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Supplemental Figure 4. Boxplots showing the evidence of transcriptional initiation based on CAGE tag intensity (Y-axes; 
log-transformed) contrasted for three gene groups, MethExp (pink), MethNotExp (green) and NotMethExp (blue) at (i) the 
upstream CGI, and (ii) the proximal-promoter (X-axes) across 15 tissue types.




