
Ntspa712 5’-CGCCTTCGCCACCGGCCTTCC -3’

1



Ntspa572 5’-AACCGCCTACGCTCCCTG -3’

2



Ntspa1429 5’-TGGCTTGGGCGACTTCAG -3’

3



4

Nit1017 5’-TGC TCC GAA GAG AAG GTC ACA -3’



5

Nit1000 5’-TGC GAC CGG TCA TGG -3’



6

NmoCL6a 5’-AAGCATAAGGTCTTTCGATCCCCT -3’



7

NmoCL6b 5’-GGATCAGGCTTGCGCCC -3’

* NmoCL6b is not very specific and is 
likely to be targeting other non-AOB 
targets present in the wastewater 
ecosystem

Non-specific targets



8

Nso190 5’-CGATCCCCTGCTTTTCTC -3’



* Nmo218 is not very specific but the 
undesired targets (e.g. 
Oxalobacteraceae) were not detected 
by amplicon sequencing to be present 
in the samples tested in this study. 

9

Nmo218 5’-CGGCCGCTCCAAAAGCAT -3’

Non-specific targets
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Nse1472 5’-ACC CCA GTC ATG ACC CCC -3’

Nsv443 5’-CCGTGACCGTTTCGTTCCGGC -3’



Primer coverage for universal primers used in HOPE to detect 
for total bacteria
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Primer coverage for universal primers used in amplicon 
sequencing to detect for total bacteria
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Nitrifying bacterial populations detected by 515F and 907R 
primers
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Nitrifying bacterial populations detected by 515F and 907R 
primers
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