
Supplementary Figure 2. Three-component mixture model used to distinguish between the null distribution (no differential 
methylation) and the alternatives. (a) Histogram of the genome-wide posterior differential methylation probabilities (PDMP) with 
kernel density plot superimposed (solid black line). (b) Mixture model plot superimposed to the kernel density plot. Blue dotted line 
shows the density of the mixture null component, while red and green dotted lines depict the “negative” and “positive” differentially 
methylated density, respectively. 
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