Supplemental Figure 5
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Supplemental Figure S5 Consensus motifs retrieved in B6 (A) and RJ2 (B) PRDMY class 1 peaks
compared to motifs previously found in (Baker et al. 2015). (C) PRDMO class 1d are enriched in a
PRDMO allele-specific motif. Distribution of hits to PRDM9 Dom?2 and PRDM9 Cst motifs (each
consensus motif is depicted on each graph) along B6 and RJ2 class 1 (total) and class 1d sites from the
center of the PRDMD sites to 1kb distance. Hits were calculated in a 50bp-sliding window with a 1bp
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