Supplementary Figure 10. DSS analysis of WGBS in rat macrophages for different choices of
window size. (a) The overlap and number of genes with an associated DMR identified by DSS for
four window sizes (50 bp, 100 bp, 500 bp, 1,000 bp). Distribution of DMR lengths (bp) identified for
the window sizes of (b) 50 bp, (¢) 100 bp, (d) 500 bp and (e) 1,000 bp.
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