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Supplementary Figure S1. TEM micrographs of JSC4 cultivated under 0% and 2% SS.




Supplementary Figure S2. Time course of 13C fraction under different SS
concentrations (0% and 2%) at Days 3, 5, and 7.

o (pink) and e (blue) indicate 0% SS and 2% SS, respectively. Error bars indicate the SD of
three replicate experiments (*: p <0.05 by Student's t-test).
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Supplementary Table S1. Comparison of lipid productivity of
Chlamydomonas sp. JSC4 with those of other green algae, as reported in the

literature.
: Biomass productivity Lipid productivity

Strain (mg L d) (mg L d) Reference
Nannochloropsis sp. F&M-M24 180 55 1
Dunaliella tertiolecta ATCC30929 100 70 2
Isochrysis zhangjiangensis 345 141 3
Nannochloropsis oculata NCTU-3 480 142 4
Chlorella vulgaris 358 167 5
Chlorella sorokiniana 246 189 6

Chlamydomonas sp. JSC4 (1% SS) 775 358 This study
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Supplementary Table S2.
Sequences of primers used for
qPCR.

Primer name Definition Primer sequence (5' to 3")
RPL32 F . . t
Ribosomal protein L32 acaagaagactogecacacy
RPL32 R cgttgatgacgcagatgttg
PGIF . cacgaccatacaccccaatc
Phosphoglucose isomerase
PGIR gcecttgttccacaccatee
PGM F t t t
Phosphoglucomutase cageegetacgactacgag
PGMR cggacaggcggaaaatg
AGPPF t tcget
G ADP-glucose phosphorylase aacletapclegoteaact
AGPPR ctcgatggcecctgttettg
SP1 F tctacttect, t
Starch phosphorylase 1 ctactivetgeecgactacaac
SP1 R gaacacgaacacctcctccac
SP2 F aacacccaccacctcaacaac
Starch phosphorylase 2
SP2 R gatttcatgcaccaagccatac
AMY1F tcagcgtcggaatcaaacc
AMYI1 R o-Amylase 1 taaacacctccgtccatctcate
AMY2F o-Amylase 2 catcaagatcaacggcaagg
AMY2 R cgcaacagcacatacacagg
PFOR F . . t tgttt
Pyruvate ferredoxin oxidoreductase celegcelgttieaga
PFOR R ggtettgctggegatga
PDHF t ttatcgtcat
Pyruvate dehydrogenase acctgecectiategteate
PDHR gtggttecgtettgegtate
PDCF tat t t
Pyruvate decarboxylase ACECEIWLEESIaaagatace
PDCR atagcgcgagaaaaccgttg
ALDHF tegt tctgtat
Aldehyde dehydrogenase cetgcacgagtictglatacy
ALDHR ttgttgaactggtcgetgte
ACS1F AcCoA synthetase 1 caccctgcctcaatagtgtce
ACS1R atggctcggcttettctce
ACS2 F
CS AcCoA synthetase 2 cccgtcaacatccagttcttc
ACS2 R tctggeggtatgtgattgtg
Al F t tat
CS3 AcCoA synthetase 3 ctggagcaagcccatatacaac
ACS3 R ccctcccagtagaacgceaac
PDHF t
G Glycerol 3-phosphate dehydrogenase aatacgetgeacgdanacac
GPDH R ttgctgacgeagatgatgg
BCCPF . . . t t t
Biotin carboxyl carrier protein aaalgeageteaaccigacs
BCCP R cgtcgaacgccatcatgtte
BCF _ t t t
Biotin carboxylase Egagatgancaccegeatc
BCR acacgatgtcctcetgettg
CTF . tcatcat
* carboxyl transferase o subunit aaccteatcalgeagaacge
aCTR tccatgacgccgaacttgac
TF t tgtt
pC carboxyl transferase § subunit Caagalgeeeaagarietiy
BCTF ttgcagccaaagcagatgtg




