DNA methylation mediates neural processing after odor learning in the
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Table S1 Bees excluded from final analysis of Ca2* measurements due to: death during the 2 days between treatment
and measurement, not showing AL signals or technical problems (i.e. no staining of the AL, strong movement or leakage
of the preparation)

Treatment  Group Dead (%) No signal (%) Technical issue (%) In sum (%)
paired 56.4 20.5 12.0 88.9
RG108 unpaired 57.3 24.0 53 86.7
paired 71.7 13.1 6.1 90.9
DMF .
unpaired 37.9 37.9 12.1 87.9

Table S2 Bees excluded from final analysis of M17 measurements due to: death during the 2 days between treatment
and measurement, not showing response to sugar after measurement or technical problems (i.e. electrode moving or
dislocating)

Dead (%) No sugar response (%) Technical issue (%) In sum (%)
paired 60.7 3.6 0 64.3
RG108 unpaired 61.9 2.4 0 64.3
paired 46.3 134 1.5 59.7
DMF

unpaired 73.1 1.9 0 75




Baseline calcium response (0-4 s before each stimulus)
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Figure S1 Baseline calcium responses measured during the first 4s before stimulus onset. Responses were pooled for
each group and treatment across all measurements.



