RNAseq dataset Lariat Reads Unique BPs Unique Introns
ENCODE 161,749 46,732 31,691
Mattick 108,927 30,686 21,913
In-house
SF3B1 mut/wt 1,008,741 2,712 2,308
RNAseq
TOTAL 1,279,417 71,272 44,332

Species Lariat Reads Unique BPs Unique Introns
Human 4,775,962 73,075 42,417
Mouse 17,213 11,226 9,340
S Pombe 58,832 3,556 1,428

Supplementary Figure 1 - Total raw lariat read counts from all RNAseq sources.
(A) Total raw lariat read counts in human from different RNAseq sources. (B) Total
raw lariat read counts in different species (human, mouse, fission yeast).
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