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SpxA1 L897_04745 (spyh) MVTLFLSPSCTSCRKARAWLVKHEVDFQEHNIITSPLSRDELMSILSFTENGTEDIISTRSKVFQKLDVDVEELSISDLIDLIAKNPSLLRRPIIMDQKRMQIGFNEDEIRAFLSRDYRKQELRQATIKAEIEG---
SpxA1 SPy_1249   (spy)  MVTLFLSPSCTSCRKARAWLVKHEVDFQEHNIITSPLSRDELMSILSFTENGTEDIISTRSKVFQKLDIDVEELSISDLIDLIAKNPSLLRRPIIMDQKRMQIGFNEDEIRAFLSRDYRKQELRQATIKAEIEG---
SpxA  SMU_1142c  (smu)  MVTLFLSPSCTSCRKARAWLNRHDVVFQEHNIMTSPLSRDELLKILSYTENGTEDIISTRSKVFQKLDIDVDELSVSELINLISKNPSLLRRPIIMDNKRMQIGFNEDEIRAFLPRDYRKQELRQATIRAEVEGEDD
SpxA1 SP_1405    (spn)  MITLFLSPSCTSCRKAKAWLEKHKVPFVEHNIMTSPLTRKELQHILSLTENGTDDIISTRSKIFQKLNIDVESISVSELLHLIEQYPSLLRRPIIIDAKRMQIGFNEDEIRAFLPRSYRKQELKEARMRAGIS----
SpxA1 SSA_0937   (ssa)  MITLFLSPSCTSCRKARAWLLNHEVPFQEHNIMTSPLSAPELQHILSLTENGTDDIISTRSKIFQKLDLDVEDLSISTLIQLIEENPSLLRRPIILDGKRMQIGFNEDEIRAFLPRSYRKEELRSATMRADIQ----
SpxB  L132585    (lla)  MIDLYLSPSCTSCRKARAWLQSHKVPFVEHNILTQPMTTNDLRHILTKTENGTEDIISTRSKVFQKLAVDVDNLTINELLDLVTEFPNLLRRPIITDSKHLQIGFNEDEIRAFLPREYRRAEMLSTID---------
SpxA  EF2678     (efa)  MLTLYTSPSCTSCRKARAWLQEHEIPFKERNIFSEPLNIEELKAILIMTEDGTEEIISTRSKVFQKLNMDLDELPLQDLLELVQENPGLLRRPIMIDEKRLQVGFNEDEIRRFLPRDVRQLELRQAQLMAGL-----
SpxA  SA0856     (sau)  MVTLFTSPSCTSCRKAKAWLQEHDIPYTERNIFSEHLTIDEIKQILKMTEDGTDEIISTRSKTYQKLNVDIDSLPLQDLYSIIQDNPGLLRRPIILDNKRLQVGYNEDEIRRFLPRKVRTFQLQEAQRMVD------
SpxA  BSU11500   (bsu)  MVTLYTSPSCTSCRKARAWLEEHEIPFVERNIFSEPLSIDEIKQILRMTEDGTDEIISTRSKVFQKLNVNVESMPLQDLYRLINEHPGLLRRPIIIDEKRLQVGYNEDEIRRFLPRKVRSFQLREAQRLAN------
SpxA  lmo2191    (lmo)  MVTLYTSPSCTSCRKARAWLEEHDIPYKERNIFSEPLSLDEIKEILRMTEDGTDEIISTRSKTFQKLNVDLDSLPLQQLFELIQKNPGLLRRPIIIDEKRLQVGYNEDEIRRFLPRRVRTYQLREAQKMVN------
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SpxA2 L897_08945 (spyh) MIKIYTISSCTSCKKAKTWLNAHKLAYKEQNLGKEPLTKEEILAILSKTENGVESIVSSKNRYAKALDCDIEELSVSEVIDLIQDNPRILKSPILIDDKRLQVGYKEDDIRAFLPRSIRNIENTEARLRAAL-----
SpxA2 SPy_2115   (spy)  MIKIYTISSCTSCKKAKTWLNAHKLAYKEQNLGKEPLTKEEILAILSKTENGVESIVSSKNRYAKALDCDIEELSVSEVIDLIQDNPRILKSPILIDDKRLQVGYKEDDIRAFLPRSIRNIENTEARLRAAL-----
SpxB  SMU_2084c  (smu)  MIKIYTISSCTSCKKAKTWLNAHQLPYKEQNLAKDPLSKEEILNILSKTENGIESIVSSKNRYAKALHCNIDDLSVNEVIDLIQENPRILKSPILIDDKRLQIGYKEDDIRAFLPRSIRNVENTAARLRAAL-----
SpxA2 SP_0189    (spn)  MIKIYTVSSCTSCKKAKTWLNAHQLSYKEQNLGKEGITREELLDILTKTDNGIASIVSSKNRYAKALGVDIEDLSVNEVLNLIMETPRILKSPILVDEKRLQVGYKEDDIRAFLPRSVRNVENAEARLRAAL-----
SpxA2 SSA2244    (ssa)  MITIYTVSSCTSCKKAKTWLNAHQLTYKEQNLGKEGITKEELLDILTKTENGIASIVSSKNRYAKGLGVDIEELSVNEVLDIIMETPRILKSPILVDDKRLQVGYKEDDIRAFLPRSVRNVENAEARLRAAL-----
TrmA  L73853     (lla)  MITIYTAPSCTSCKKAKTWLSYHHIPFNERNLIADPLSTTEISQILQKCDDGVEGLISSRNRFVKTLGVDFEDISLSQAIKIISENPQIMRRPIIMDEKRLHVGYNEEEIRAFLPRTVRVLENGGARLRSAI-----
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