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Supplementary Figures S1-S6.  RNA Switch Design and Fold Predictions for B-1a through B-1f sxRNA.  In all 

cases: (A) Design of sxRNA sequence fabricated to interact with trigger T-1 (shown in red). The incorporated 

histone stem loop sequence is shown highlighted in green. Bases colored purple and denoted with asterisk, if present, 

highlight internal changes made from the core BR-1a sequence and to the destabilizer sequence introduced in BR-1b. 

(B) RNAfold prediction for the sequence without T-1. (C) RNAcofold prediction for sequence with T-1. G value is 

the difference of the heterodimer structure’s energy and the sum of the monomers’ individual fold energies. 

 

  



Supplementary Figure S1 

 

  



Supplementary Figure S2 

 

  



Supplementary Figure S3 

 

  



Supplementary Figure S4 
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Supplementary Figure S6 

 

 


