT...TCAT.G.TC.A.....A.GGTG.CT.....TG.T..TT.CC.T.....CCCAA.A..T..T..A.....T..T..T.TAGCT.CT..A.ACAC........G.CAGGTG..CAGT..TGA...AC....G..T........TGAGTTGGAT.ATCAA.....C..TC..C..TCT
Gallus-gallus_ENSGALP00000023798_TBX15          GT...TCA..G.TC.A.A...A.GGTG.CT.....TG....CT.TC.A.....CCCAA.G..T.................ATTGGCT.CT..A.ACACT.......GGCAGGTG..CAGT..TGA....C....G..G........TGAACTTGAT.ATCAA........T..AC.TTCA
Gallus-gallus_ENSGALP00000036355_TBX18          GTT..TCAT.G.TC.A.....A.GGTG.CT..T..TG.T..CT.CC.G..A...CCTC.T..T..T..T.....C..T..A...GC..C...G.A.ACG.......G.CA.GTGA.CAG....GA...AC.G..G........T..TGAACTTGAC.ATCAA..G..T..CC.TC..TCT
Homo-sapiens_ENSP00000358677_TBX18               GTT...CA..GTTCGA.A...A.GGTG.CA..T..TG.T..CT..C.T.....ACC.C.T..G.....T..T..A........TGC..CG..G.A.ACT.......G.CA.GT.A.CAG....GA....C.G..G...........TGAACTGGAT.ACCAA..C..T..TC.TC.TTCT
Homo-sapiens_ENSP00000386170_TBX20               GCC...CA.CGGTC.TCC...C.GGTG.CT......G....C...C.GT....AGC.A.GC....TG.G..T..A..T..T..TTTTAC...T.A...ACTAC.C...CAGATG.....T..TGAA.....G..............TGAACTGGATCA.CA...C.....T......TCA
Gallus-gallus_ENSGALP00000019818_TBX20          GCC...CA.CG.TC.TCC...C.GGTG.CT.....AG....C..TC.TC.C..AGCAA.GC.G...G.G.....C.....C..GTT.ACG..T.A...G.T......GCAGATG.....G...GAG..A..G..G.....G.....CGAGCTGGATCAGCA...C..C..T..A...TC.
Branchiostoma-belcheri_BRBE148400R-t1_NONE             GC....CA.CGGTCGTCC...C.GGTG.CG..G...G....C...C.GCA...CGC.C.GC.....G.......C.........TT.AC.....A...GCTCCA....CAGATC..C......GAG...C.......G........CGAGCTGGACCAGCAC..C..T..TC.....TCG
Branchiostoma-floridae_BRAFL221869_NONE                GCC...CA.CGGTC.TCC...C.GGTG.CG..G...G....C...C.GCA...CGC.C.AC.....G.............C...TT.ACG....A...GCTCCA....CAGATA..C......GAG...C................TGAGTTGGACCA.CAC..C.....C......TCG
Ptychodera-flava_PF8208-t1_TBX                  GCC...CA.CGGTCATC....T.GGTG.C.......G....T..TC..C.A...GC.A.GC..........T........A...TT.AC...G.A...GCTCCA....CAGATG.....T..TGAG...C.A.....T..A..T..CGAGCTGGACCA.A.......T..T.....TTCG
Saccoglossus-kowalevskii_Sakowv30029504_TBX             GCC...CATCGGTCATC....C.GGTG.C...T..AG....T..TC.GT.A..AGCAC.GC.T...G.T.....A..T..A..ATT.AC...A.AA..GCTACAC...CA.ATG.....G..TGAA..AC.A.....T........TGAATTGGACCA.A.......T..T..A..TTCA
Acanthaster-planci_oki169-35_NONE             GCC...CA.CGTTCGTCT...T.GGTA.CT......G....C..TC.TT....TCCAC..C.T...G.A.....T.....A..GTT.ACT....AC..GCT.CAA.GGCAGATG.....T...GAG..A.....G...........CGAGC.GGATCA.CA...T..C..TC.C...TCG
Ciona-intestinalis_ENSCINP00000010822_tbx20           GCT..TCAT.GATCAAGC...T.AGTT.CG..T..AG.T..T..TC.TC.T.AACCGA.AC....TG.A..T...........ACTAAG...T..T..AGT.TGC..GCA.ATGTGT..A..TGAA..AC.A.....G.....T..CGAACTGGATCA.AA.A.TG.G..CC.T...TCA
Drosophila-melanogaster_FBpp0078710_H15                GCC...CATCG.A.TTC....C.GGTA.C...A...G.G..T...C.GCCA..CTC.C..A.T...GC...T.....T.GT..TCTGAGTCCG.A.GCACT.CGA...CAGGTC..C......GAA.....G..GT.G..A.....CGAG.TGGACAAGA.C...G.CG..C.....TCA
Drosophila-melanogaster_FBpp0078726_mid                GCC...CATCG.TC..CA...C.GGTG.C.......G....C..CG..CCC..AGCAC..C.....GC...T..T...AGT...TT.AG.T...A.GCGCTCCGC...CA.GT.A.C......GAG.....G..G..G..T..T..CGAA.TGGATAAGAAC.....CG.T......TCG
Strongylocentrotus-purpuratusS_SPU018392-tr_NONE              GCC...CATCGGTCATCA...C.GGTA.CG......G....T.....GT....ACCGA.GT.GAG.CG...T..C..T..A..GTT.AC...A.AA..G.T.C.C...CAG.T.C.C..A..GGAG...A....GT.G........TGAACTGGATAA.A.....G.G..CC....TTCG
Caenorhabditis-elegans_CE0T27A1-6_mab-9                 .TC...AA...ATCA.CT...C.CA.A.C...T..AG.G.....TGTGCCAAAA.ATC.ATAT...C.T...........C..ATTTAC...T.AT..ACT.C....GCACGTGA.T..G..TGAA...ACT...T.G..A..T..CGAGGTGGATAAGACG..TC....CC.A...TCA
Crassostrea-gigas_EKC38761_NONE               GCC...CA.CG.TCGTCC...C.GGTG.CG..A..AG....C..TC..C.T..C.CAC.TC.......G.....C.....A...TT.AC...T.A...GCTCCA....CAGA.G........TGAG..AC.G..GT.G........TA.GCTGGACAA.AA......T..A..A..TTCT
Octopus_Ocbimv22004458m.p_NONE            GCT...CA...ATCTTCT...C.AGTA.CT..G..AG.A..T..AG.AT....C.C.C.GC.A..T..G.....C..TGGA..TC...CA...TTAA.TCTACAA..GCAGA.A..A..G..TGAA..AT.A...T.G.....T..TT.ATTAGATAAGAAC..T..C..TC.A.....T
Octopus_Ocbimv22018977m.p_NONE            GCC..TCA..GGTCTTCT...T.AGTG.CA.....AG.T..T..AC..T.A..A.C.C.AT.....G.G..T..A..T.GT..TTTTACG..A.AA..A.TACAC...CAGA.G..A..A..TGAG..AC.A..G..G.....T..CA.GTCGGACAAGAC......T..AC.T...TCA
Lingula-anatina_LIANg8359.t1_NONE                 GCT..TCATCG.TC.TC....T.GGTA.CG..G...G.T..C..TC.TC.T..ATCTC.GC..C.T..T...........CA.GTT..C...G.A...G.TACAC...CAGA.C.........GAG..A........G.....T..CA.G.TGGACAA.AC......CG..C....TTCT
Crassostrea-gigas_EKC38760_NONE               GCC..TCA.CGATCA.C....C.GGTG.CG..A..AG....C..TC.TC.C..CTC.AA.A.....G.......A.....CGT.TT.ACG..A..A..ACTTCA....CAGATCA.C.....TGAG..AC.T..G..G........TG.ACTGGACA.G.C.........T.....TTC.
Lottia-gigantea_LotgiP179359_NONE                  GCC...CAT.GATCATC....T.AGTT.CT..A..AG....C..AC.GC.T..T.A.A.ATA.C.TG....T..T..T..A..ATTTACT..T.AC..ACTACAA...CA.A....C.....TGAA...C.G...T.A.....T..CA.G.TGGATAA.AC....G.C..A.....TTCA
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Caenorhabditis-elegans_CE0Y66A7A-8_tbx-33               C.A..TTCA..T..AAGC...TCC.GGAAGAATGTA.AGAGC------------.AGAAGACTATTGCAATGAAAACAGAAAAATT.ACT..ACAAG.TATC...CGTA.CGGCT..GAT..ATCAG.T..G..GG.GTTT..T.TTGGA.GTGATAAT.AC.C.C.CGA.G.ATCA.AT
Caenorhabditis-elegans_CE0F19B10-9_sea-1                G....T.ATC...A.C.A.....G---AA.T.TTT.AA.C..------------.AAAAGACGATTT..A.G...AC.AGTGAGG.GAAT..ATTCA.ACTT....GCCTTGGAA.CGATA.GTCTG.T..G..GA.TTT...T.TTGCA---------AAGA.C..CGAAG.TCT..T.
Caenorhabditis-elegans_CE0Y46E12A-4_tbx-43              ....TTAC.GCG..ACG.....AAT.GCTG.AT.TT.AG..AAT.GTTCAA....ATGAG..G.T.C.AATG------------..AAGT...CGAG.ACTCC.CC..CG.GGCC..AAAC.GGAA...C.G............TC.AAGG.TGCCCTCA...AT..TCGCG..C.GTCA
Caenorhabditis-elegans_CE0Y47D3A-10_tbx-34              TCA...CAA...CAGC.A...ACG------------------..A.TT.CT..CTCGGCAA..ACTGAAAC.GA.C.TAGAAAGG.AAC...T..CACG....AT.TGCGTAT...TCAG..TGA....T.GCTCA....ACGTG..T....TGATATTCAGC....CCACG..G.GCCG
Caenorhabditis-elegans_CE0T26C11-1_tbx-41               ...G.G------------------------------------------------CC.AAGT..ATTTGT..T....CTGGAAT...GA.G..A..ATTG....C.TCCAG.A.AA.T..A..TGAGG.TT.TTTCA......C...C.CAC.ACCTACCAA.TCC..CCATC..CCGCCA
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Strongylocentrotus-purpuratusS_SPU023441-tr_SP-TBX4           A.....G....CACT.....GC.GTT...T.AACGAC.TGG.G.C.TC.AAA.G.CAT.TATAT.A...T.G......TC...TG.T.....G..G..A..T........CC.TA.C...CAG..C.....AC..A.......T..T..T.....T..CAG...T
Acanthaster-planci_oki58-6_oki58-6            A....T..A..CACA..TT.....AT....AGC...T.....GT...GGG.A.AGCGCGCTT.GA....AGG.....GTC......T.....G..A.....T..C.G....C..A.C..CCAGT........C..A................A..G..C.GT..T
Branchiostoma-belcheri_BRBE200720F-t1_NONE             A..........CC..A.AAA...TAT.......CGCCAA..GGCCCAGGGT.ATCAT..CTT.CA.....A...A...GCC...G.G..G..G..G..G..T......C.CA..G.C..ACG.............A........................GA..T
Saccoglossus-kowalevskii_Sakowv30045822_TBX             A....T..A..CACT...GTA...A.G..AA.A...CAC...GGC.CGGGTA.GTTGCAGTTTT.T...CAGC.A..TTCA...........G.....T..T..A..T..AC.CG....CCAA.....A..TC..A.......A...........C..C.GT..T
Ptychodera-flava_PF10179-t1_TBX                 A.......A..CAC....GTT...GTG..TAAACG..AA..ATC..AGGGAGAGTTGTATTT.GAC....AA...G.GTC...............A..T........T..AC..G.C...CAA..C.....AC..A....T..A..............C.GA...
Lottia-gigantea_LotgiP76774_NONE                   A....T..A...------ATG..AA.GG.GA.C.TACAAG..GGA.AGGG...G.TAGTGATAC.AC.A.AA......GCA...T.T.....T..A.....T.........ACTA.C.TACAA........AC.TA.T..T..A..T..T.....T...AGA..T
Crassostrea-gigas_EKC38902_NONE               A....T..A..C------GT...TAGG..TAC.TTACA.G.AGTAGA..AAT...CGCGGTTTTT.C.GCAA.....GA.T........C..G..A.....T......AGCA.AA.C..CCAC.....A...CTCA....T..C.....T..A..C..C.GC.GG
Crassostrea-gigas_EKC41234_NONE               TAT..G.T...C.TAGTT.AG...TC...T..C..ATAT...ACCGTGT.AACG.C.CA.TT.C.TC..CATTC...GTCT..T..T..A..G..C..T..TA.C..TAGA..AG.AGTC.G...A..A.....CAGT.....T.ATT.T.....C..CAGA---
Crassostrea-gigas_EKC25637_NONE               .AA..G..A..CTT.GT...A..TTC.C....A..ACATG..G.AGTGT.AG.AGTGGAGT.TC.CA..CAA.CT..TACA...G.T..C............A.C...AGA...G.TG.G.ACT.A..A..A..CAGT.....A.ATT.......T...AGA---
Crassostrea-gigas_EKC26131_NONE               ..T..G......TTAGT.A.A..ATCTC..A.C..ACACG..AGATTTT.TG.GCTTGA.ATTC.AA.TC.T.TAT.GAC...TG.A..A..T..A..A...A.C..TAG....G.C..A.AG............AG...T..A.ATT....A..C..C.G.---
Crassostrea-gigas_EKC26852_NONE               ..T..G..A..CTT.GT...G..TTCG..T..C..ACACG.TG.A.TTT.TG.AGTGGA.TTTC.AA.TCGT.CC..GACC.....A..A.....A..T...A.C...CGA..AG....CAAA..C..A..TT.CAGT.....A.A.T....A.GG..C.GA---
Crassostrea-gigas_EKC26853_NONE               .....A..A..CCT.GT...T...TC......T..ACACG.TG..CTGT.GG.GGTGGAGTT.C.TA..CGA.CC...ACA........G..G..G......A.C...AGA...G.C..CAAA..C........CAG...T..A.A.T......GG..C.GT---
Crassostrea-gigas_EKC26851_NONE               .....A..A..CCT.GTT..T...TC......T..ACACG.TG..CTGT.GG.GGTAGAGTT.C.TA..CGA.CC..CACA........G..G..G......A.C...AGA...G.C..CAAA..C........CAG...T..A.A.T.A....GC..C.GT---
Botryllus-schlosseri_botctg014283g34614_TBX          .AA...TTA..CC.A........T.TGC..AC.G.A.C.G..GTTCC.TAT..TC...TCTT.T.T....GA.CA.AT..A...G..A....G...CAG..T.G.G.TCCT...---.GCCAAGC.CGCC..CGAA.TGGAGAC..T..A.GAAG.....GA..T
Ciona-intestinalis_ENSCINP00000003474_mT              T.A.....A..CC.A..T...C.T........TG.A...CCAACTTT.CAATC.C.A..TTT.GTTC.TC.TA.A...ACC..T..GA....T..ACTT..T..TG.TACA..TG.TG.ACAGT....A.....TTTG..T..T..T..G.GAT.....AGA...
Ciona-savignyi_ENSCSAVP00000003197_TBX            T...........C....T..AC.G..T.....TG....TCC.AC.TT.CAATCGC.A...TT.GT.C.TC..A.A..CACT.....GA.C..T..CCTG.....TG.TACC..TG.AG..CAA........A..C.TG.....A..T..A.GAT.T...AG....
Homo-sapiens_ENSP00000374205_TBR1                T..........CC....C...C.G..TG.G...G.A...C.G.CCG.CCG.G.GCAG..GTT...T...C.T.....T...........C.....C............AC...TA.T..ACAA.....A..AG.T........T..T..A..A.G.....G...T
Homo-sapiens_ENSP00000177694_TBX21               ..C..T.....CC....C..GC.G..T.....TG........GCTTCC.A.ACGCAT.TCTTT..T...CAA..A..C........T..C..G..............T.CC...A.T...CAG.....A..TG.TA.T.....C..T.....A.G...C.G...G
Homo-sapiens_ENSP00000388620_EOMES               T.A.....A..CC.A..C..AC.G..T..T..TG.A..TG.G.CCTC..AGAC.CAG..TTTT..C...T.A..A..G..A.....T..A..G...........A...ACC..TA.T...CAA..A.....TG.T..T.....C..T..A..A.GC..CAGA...
Gallus-gallus_ENSGALP00000041400_EOMES          ..A........CC....T..GC.T.....A...G.A...G.TTCTTC..AGACTCAA..GTTT.TT...C....A..G........A..A..T..A.....T..A...ACC..TA.T...CAG..C..A..TG.T.....T..T..T..A....GC..CAGA...
Branchiostoma-belcheri_BRBE176990R-t1_NONE             A..........CC.A..C...C.G......A.CG.....GG.G..C.CGTT..ACAGT.C....GC...C.......G...........A..T..C.....T......ACC..TA.C..CCAA........AG.CT.......T.....A..A.G...CAG....
Branchiostoma-floridae_BRAFL75072_TBX                  A..........CC.A..C..GC.G......A.CG.....GG.G..C.CGTG..ACAGT.C....GT...C...................A..T..C............ACA..TA.C..CCAGT........G.CT.......T..T.....A.G...CAGA...
Lottia-gigantea_LotgiP129911_NONE                  A.......A..CC.A..CA.AT.G...G.GA.TG....CG.G..A.AG.AG..TCT...T....GT..TA.............T..T.GC..G..A........A...ACT..CA.T...CAG.....A...G.C.....T..T..........GC..C.GA---
Crassostrea-gigas_EKC28235_NONE               A....T..A..CC.A..A..T.....TG.TA.TG.A..CG.A....A..GT...CAG..G..TG....TC.G..A........T..T..C..G.....A.....A...ACA..CG.A.G.---------------------------------------------
Lingula-anatina_LIANg26693.t1_NONE                A........C..C....T..A..T..TG.AA.TG.A..CG.GTCATCGGA....CAG..G...TGT..TC.A.....T..A.....A.....G..A.....T..A..TACA..CA.A..ACAG........AG.C.....T...........A.G...C.GC...
Lingula-anatina_LIANg7532.t1_NONE                 A........C..C....T..A..T..TG.AA.TG.A..CG.GTC.TCGGA....CAG..G...TGT..TC.A.....T..A.....A.....G..A.....T..A..TACA..CA.A..ACAG........AG.C.....T..A........A.G...C.GC...
Saccoglossus-kowalevskii_Sakowv30002752_TBX             A.......A..CC.A..CA.A......G.GA.CG.A...G..........TT.ACAA.......GC..TC.T..A..T......T....C..................ACA..CA.A..ACAAT........G.C..T.....A..T..T..A.G...C.G....
Ptychodera-flava_PF12118-t1_TBX                 A...........C.A..A..T..T...G.GA.CG.A..AG.T........GT.GCAG..G..T.GT...C.A..A.........T.T..C.....A........A...ACT..CA.A...CAA..T..A...G.T..T..T..A..T.....A.G...C.GT...
Strongylocentrotus-purpuratusS_SPU025584-tr_SP-TBR            A.....C.....C....T..A..T...G.TC.AG..T..G.GAGCC.CT.TA..CAA..C..T.GC..TC.......G..A...T.T.GC..G..G........A..TACT..CG.A..ACAA.....A...G.CT....T.....T..A..A.GC..CAGA..T
Acanthaster-planci_oki20-22_oki20-22          A......T....C.A..T..G......G..T..G.CC..GGAGCCC.GGTG..TCAG.......GC...C.T..............A.GA..G..A...........TACT..CA.C...CAG..C.....AG.C........A.....A..A.GG..C.GA..T
Drosophila-melanogaster_FBpp0304380_byn                T..........C..A..A..TG.G..TC.G..TCGC...G.G...C.TCA.G.GGT...CT.TC.A..TC.G..A..G.....T.....G..G..G..G..T.....T......G....AT.G............T.T..T..A..T........C........T
Lingula-anatina_LIANg6294.t1_NONE                 T....T..A..C..A..AA.G..T...T.A........TG.AAGA.A..GTA.GTCG...TT..GT...CAA..A..G........A..A.....A..A..T..A.....A...A.C..AT.AT...........T.T.....A..T.....A..C..C.A...T
Crassostrea-gigas_EKC28765_T               .....T..A..C..A..A...C.G...T.G..A..A..AC.GA.A.AGCG.A......GCTT..GT..TC.G.....T.....T..A..A.....C.....T.....T......A.T..C..C.....A..............T..T.....A..C..CT.A..T
Lottia-gigantea_LotgiP154800_T                  ..T..T..A..C..A..AA.A..T..T.....T.GA..CC.GA.A.A..GTA...TG...TTT.GC...C.T..A.....A.....T..A.....A..T.....A..T..A...A.A..AT..T.A..A.....A..T..T..A..T.....A..C...T.A..T
Octopus_Ocbimv22020340m.p_T            ..T.....A..C..A..CA.GT.A........C..A..CG.T.GA.AG.G.G.G.TG..TT...GT..T.TT.....T.....T..T...........T.....A..T..A..AA.C..AT.A.....A..T..A........C........A..C..CT.A..T
Saccoglossus-kowalevskii_Sakowv30011577_T               ..C..T..A..C..A..TA.AG.T..T...A.C..A..T..A...C.C.TGG.......C..T..T...AAA..C..C.GT.....T..C..T..C.....T........A...A.T.....A..C.....A..A.....T.....T..T..A..C..C..A...
Ptychodera-flava_PF18670-t1_T                   ........A..C.....A..AG.......TA.C..A..C..A...C.C.TGA.......G.....T...AAA..A....GA..T..T..C.....G..............A...A.C.....A...........A..T.....T........A..T..CT....T
Acanthaster-planci_oki15-190_T             ..C........C.....C..T......G..A.ACGA..C..A...C.TCT.A..C.T.GCTT..GT..TC.......G...........C.....G..............A..TA.T..GCAG..C.....A...TT.........T..A..A..C..C..T...
Strongylocentrotus-purpuratusS_SPU013015-tr_SP-BRA            ..T........C..A..A..T.........A.ACGT..C..A......TTGG.TG.A.GTT..T.C...A.A.....C.GC.....T..C.....A..A...........A..CA.A..ACAG..C.........T.......C..T..A..A..T..C.....T
Oikopleura-dioica_GSOIDP00000279001_T            ........A..C........AG.T......A.C..AA.CGC...AGA.TT.G...AG..C..GC.A...C.AAT...G.GA.....T........C..T..T............A.C..CT.GT....A...CGC........T..T........G.....C..T
Botryllus-schlosseri_botctg002459g63408_T            ........A........A..T..T..AG.G..C..A..TTCA.........A..GC...GTT.T....TC.T.....GA.A..T........A..A..G..T..A..T..A...---------------------------------------------------
Ciona-intestinalis_ENSCINP00000001477_CI-BRACHYURY    .....T..A..C..A..CA.G.........A..CGC..TTCG..ACA.GT.G.TGC.T.G..TT.A..TCAG......AG......T.....T.....T.....A.....A..TG.T...T.G..C.....A..AT.T..T..T........A..T..C..C...
Ciona-savignyi_ENSCSAVP00000003798_T              ..A.....A..C..A..C..G.........A....A..CTCG...CA..T.G..GCA..T...T.....A.G..A..CAGA.....T...........T...........A..TG....GT..T.A..A.....AT..........T..A..A......T....T
Gallus-gallus_ENSGALP00000018703_T              ...........C.....C...............CG....---...C.G.TGA...C..GC..TT.C...C.......C..............G..G..G...............A.C..A...T.A..A..T..AT.......A..T..G...........T...
Homo-sapiens_ENSP00000296946_T                   T....T...........T..A........A....GA..T---...C.C.TGA...C..GC...TGC...C.T.....C........A..G..G.....T..T............A.C..A.....T..A..T...T....T..A..T..A..A..T..C..T..T
Homo-sapiens_ENSP00000356795_TBX19               .....T..A.....A..C.AGG.T.....A...CGT..T---..TC...TGG.A.CA.ACTG.T.C...C.T..A..C........A..C..G........T.....T......A.A..G.....C..A......T....T..T..T.....A..C..CT....T
Gallus-gallus_ENSGALP00000024551_TBX19          .....T..A..C.....C.AGG.A.....A..TCGT..A---..CC.G.TGG.G.TG.ACTGTT.C...C.T.....T........A.....G........T..A..T......A.A..A.....C..A......T.T..T..C..T.....A..C..C.....T
Branchiostoma-floridae_BRAFL121413_T                   ...........C..A.........................................T..C.....A............................................A........A...T............................A..C..C..T...
Branchiostoma-belcheri_BRBE102770F-t1_T             CTGCACAAGTATGAGCCGCGCATCCACATCGTGAAGGTGAACCAGAGAACCCTCAGCACACACACGTTCGCCGAGACACAGTTCATCGCTGTCACTGCCTACCAGAACGAGGAGCTGACTGCTCTGAAGATCAAGCACAACCCGTTCGCCAAGGCATTTCTGGAC
Branchiostoma-belcheri_BRBE102780R-t1_T             ..T........C.....CA.AC.T......A.C............C.C.TGA....T........C...C.G..............A..A..T.....G.....A..T..A...A.C..A...............T.......T...........T..CT.....
Branchiostoma-floridae_BRAFL279431_T                   ..A........C.....CA.AC.G......A.C.....A......C.C.TGG.......G.....C...C.G.....G........A..A..T..G..G........T..A...A.C..................T.T.....T...........T..CT.....
Oikopleura-dioica_GSOIDP00006159001_TBX          A.......A..CCGC..T..TG.G..T...A.T..A.CATCT.TCGCCG..A.TTCG...TT.GAC..TCAAA.C..TTCC..T.....C..T..A..T..T..A...A.T.CAG.T..AAAA..T..A...GC......T..T..T..A..A.GT....GC..G
Caenorhabditis-elegans_CE0ZK328-8-1_NONE                A.....CGT...A.T..C..GT.T.....A..TCGA.CTTCGGGTCA.C.AA.T.AG...TT.T.....AAG..A..CG..........A..G.....T..T........T.T.G.A..GAAATGC..A...G.TA....T..T..T..A..A.GT..C.GA..T
Caenorhabditis-elegans_CE0ZK829-5_tbx-36                AGAACA.T....C.AATC..AG.TGTGT.GTATG..A..---------------.AGGA.ACG.AA....A...A.TGATA......A..TG.....AA..T.GTGGAC.A.TC---CG..AAT......AG.GTATG..T.GT...T.A.GAAA..A.GAA.GA
Botryllus-schlosseri_botctg007039g52627_TBX          AC.T..CGC..CC...TT...GCG.......C..G.TGC---------------TA.T.CT...GT.....G.....GA.C.....T..C..G.....G...A.A....CCAGT..CT.CCAAT....A...GCAA.............G.G..GT.....T---
Botryllus-schlosseri_botctg005874g48703_TBX          T.....CGC..CC.A.TC...G.GT......CA.G.TGC---------------TT.T.CTT..GT..T.TG..A...A.C.....TA.C..G..C..G..T..A..TAGCC....CT..CAA.....A..TGCTAC...T..T.A.T.G..A.GC..C..C---
Botryllus-schlosseri_botctg066541g25794_TBX          T.....CGC..CC.A.TCT..G.GT......CA.G.TGC---------------TT.T.CTT..GT..T.TG..A...A.C.....TA.C..G..C..G.....A....CCCG...CT.CCAA.....A...GCCA.......T..T..A.G.CGC..C..A---
Ciona-intestinalis_ENSCINP00000030925_tbx6a           A....TCG....C.A..T..T...........TCGTACTG..GTC.AT..T..GTCA..TTT.G.T..TC.AC.A..TGTT...G.TA.A.....A........A....GAC..G.A..AAAA..C..A.....CA....T..A..T..G..A.GT....GT...
Ciona-savignyi_ENSCSAVP00000019828_TBX            A....TCGA...C.A..T..TG....T..T..TCGAACTG..GTC.AT..GT.ATCA..TTT.G.T...C.AC.A..TGT...T..AA.A..T..C..T..T......TCTC..G....AAAG..T.....A..CA....T..A..T..G..A.G.....GT..T
Ciona-intestinalis_ENSCINP00000032899_TBX             A....TCG...CC.A..T..T...........TCGTACTG..GTC.AT..TT.GTCA..TTT.G.T..TC.AC.A..TGCT...G..A.A..T..A........A....GAC..A.C...AAA.........GCAA....T.....T..ACGA.GT..C.GT..A
Ciona-savignyi_ENSCSAVP00000019830_TBX            A....TCGA...C.A..T..TC.T..T..T..TCGAACTG..GTC..C..AT.ATCA...TTT.TT...C.GC.A...AT....G..A..........T.....A..TC.C...G.C..AAAGT.A........CA....T..A.....TCGT.G.....GTTCA
Ciona-intestinalis_ENSCINP00000006296_tbx6b           A....TCG....C.A..T..T...........TCGTACTG..GTC.AT..TT.GTCA..TTT.G.T..TC.GC.A..TGTT...G..A.A..A..C..T..T..A..TC.C...G.T..CAAAT....A..A..CA.......A..T..TCG..GT....GCTCA
Ciona-savignyi_ENSCSAVP00000019836_TBX            A....TCGA...C.A..T..TG.......T..TCGAACTG..GTC.AT..GT.ATCA..TTT.G.T...C.AC.A..TTTC..T.CAA.G.....A..A..........GAA..A.CG..AAGT.A.....ATCCA.......T.A....CGA.GC..C.GA..A
Ciona-savignyi_ENSCSAVP00000014169_NONE                ---T.TCGT.TC------------------------------------------------------..TC.AC.A.GT---------------------------------------------------------------------------------------
Ciona-savignyi_ENSCSAVP00000014169                A....TCGA...C.A..T..TG.......T..TC.AAC.G..GTC.AT..GT.ATCA..TTT.G.T---------------------------------------------------------------------------------------------------
Ciona-savignyi_ENSCSAVP00000014150_NONE           A....TCGA...C.A..T...G.......T..TC.AACTG..GTC.AT..GT.ATCA..TTT.G.T...C.AC.A..TTCC..T.CAA.G.....A..A..........G....A.CG..AAGT.A......TCTA.......T.A....CGA.GC..C.GA..A
Ciona-savignyi_ENSCSAVP00000019837_TBX            A....TCGA...C.A..T..TG.T..T..T..TCGAACTG..GTC.AT..GT.ATCA..TTT.G.T...C.AC.A..TTTC..T.CAA.A.....A..A..........GAA..A.CG..AAGT.A.....ATCCA.......T.A....CGA.GC....GA..A
Ciona-savignyi_ENSCSAVP00000019847_NONE           A....TCGA...C.A..T..TG.......T..TCGAACTG..GTC..C..AT.ATCA.TTTTTGTT---------------------------------------------------------------------------------------------------
Ciona-savignyi_ENSCSAVP00000019839_NONE           A....TCGA...C.A..T..TG.......T..TCGAACTG..GTC.AT..GT.ATCA..TTT.G.T---------------------------------------------------------------------------------------------------
Ciona-savignyi_ENSCSAVP00000019844_TBX            A....TCGA...C.A..T..TG.......T..TCGAACTG..GTC.AT..GT.ATCA..TTT.G.T...C.AC.A..TTTC....CAA.G.....C..A..........GAA..A.C..CAAGT.A.....ATCCA.......T.A....CGA.GC..C.GA..A
Branchiostoma-floridae_BRAFL124781_NONE                A.......A..CC....CGTGG....AG.....G...CTG...T.GCCGTGGCTT.GCAGTT.T....TC.T.TT...G.......G......T..T.A...T.C.G...CA..A.C.GAAAG......G.GG.CA.....AA...T......AACC.A.G...G
Branchiostoma-belcheri_BRBE302730F-t1_NONE             A..........CC....TGTAG.A..GG.A...G...CAG...T.GCCGTGGCAT.GCAGTT.T.C...C.A.TC..CG.......G......T..T.A...T.C.G...CA..A.C.GAAAG......G.GG.CA.....AA...T......AACC.A.G...G
Gallus-gallus_ENSGALP00000010286_TBX6           A.....CGT..CA....T...T.......T...C...CAG...TCTTC.GTG.TCAAGTCTT..GC...C.T.....TGTC....CTT....T..............T...C..A.C..AAAG........TG.CA....T..A..T..T..A.GT..C.G...G
Homo-sapiens_ENSP00000378650_TBX6                A..........CC.A..C.....A...C.A..TCG..CA---------------GC.T.CTT.CGC...C.......CACA......T.C..G..A............CCAC..A.C..ACAA........TGCAGC...T..C..T.....A.GC..C.G...G
Homo-sapiens_ENSP00000457035_MGA                 A....TCGT..CCT....A.GC.T..TT.G...CCT.CAG.GGT..T.CAAT.ACA...TTTT..C...C.AC....TG.A...T.T..A..A..A..T..T......ATTC..A.T...CAG.....A..AG.TT....T..A..T.....A.GC....G....
Gallus-gallus_ENSGALP00000014078_MGA            A.....CGC...CT...A..GC.T...T.G..TCCT.CAG.AGTC.TTCAG...CAT..GTTT..C..TC.AC.....G.....T.T..G..T..A..G........TATTC..A.T..CCAG.....A..AG.CT....T..T..T..T....G...CAGA..T
Drosophila-melanogaster_FBpp0076274_Doc2               A...........C.......TC.G...G..A.ACGCACCG.T.T.GCGCAGA.TCAGG.CTTTGT............GG.....G.G..C..G..A..............TCGCA.C..CAAG.........G.CA....T.....T.......GC..C.GC..A
Drosophila-melanogaster_FBpp0076249_Doc1               A....T.....CC....A...C.G......A.CCGCAGCG.G.TC.CCCAA..TCAGG.GTT.GTT...C.G.....GG.....G.A........A.....T........TCGCA.C..CAAAT........G.TA....T........T....GT..C.GC..G
Drosophila-melanogaster_FBpp0076248_Doc3               A...........C.......TC.G...G..A.ACGAACCG.T.TCG.CCAGA.TCAGG.CTTT.TC..TC.G.....GG....T..A..C..A..A..T..T.....T..CCGCA.A..CAAG.........G.CA....T..C..T.......G...C.GT..G
Caenorhabditis-elegans_CE0F21H11-3_NONE                 A...........C....A..TC.T...G.A..TCG.TGCG.T.GACAC.ATT.GC.A..TTTTGT....CGT.....CG.A...........T..G..T..T..A......A..G....G.AG.....A...G.AA....T.....T.....A.G.....G...T
Oikopleura-dioica_GSOIDP00004289001_TBX          A.......A..CC....T...T.....G.G.CCCGCTGCG.T.TCTC..AG..T.AA..TTT.GTC...C....A.TGAGC........C........G.....A......CGCA.C..GCAG..C......G.C........C.....G..A.GT....GC..T
Oikopleura-dioica_GSOIDP00011582001_TBX          A..........CC........T....GC....CCGCTGCG.T.C.TCG.TGA...AGT.CTT..TT..TC.G..A.TGG....T...........C..A.....A.....CAG.A.T..GCGA..C..A...G.C.....T........G..A.GC..C.GC..T
Oikopleura-dioica_GSOIDP00004999001_TBX          A...........C.A..T..AT.......T...CGCTGCG..ACTTCTCAAA..C.G..GACTTGT..TC.A....TGG.A..T.....C.....A..G..T..A..T..AA..A.C...CAG..A..A.....C..T.....A..T..G..A.G...C.GC...
Oikopleura-dioica_GSOIDP00007455001_TBX          A...........C....T..TT.T........C.G.TGCG.T.TC..CCGAA.T..A..GT...TT...AAG........A.....T...........T.....A..T..AA..A.T..GCAA..A......G.C..T.....T..T..G..A.GT....GC..T
Botryllus-schlosseri_botctg007226g53212_TBX          A.......A...C.A..T...T.....G.....CGATGCG...TTTCG.AG..GC.G...T..GTA...AAG..A.TG...........C..G..A........A..T..AA..A.C..GCAAT....A...G.C.....T........G..A.GC...AG....
Ciona-savignyi_ENSCSAVP00000016396_TBX            A...........C....T..TT.....G.T..TCGATGTG...TTGCC.AA..G..G...T.TGTC...AAA....TG..............G..A...........T...A..A.A...CAA..C..A..TG.C.....T.....T..G....G...CAG...T
Ciona-intestinalis_ENSCINP00000017704_TBX             A..........CC....A...T.....G.T....G.TGTG...TTGCG.AG..T..G..GT..GT....AAG....TG...........A..G..A..A............A..A.T..CCAG.....A...G.C........C.....A....G.....GA...
Branchiostoma-belcheri_BRBE007460F-t1_NONE             A....T.....CC.A..A..GT....T.........ACCG..ATT.TG.AG...C.T..CT..GTC...AGA......GC.........C..A..A...............A..A.C..CCAGT....A...G.C.....T..C..T..A..A.GT..C.GA...
Branchiostoma-floridae_BRAFL79853_TBX                  A....T..A..CC.A..A..GT..............ACCG..ATC.TG.AG..TC....CT.TGTC...AGG..A..GGC...T..T..A.....A..............AA..A.C..CCAGT....A...G.C.....T..T..T.......GG..C.GA...
Homo-sapiens_ENSP00000240328_TBX2                A..........CC........T.......A...CGA.CCG..ATCCTG.AG..GC....CT..GT....C.G.....CG.C........C.................T..CA..A.C..ACAG.........G.CA..........T.......GC..C.G....
Gallus-gallus_ENSGALP00000038419_TBX2           A.......A..CC....C...T...........CG..CCG..ATCCTC.AG..GC....CT..GT....C.......CG.C........C.....C..............CA..A.C..GCAG.....A...G.TA.......C........A.GC....G....
Homo-sapiens_ENSP00000257566_TBX3                A.......A..CC....C..GT.......T..A.GA.CCG..ATCTTG.AA...C.G...T..TT....C....A..TG.A...........G.....A........T..TA..A.A..CCAGT.A..A..AG.CA.......T..T..A..A.GT..C.G....
Gallus-gallus_ENSGALP00000013415_TBX3           A..........CC....C...T..........CCGA.C.G.TATTCTC.AG..TC.G..CT..GT....C.G.....TG.A........A..G..C..A........T..TA..A.C...CAAT.A..A..TG.CA.......C..T.....A.GT....GC...
Ptychodera-flava_PF10086-t1_TBX                 A.......A..CC....CA.GT.T.....A..T..A.CAG..ATACTC.AG..G..G..GT..GT....AAG......G.A...........A..A..G.....A.....AA..A.A...CAG.....A...G.C.....T.....T..T....G...CAGA...
Acanthaster-planci_oki5-22_oki5-22                     ---..ATCT..CCTT...---------------------G.GAC.T.TCGTG..TCTG.TG.AGTCGC.C.GTC.T...GT..T.AG.TCC.G---..AC..GG.CCT.GACGT...T..T.C..T---------------------T.A...C.GA...GA..T
Strongylocentrotus-purpuratusS_SPU023386-tr_SP-TBX2-3         A..........CC.A..T..TT..........C....CCG..ATTCTC.AG..T..G..CTT.GTC....T......GGTC.......G......C..............AA..A.C..CCAA..A......G.CT....T..A.....T..A.GT..CAGA..T
Drosophila-melanogaster_FBpp0303589_bi                 A..........CC.......TT.....C.G...CGA.CCG..ATCCTG.AG..GC....GT..GTC...AAG.....CG..........C.....A..A..T..A..T...A..A.A...CAAT....A...G.TA....T.....T..G....GC....GT..T
Crassostrea-gigas_EKC26469_NONE               A..........CC....A..TT.T..TC....TCGA.CTG..ATTCTC.AG..TC.G..GT..GTC..TAAA..A..GG.A........A........T............A..A.T..ACAG........TG.CA....T..T.....A..A.G....AGA..T
Crassostrea-gigas_EKC26468_NONE               A..........CC....T..TT.T..TT.A..CCG..CCG.TATTCTG.AG..TCAG..TTTTGTC...AAA......G.C...T.T..A.....A..G..T..A.....AA..A.C..ACAG.....A..TG.C..T.....T........A.GT..CAG...T
Lingula-anatina_LIANg5267.t1_NONE                 A.......A..CC....T..TT.T...C.G...CGC.CCG..ATTCTG.AG..T..A...T..GT....AAA..A..GGCA.....T..A..G..A..A.....A......A..A.C..CCAG..C.....TG.T........A..........G...C.GT...
Lottia-gigantea_LotgiP116991_NONE                  A....T..A...C....A..TT.T...C.A....G..CAG..ATCTTG.AA.....A..TT.TGTA..TAAA....TGG.A..T.....C..G..G...........T..AA..A.A..ACAGT..........C..T..T..A..T..T..A.GT...AG....
Lottia-gigantea_LotgiP117095_NONE                  A.......A..CC....T..AT.T..TC.G...CG.ACAG.TGT.CTC.AA..A.AA.GTTTT.TT..TAAA..A.TGG.......A..A..A..G..A.....A.....AA..A.C...CAGT.A..A..AG.TA.T..T..A..T..A..A.GT....G...T
Lottia-gigantea_LotgiP117236_NONE                  A....T..A..CC.A..A..A..T...T.A..A.GA.CTG.T.TCCT.CGAA.G.AA...TTTGTC....AA..A.....A..T..T.....T.....T..T..A..T..AA..A.C..CCAAT....A...G.C..T..T..A..T..T..A.GT..C.GA..A
Lingula-anatina_LIANg5248.t1_NONE                 A...........C.A..T...G.A..TG.G..TC...CCG..ATCTTTT..A.G.....GT..T.T....AA..A..CACC.....A.....G..A..G..T..A.....AC..A.T...CAG..C.....TG.CA.......A..T..G....GC..CAGA..T
Crassostrea-gigas_EKC20476_NONE               A..........CC....T..AG.T..TG.A..AC.A.CCG.TATTTTT..GA.G.A...GT..G......AA.....TGTC........A.....G..A.....A.....AC..A.C..CCAGT....A..TG.CA.......A..T..T..A.GC....GC...
Lottia-gigantea_LotgiP171118_NONE                  A.......A...C.A..AA.A..T..TG.G..AC.A.CCG.TATTTTC..TA.G.AT..TTTTG.T....AA..A..TATC..T..T.G...T..A..T..T..A..T..AC..A.T...CAAT....A..TG.CA....T..A..T..T..A.GT..C.GT..T
Octopus_Ocbimv22029974m.p_NONE            A..........CC.A..AA.AG.T...G....AC...CCG.TGTATTC..TA.GTA...CT..G.C....AG..A...A.A..T..T..A..G..A..T..T........AC..A.A..ACAA..A.....TG.TA.T..T..A.....A..A.GT....GA...
Branchiostoma-belcheri_BRBE302740R-t1_NONE             A....T.....CC....C..TC.G........CC...C.G..GT.TAC.GT.....T..CTT.G.C...C.......CAGC........C.....G..T..T.........A..A.C..ACAA.........G.CA....T..A..........G...C.GT...
Branchiostoma-floridae_BRAFL124782_TBX                 A..........CC....C...C.G........CC...C.G.TGTCTAC.GT..G.....GTT.G.C...C.A.....CAGC...........T..A...............A..A.A...CAGT........G.CA.......A..........G...C.GT...
Saccoglossus-kowalevskii_Sakowv30012255_TBX             A..........CC....T...T...........C...CCG..GTATTC.GT........TT..G.T..TCAA..A..C.....T.....A.....A........A..T..AA..A.T..GCAG..T..A...G.CA.T........T..T....G.....G...T
Ptychodera-flava_PF18712-t1_TBX                 A....T.....CC....T..TT.T.....T...C.A.CAG..GTCTTC.GT..G..T...T..G.T..TCAA..A..C.....T.....C.....C..A..T..A..T..AA..A.C..CCAA..C.....TG.CA.T..T..A.....G....G.....GA...
Acanthaster-planci_oki84-57_oki84-57          A....T.....CC.A......T.T.........C...CCG..GT.TTC.GT..TGT...CTT.G.T...C.G..A...AC.........C........T........T..AA..A.C...CAG..C.....TG.T........A..........GT....G....
Strongylocentrotus-purpuratusS_SPU020346-tr_SP-TBX6           A...........C.A..C..TT.T.........C...CAG.TGT.TTC.GT..AGTG..TTT.G.C...C....A..CACC........C.....A..............AA..A.T..CCAA..C......G.C..T..T..T........A.GC..C.G....
Strongylocentrotus-purpuratusS_SPU020345-tr_SP-TBX6-16        G.CATGCGAATGC.CGAC..TGCGTG.TGT---------------------------------------------------...T.TT.GCG...AT.G.TG..CGGT.CC...T..TG...CT.T..ACAT.CAG..C.TTTAGG...GC.AAG.....GT..T
Strongylocentrotus-purpuratusS_SPU021963-tr_TBX               A.TGTA.GCGC.C.T..A..TTCT---..A---------------------------------------------------..T------------T.T.GTGT.TCAA.TAGAA.A.GC.T.T.T...---------------------C..AGG---------
Branchiostoma-belcheri_BRBE007470F-t1_NONE             A..........CC.......GC...........C...CC...A..TTCGAA.....A..GTTTGTC...C.......GG.......G..G.....GT.G.........C.CC..A.C..ACAGT.......AG.A..............G....GC..C.GA...
Branchiostoma-floridae_BRAFL221802_BRAFL221802         A..........CC.......GC.G........CC...CC...A..TTTGAA..G..A..CTT..TC..TC.T......G....T..G..G.....GT.T.........C.CC..A.T..ACAGT.......AG.A...........T..G....GT..C.G....
Gallus-gallus_ENSGALP00000013419_TBX5           A.......A..CC....C..GC...............C....GGCTTTGG.TC.T....C..TGTC...C.......TGCC...........T..CT.......A...C.CA..A.C...CAG........TG..A.......C.....A..A.GT..C.GC..T
Homo-sapiens_ENSP00000309913_TBX5                A.......A..CC....TA.AT.A...........A.C...TGGATTTGG.TCAT....T...GTC..TC.T.....TGC...T..A..A..G...T...........C.CA..A.C..GCAAT.A.....TG..A.T..T..C..T.....A.G.....G...T
Gallus-gallus_ENSGALP00000008462_TBX4           ...TGGGGT.T.C....CA..CATTG.C.TTGC.GCT..C.GTGCCTTCTGTCAT.....---G.A...C.T---G.TG.T.....AT.CC.ACAG..TC..TG.C.GC.CTG.A.A...CAG.....A..TG..A.......C..T..A....G...CAG....
Homo-sapiens_ENSP00000377435_TBX4                A..........CC.......GC..........T....CT..TGCTTTCGG.TC.T....C...GT....C.A.....CTCC......T....G..CT..........TC.CA..A.C..CCAG.....A..TG..A.......T..T.......G...C.G...T
Drosophila-melanogaster_FBpp0311870_org-1              A....TCGC..CC.......TT....TC.G..TT.TC..GC.TCCTTGGATGAGC....TTT..TC..TC.G..A..GAGC..T.CG..C..A..............TC..CG.G....ACAG.........TCCAG...T..A........A.GC....G...T
Branchiostoma-floridae_BRAFL56662_BRAFL56662           A.....CG...CC.....A.AT.T...G.G..CT.CA.CGGTG.CTC.GA.AC..AA..CTT..TC..TC.......CA......CA........A..G.........C.TAG.A.A...CAGT........GCTAG......C..........G...C.G....
Branchiostoma-belcheri_BRBE001960F-t1_NONE             A.....CG...CC....CA.AT.T...G.G...T.CA.CGG.G.CTC.GA.AC..AA..TTTT.TT..TC.T.....CA.A....CA..C.....G..G.....A...C.TAG.A.A..GCAGT........GCTAG......T..........G...C.G....
Homo-sapiens_ENSP00000331791_TBX1                A......GA..CC....C...T.....G.G..CT.T...G.TAGCGAG.AATAT.AA..CTTTGT.....AG.......GA....C...G..................C.TCG.A.C..GCAG..C.....TGCCAG...T..C.....G..A.GC..C.G....
Gallus-gallus_ENSGALP00000005682_TBX10          A.....CGC...C....C...T....TG.G...CT....G..AGCGA.CG.T...AGT.CTT..GC...C.A.....C..A.....G..A..G..G..A.........C.CCG.A.C..CCAGT........GCCAG......C..T.....A.GG....G.---
Homo-sapiens_ENSP00000335191_TBX10               A.....CGC..CC....C..TT.....G.G..CTTC...G..AGTGAGCG.TAT.AGT.CTT..TC...A.A.....C.......CA..A..G..A.....T......C.CAG.A.C..CCAG.....A...GCCAG......T..T.....A.GC...AGATC.
Botryllus-schlosseri_botctg007040g52628_NONE           ------------------------------------------A.TGTGCAATGT------------------------------------------TTG...A.TG.GT.CTTA.CC------------------------------------------------
Botryllus-schlosseri_botctg099746g48325_TBX          A......GA.T.C.......GT.....G.G...CT...CG..AGCGTTCAGAA..AA..TTTTGTA....AA..A..GA.......A..G.....G..G..T.....TC.CAG.A.T------------------------------------------------
Ciona-savignyi_ENSCSAVP00000001395_TBX            A.....CGA.TCC....T..AT.....G.G..TCTT..AG..AGC.T.CAA.G..AA..GTT.GTT..T.AT..A..CA......CA..C..T..C..A........TC.CCGTA.A..GCAA.....A..TC.AAG...T.....T.....A.GC..CAG...A
Ciona-intestinalis_ENSCINP00000008846_tbx1            A.....CGC.TCC.A..T..GT.T..TG.T...CT....G..AGCGTGCAA.GA.AG..TTT.GTT..T.AT.....CA......CA..A.....A..T..T..A..TC.CAG.G.A.AACA.G.AGCT..TTTTATA..T..C..GA.T---------------
Saccoglossus-kowalevskii_Sakowv30001714_TBX             A....TCGT..CC....C..AT.T...G....CC.T..TG...CCGAG.ATGC..A...TTTTCT....T....A..G.......CG..A..G..G..G..T......C.CAGAA.A..ACAG..A..A...GCCAG...T.....T.....A.GG..C.GT...
Ptychodera-flava_PF1550-t1_TBX                  A.....CGA..CC....T...T.T...G....AC.C...G.T.CCGAG.A.GCGCAG..GTT..TC...A.A..A..G.......CT..C..T........T..A..TC.CAG.A.A..CCAGT....A...GCAAGT..T..A..T..G....GT..C.GA...
Acanthaster-planci_oki84-25_NONE              A.....CGC...C.......GT.....G.G...C.C...G..TTCGACGA.GCG.AG..GTT..TC...CAA.....G.......CG..C..G.....T.........C.TCG.A.A...CAG.....A..TGC.AG......A.....G....G...CAG...T
Strongylocentrotus-purpuratusS_SPU006150-tr_SP-TBX1           A....TCGC...C.A..T..GT.....G.T..TC.T..AG..TTTGAG.A.GCA.AATGTTT..TC..TC.A........A....CT..A.....A..A..T......C.CAGAA.A..ACAG........TGCCAG...T..C..T..G..A.GC..CAGA..T
Lottia-gigantea_LotgiP104372_NONE                  A.....TC....C....T..TT....TG.T..AT.TAAT---TCAGA.GA.G.G.AGCATTTT.TT..TC.T..A..CA.A..T.CT..A.....A..T..T..A..TC.TAG.A.A..ACAGT.A.....AGCCAGT..T..A..T..T..A.GT..CAGA..T
Crassostrea-gigas_EKC35275_NONE               A...........C....T..ATGT..TG.T..TT.T..A---TCCGA.GA.TGT.AG..GT...TC...C.A.....GA.......G..G.....G..G..T......C.TCG.A.A...CAGT....A...GCCAGT........T.......GC....GA..A
Lingula-anatina_LIANg3679.t1_NONE                 A.......A.TCC.A..T..TT.T...G.GA.CT.C...---GC.GAGGA.G.A.AA..GTTTGTT...ATA..A...A.A....CA..A..A..A..A..T..A..TC.CAG.A.T..CCAAT.A..A..AGCCAG......C.....A..A.GT....GA...
Octopus_Ocbimv22036284m.p_NONE            A....A..A..CC....T..TT.T...G.GA.AT.T.AAG..G.A.AC.AATAT..AG.GTTT.TA..TC.T.....CA.......G.....A...........A...C.TCG.A.A..CCAAT.A..A..TGCCAG......A..T..T..A.G...C.GA...
Caenorhabditis-elegans_CE0H14A12-4_mls-1                A.......A...CGT..AA.AG.T.....AA.TG.ACAAG.T------------CA...TTTTT.T..T.AA.....TG.A..T..T..A..T..A..T..T..A..TC.TCG.A.A..AAG......A...G.ATCA..T..A..T..A..A.GT....GA..G
Oikopleura-dioica_GSOIDP00014261001_TBX          A.......A..CC....T..AG.....G....CG..A.CG..GTCT.CCG.TA.TCG..GTT...A...CG....G.G..A.....AA.C.....G..G........TC...CAA.C..GAAG..C........CAGA..T..A.....A..A.G...CAGAA..
Crassostrea-gigas_EKC21660_NONE               A....ACGC.T..TT..C..A.....TG.TCATC..A.AG.TGGA.T..AAG.TTT.GTGGCTT.A..TC.GC....GTCT....CT..C..............A..TC.A...A.A..CAAA........AGCCAGA........T.......GC....GC..T
Octopus_Ocbimv22013221m.p_NONE            A....G..A.TCCGT..TT....T..TC.T..TG.A..CG.AGTCT.T...AA.CA.CGTTT.T.A...A.AC.....TCA.....TA..........T.....A..TC.A..AA.T...CGA..A..A..TGCAAGA..T.....T..A..A.GT..CAG....
Branchiostoma-belcheri_BRBE226220R-t3_NONE             A...........C....TA.AG.T......A.C...AA.G...T..CC.ATAAGCAG..CTT.T.T...C.T.....TGT.....C.A....................C.AC.AA.C..CAGA........TG.CAGG..T..T..T..A....GC..C.GA...
Branchiostoma-floridae_BRAFL242936_NONE                A..........CC....C..AG.T......A.C...AA.G...TC.CC.A.AAGCAG..GTTTG.C...C.A.....CGT.....C.A.A.....C............C.AC..A.C..CAGA........TG.CAGG..T.....T..A....GC..C.GA...
Branchiostoma-floridae_BRAFL122956_TBX                 A...........C....C..GG.T......A.C...AA.G...T..CC.A.AAGCAG..CTT.G.C...C.A.....CGT...T.CTA....................C.AC..A.C..CAGA........TG.CAGG..T.....T..G....GC..C.GA...
Ciona-intestinalis_ENSCINP00000006942_tbx15-18-22     A....T..A..CC.A..T..T..T..TC..A.ATC.TGCG..GTC.TC.GTTA..TG..GTTTGT...TC....ATGCGCC....CGA.C..G..A..T.........C.AC..A.C..ACAA..T..A..TG.CAGG.....T.....T..A.GT..CAGA...
Ciona-savignyi_ENSCSAVP00000006032_TBX            A.......A..CC.A..A..T.....TC..A.ATC.TGTG..GTC.AC.ATTA..TA...TTTGTA..TC.G...TGTGCA..T.CAA.A..G..A..A.....A...C.AC.AA.C..AAGA..A..A..TG.TAGA.....T..T..T..A.GT..CAG....
Oikopleura-dioica_GSOIDP00014264001_TBX          .AA..T..AAT.C..---------------------------------------------------------------------------------AGT...A.C---------A.T---------TGT..TTCC.GA...A.AG.TCATT.CAGT------...
Gallus-gallus_ENSGALP00000039814_Tbx22          A..........CA....C..TG.....G.TA.CGCCCA.G...T.GCGCAGA.TC....CTT.T.C...CAG.....CG......C.A.G.....A............C..C..A.C..CAAG.........G.TAGG.....C........A.GC....G....
Homo-sapiens_ENSP00000362388_TBX22               A....T.....CA.A..C..AG.G...G.GA.AG..CAAG...T.TCCCAGA.T.AA...TT.T.C..TAAA..A..TG......C.A.A..A..G..T.....A...C.AC..A.T..GAAA..A..A..AG.AAGA..T..T..T..T..A.G....AGA..T
Homo-sapiens_ENSP00000487295_TBX22               A....T.....CA.A..C..AG.G...G.GA.AG..CAAG...T.TCCCAGA.T.AA...TT.T.C..TAAA..A..TG......C.A.A..A..G..T.....A...C.AC..A.T..GAAA..A..A..AG.AAGA..T..T..T..T..A.G....AGA..T
Homo-sapiens_ENSP00000362390_TBX22               A....T.....CA.A..C..AG.G...G.GA.AG..CAAG...T.TCCCAGA.T.AA...TT.T.C..TAAA..A..TG......C.A.A..A..G..T.....A...C.AC..A.T..GAAA..A..A..AG.AAGA..T..T..T..T..A.G....AGA..T
Homo-sapiens_ENSP00000358437_TBX15               A.......A..CC....T..AG.T..TG.GA.TCGCAAAG...TTTC.C..ACT.AA..GTT..AC..TC.T.....TGT.....C.A.A..T..G.....T.....TC..C..A.T..CAGAT.A..A..TG.C.GA.....T..T..T..A.G...CAGA..T
Gallus-gallus_ENSGALP00000023798_TBX15          A....T.....CC....T..TG.T..TG..A.CCGCAA.G.T.TTTCTC.GACA.AA..CTT..AC...C.T.....TGTC....C.A.A..G..A...........TC.AC..A.C..CAGAT.A..A..TG.CAGA.....T..T..T..A.GC..CAGA..T
Gallus-gallus_ENSGALP00000036355_TBX18          A....T..A..CC....T..TG.....G..A.CCGAAAAG.T.T.TCCC.GG.A.AAG..TT.T.C..TC.A......GTT....C.A.......A..A.....A..TC.AC..A.A...CG.........TG.CAGG..T..A..T.....A.GG...AGA..T
Homo-sapiens_ENSP00000358677_TBX18               A.......A..CC.A.....AG.G...G..A.CCGTAAAG.T.TTTCTC..A...AGG..TT.T.C..TC.A..A..TGTC....CAA.C...........T.....TC..C..A.T...CGC........AG.TAGG..T..A..T..T..A.GC..C.GA...
Homo-sapiens_ENSP00000386170_TBX20               A....T.....CC....AA.GG.G......A.T...AA.G....C.C.G..TCA..A..TTT..TC..TC.A..A...GTT..T.CG..A.................TC.ACT.A.A..GAAG.....A..AG.TAG...T..T..T.....A.G...C.G...T
Gallus-gallus_ENSGALP00000019818_TBX20          A..........CC....AA.AG........A.T...AA.G.T..C.CGG.TTCT..G..GTTT.TC..TC.A......GTT..T.CT........A...........TC.ATT.A.A..CAAGT....A..TG.CAG......T..T.....A.G...C.GC...
Branchiostoma-belcheri_BRBE148400R-t1_NONE             A.....CGT..CC........G.G.....TA.C...AA.G.A..C.CCG.TTCG.AG..GTTTGTC...CAA...TGCAT.....CG..C.....C........A...C.ACT.A.C..GAAGT.A......G.CAGT................G...C.G....
Branchiostoma-floridae_BRAFL221869_NONE                A.....CG...CC....T...G.G.....TA.A...AA.G.A..C.CGG.GTCT.AG...TT.GTC...CAA...TGCAT.....CA..C..T..C........A...C.ACT.A.C..AAAG..A......G.CAG......A..........GG..C.GA...
Ptychodera-flava_PF8208-t1_TBX                  A....TCGA..CC.A..CA.AG.T..T...A.C...AA.G..A.TTCTT.AACGC.TT.TTTTGTC..TC..C....TAT...T.CT..A..T..G..T.........C.ACT.A.A...CGCT.......TG.CAG......C........A.GT..CAG....
Saccoglossus-kowalevskii_Sakowv30029504_TBX             A......GA...C.A..C..GG.G..T...A.C...AA.G..A.TTCTT.G.CGC.T..CTTT.TT..TC.A.....GAT...T.CA..G...........T......C..TT.A.T..ACGGT........G.CAGT...........T....G...CAG....
Acanthaster-planci_oki169-35_NONE             A......GA..CC....T..GG.G.......CT.G.AA.G..GCCCACG..GG...G.GCT.TGA...T........GGCC..T.CA..G.....C............C..CT.A.C...CGA........TG.CAG...T..C........A.GC..CAGA..T
Ciona-intestinalis_ENSCINP00000010822_tbx20           A.......A...C.A..A..T..A..TG.TA.A.GAAAA.GAG.CGAT..TGA..AG..TTTT.TC...C.G..A..C..A....CA.....T..A..T..T......C.ACT.A.C..ACGG..A..A...G.CAGT.....A.....A..A.GT....GT..T
Drosophila-melanogaster_FBpp0078710_H15                A.....CGC..CC....CA.G......T.G..CCG.T..C.TGGCCAG.G.A.A.AA..CTT.GTT...C.G.....CGTA....CG..C..G..G.....T.....TC.ATT.A.T..GAAA.....A...G.TTCG..T.....T..G....G.....GC..T
Drosophila-melanogaster_FBpp0078726_mid                A....TCGC..CC....CA.A..T..TT.G...CGTT..C.TGGACAG.G.A.T.AG..CT..GTA...C.G..A..CGTA....C...G..G..G.....T.....TC..CT.A.C..CAAG.........G.TTCG..T.............GC..C.GC...
Strongylocentrotus-purpuratusS_SPU018392-tr_NONE              A.....CGC..CC....T..A...........C..AAACG..AT.GATGAAG.GC.....TTTGTC..TT.T.....CTCA....CA........G.....T..A..TC..TT.A.T...AGAT....A..TG.CAG...T.....T.....A.G...C.GA..T
Caenorhabditis-elegans_CE0T27A1-6_mab-9                 A.......A..CC....A..T..T.....T..CC.ACGCG...CC.AC.AAG.AT....CT....A..TC.A..A.....A..T..G..A..G..G..T..T..A..TC..TT.A.A..AAAG.....A...G..A.A.....T..T..A....GG...AG...T
Crassostrea-gigas_EKC38761_NONE               A.......A...C.....A.A.....T..T..A...AA.G.ATCCTCGGGAAA..AG...TT..TA..TC.T..A...GTT........A..A...........A..TC.ACT.A.T..AAAG.....A..AG.TAG...T..A..T..A..A.GT...AGA..T
Octopus_Ocbimv22004458m.p_NONE            A.......A...C.A..AA.A..A..T..T..A...AAAG.TA.T.T..A.GAGC.G...TTTGTA..TC.A..A..CGTT..T.....C..T..A..A........TC..CTTA.A..CAAGT.A.....TG.TAG...T..A..T.....A.GG...AGA...
Octopus_Ocbimv22018977m.p_NONE            A....T..A...C....A...G.......AA.ACGACA.G.TTTCTCTT.G.AAC.A..GTTT.TT...C.......TATT.....T.G...G.....A.....A..TC..CT.G.....T.GA.C.TT..T---------------------------------
Lingula-anatina_LIANg8359.t1_NONE                 A..........CC....C..G......C.A..A...C.AG.TACC.CGC.AAC...G...TT.GTC...C.G..A..TAT...T.....A..G..G..T.........C.ACT.A.A..AAAG..C.....AG.AAG......C..T.....A.GT....GC...
Crassostrea-gigas_EKC38760_NONE               A..........CC....T..A..T......A.C.G.AAATCAACT.C.C.TAAT.AA..GTT.T.T..TT.T.....TGGA.....T..A..A..C..T.....A...C..CT.A.T..AAAGT....A..AG.CAG......T..T..A..A.GT..CAGA..T
Lottia-gigantea_LotgiP179359_NONE                  A....T..A..CC.A..T..T..T..T..T..T...AAAG.GAGT.CGC.TTGTC.A..GTTTGTT..TC.A..AT..GTA.....T..A..G..A..G..T.....TC.ATT.A.C..GAAAT.A.....AG.CAGT..T..A..T..T..A.GT...AGA..T
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Caenorhabditis-elegans_CE0Y66A7A-8_tbx-33               GA.TG......CATC...GTAC..AT....AACG..A.TC.A------GAG..TG.GGA.TTTGA.AA..AGATT..C..A..TGCGA.A..TT..T.A...A.....C.CATCG.A.AA..CT..CGC.CAGCCGC......AACTT.TCGC.G.------...
Caenorhabditis-elegans_CE0F19B10-9_sea-1                .AAT.......CCTC...GTG...A.A...TACG..---TCGGGC.TGGAAAAGGCTCAGGCA..A...C.G..A..CTCA...G.GA.G..GT.AAT....AGA...C.AA.AA.C.AG.AAA......CACTTGGA...AA..ATTGT.GAA.T------..T
Caenorhabditis-elegans_CE0Y46E12A-4_tbx-43              A...GTC....CAT...AGTGC..A....TTACG.AA.T---------------G...A.TTTCA....C.G..A..CA.A..T..T..C..T..A..T..T....G....CTAG.C.AGCAG..A...G..C.AA.G...AAA.....GC...G.....GT..G
Caenorhabditis-elegans_CE0Y47D3A-10_tbx-34              AAT........CATT..CGT.C.GAC....CAA..C..C---------------.CGGA.TT.CA....CAAC.A.TGG.A........C....AGT.......ATCG.C.CGA---..AAAA.GT.....G..T.TTGCT...GGTAGTTC.CAG------...
Caenorhabditis-elegans_CE0T26C11-1_tbx-41               .ACTGT....TCACA..AATTC.AG.TG.GTATG.....C.A.CTGC...AA.G..TT.CTG.CGAC.TC.GT.C..T---..T..GA.A.....GATG...A....TCGA..A---G.CCG.G.C..AT.GGG.ATG.....TCA...TCGACAT........T
Caenorhabditis-elegans_CE0F40H6-4_tbx-11                .A.....GA..CATT..AGTTC..AC....TACG.A------------------CAT..CGCTCGTA.TC.AC.C.GC..A......AG.........G..T..T..A.GC..A..C.ACA.CT....A.C...TA....T....ATT.A.CT.G..C..GTA.G
Caenorhabditis-elegans_CE0ZK177-10_tbx-35               .A.TGT..A..CC....AACAC.T.TG...CAA..A..C---------------GTTGA.ATA.A...T...CTTTT.ACT.....T..AACA..ACGA..TTGT.G.AGAAGAA.TG.G.A.A.A....G.TCA.T......A..TT...GTCA.------...
Caenorhabditis-elegans_CE0T07C4-2_tbx-8                 A.......A..CACA..AGTA..GTCA...TACG..TCC.G..CATTC.G.G...CTT.TGTTCGAC..A.TT.T..CG.A..T..T..A..T..A..G...........C.CAG.A.TCAAG.....A......TT......A..T.....A.G...C.GA..G
Caenorhabditis-elegans_CE0T07C4-6_tbx-9                 A..........CATT..AGTGC.GACA...TACG..TCT.G..CTTTCTG.G..GC...CGC..AA...C.TC.T..CG....T..T..A..A..G..T.........C.AA.AA.C..C.ACT....A............AGT..T.....A.GT..C.GT...
Caenorhabditis-elegans_CE0Y47D3A-12_tbx-37              ........A..CATT..AGTTT.G..T...AAAC..C..---------------GTTGA.TTTCGC..G.AG.CT..G..A..T....T...T.....T..T........A..A..C..AAAA..C...G..C.T.....TAAA......TCC.G...C.GTTCA
Caenorhabditis-elegans_CE0C24H11-3_tbx-38               A....T...C.CATT..AGTGG..ACTG.TAAAC....C---------------GAGCAGTT.CG...G.AG.CT..TG.A..T..G.TG........T..T........AATC..C.AAAAC..C...G.TC.T.....TAAA..T..ATCC.G.....GTTCG
Caenorhabditis-elegans_CE0Y59E9AR-5_tbx-42              A..........C.T...TGTGC.TACA...AG...CC.A---------------.AT.TCTTT.AAA.G.AAATTG.T..A...T..C.A..TT.AATT..T...C.A.CTTCC---T...A.T..TCA.CTTTTGGA..TAG..CA.AAGGT.G.AAAAGA..T
Caenorhabditis-elegans_CE0Y59E9AR-3_tbx-30              A..........C.T...TGTGC.TACA...AG...CC.A---------------.AT.TCTTT.AAA.G.AAATTG.T..A...T..C.A..TT.AATT..T...C.A.CTTCC---T...A.T..TCA.CTTTTGGA..TAG..CA.AAGGT.G.AAAAGA..T
Caenorhabditis-elegans_CE0Y73F8A-16_tbx-39              A............TT..AGT.C..ACTG..AAA..TA.C---------------CATT.TATG.GAA.G.AA.TAG.C..A..TT..C.A.....A.TA...A.TC.A..ATC.---T..AAAT.TTCA.CAT.TGGA..TAGA..G.ATGG..G.AAGAGA..T
Caenorhabditis-elegans_CE0Y73F8A-17_tbx-40              A............TT..AGT.C..ACTG..AAA..TA.C---------------CATT.TATG.GAA.G.AA.TAG.C..A..TT..C.A.....A.TA...A.TC.A..ATC.---T..AAAT.TGCA.CTTTTG.A..TAGA..G.ATGG..G.AAGAG.A.T
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