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Supplementary Figure 1. Sequence logos for conserved motifs identified in GrTCP proteins. 

The total height of the letters stands for the information content of the position in bits and 

numbers on the horizontal axis represent the sequence positions in the motifs. 



 
 
 
 
 

 
 
Supplementary Figure 2. Exon/intron structure of Arabidopsis TCP genes. The blue lines 

represent 5'-UTR or 3'-UTR, green boxes represent exons and black lines indicate introns. 


