
0

1

2

MethExp MethNotExp NotMethExp

Po
l2

 S
er

2 
(L

og
 s

ca
le

)

Supplemental Figure 10. The evidence of transcriptional elongation based 
on PolII-Ser2 signals (Y-axis) in the segment region associated with three 
gene groups, MethExp (pink), MethNotExp (green) and NotMethExp (blue) (X-
axis).




