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S2 Fig. Max* and AMax* binds to DNA as homo- and heterodimers. (A) Thermal denaturation
of Max* in presence of E-box (black diamonds) and non-specific DNA (open diamonds) recorded
by monitoring the CD signal at 222 nm. (B) Thermal denaturation of AMax* in presence of E-box
(black triangles) and non-specific DNA (open triangles) recorded by monitoring the CD signal at
222 nm. (C) EMSA demonstrating that the migration of a fluorescently labeled E-box (250 nM) is
retarded by the binding of c-Myc*, AMax*, AMax*/Max*, Max* and c-Myc*/Max* homodimeric
and heterodimeric complexes. The protein concentration is indicated in nM. (D) Thermal
denaturation of AMax*/E-box (open triangles), Max*/E-box (open diamonds) and
AMax*/Max*/E-box (black diamonds) recorded by monitoring the CD signal at 222 nm and the
arithmetic sum of the individual denaturations (gray diamonds). Note the presence of only one
transition for the case of the mixture of AMax*/Max demonstrating that one (heterodimeric)

complex is formed in the presence of DNA.



