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Appendix Figure Legends 

 

Appendix Figure S1: Change in abundance of selected Dv transcripts during 

experimental evolution of wild type and mutant co-cultures. Abundance for each 

transcript is represented as normalized read counts on the y-axis while conditions are 

listed on the x-axis. 

 

Appendix Figure S2: Change in abundance (log2) of selected Dv proteins during 

experimental evolution of wild type and mutant co-cultures. Protein abundances for 

each condition are listed as boxplots while trends are represented with a trend line. 

Log2-fold changes between ST1 and SR3 were calculated by Student’s t-test or 

Mann–Whitney U test depending on normality of observed values; normality assessed 

by Shapiro–Wilk normality test. * indicates p-value < 0.05 or ** indicates p-value < 

0.01. Essential gene names are indicated with red font. 
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sulfotransferase family protein (TIGR)
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radical SAM domain protein (TIGR)
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ABC transporter, ATP−binding protein (TIGR)
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ABC transporter, permease protein (TIGR)
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adenylylsulfate kinase (TIGR)
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glycosyl transferase, group 2 family protein (TIGR)
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glycosyl transferase, group 1/2 family protein (TIGR)
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site−specific recombinase, phage integrase family (TIGR)
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conserved hypothetical protein (TIGR)
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sensory box histidine kinase (TIGR)
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conserved hypothetical protein (TIGR)
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catalase (TIGR)
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chromate transport family protein (TIGR)
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chrB protein (TIGR)
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radical SAM domain protein (TIGR)
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dehydrogenase, putative (TIGR)
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HAMP domain protein (TIGR)
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DVUA0100

sigma−54 dependent transcriptional regulator (TIGR)

DVUA0101

type III secretion protein, hrpY/hrcU family (TIGR)

DVUA0102

type III secretion inner membrane protein (TIGR)
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type III secretion protein, HrpO family (TIGR)
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type III secretion inner membrane protein, HrcV family (TIGR)
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conserved hypothetical protein (TIGR)
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type III secretion target, YopN family (TIGR)
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hypothetical protein (TIGR)
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type III secretion system chaperone, LcrH/SycD family (TIGR)
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type III secretion system target, YopB family (TIGR)
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type III secretion system protein, IpaC family, putative (TIGR)

DVUA0112

type III secretion system protein, YscC family (TIGR)
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type III secretion protein, YscD family (TIGR)
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hypothetical protein (TIGR)
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type III secretion system protein, YscF family (TIGR)
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DVUA0116

conserved hypothetical protein (TIGR)
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type III secretion lipoprotein (TIGR)

DVUA0118

type III secretion protein, YopL family (TIGR)
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type III secretion system ATPase (TIGR)
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type III secretion protein, putative (TIGR)
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type III secretion system protein, YopQ family (TIGR)
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type III secretion system protein, YscR family (TIGR)
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anti−anti−sigma factor (TIGR)

DVUA0124

sigma factor serine−protein kinase (TIGR)
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transglycosylase, SLT family (TIGR)
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conserved hypothetical protein (TIGR)
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CRISPR−associated helicase Cas3 domain protein (TIGR)
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CRISPR−associated protein, CT1134 family (TIGR)
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CRISPR−associated protein, CT1133 family (TIGR)
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CRISPR−associated protein, TM1801 family (TIGR)

1

10

100

ST
1

SR
1

ST
2

SR
2

ST
3

SR
3

ST
4

SR
4

ST
1

SR
1

ST
2

SR
2

ST
3

SR
3

ST
4

SR
4

ST
1

SR
1

ST
2

SR
2

ST
3

SR
3

ST
4

SR
4

ST
1

SR
1

ST
2

SR
2

ST
3

SR
3

ST
4

SR
4

ST
1

SR
1

ST
2

SR
2

ST
3

SR
3

ST
4

SR
4

strains
●

●

744

WT

                                               
                      
                                            9



●
●

●

●

●
●

●

●
●

●

● ●

●

●● ●
● ●

●

●
●

●

●
●
●

●

●
●●

●
● ●

● ●

●

●

●●

●
●

●

●

●
●

●●

●

●
●

●

●●

●

●

●

●
●
●

●

●

●

●
●

●

●

●●

●

●

●

●

●
●

●●
●

●
●●

●
●

●
● ●

●
●●

●
●

●

● ●

●

●

●●

●

●

●●

●●
●●

●

●

●

●

●●
●●

●
●

●

●

●

●

●

●

●

●

●

●

●

●

●

●●

●

●
●●

●

●
●

●

●

●

●

●

●
● ●

●

DVUA0133

CRISPR−associated protein Cas4 (TIGR)

DVUA0134

CRISPR−associated protein Cas1 (TIGR)
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CRISPR−associated protein Cas2 (TIGR)
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zinc transporter (TIGR)
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response regulator (TIGR)
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flagellar hook associated protein FlgK, putative (TIGR)
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