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Autocrine and paracrine STIP1 signaling promote osteolytic
bone metastasis in renal cell carcinoma
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Supplementary Figure 1: Oncomine database analysis of ALK2 (A) and PrPc (B) mRNA expression in normal human tissue
(Neurogenetics 2006 7:67—80).
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Supplementary Figure 2: TRAP staning in OS-RC-2-BM5 (A) and non-tumor area (B). A: trap staining in bone lesion from mouse
model with OS-RC-2-BMS5 B trap staining in peritumorous connective tissue from mouse model.



