stress (T) conditions.

Supplementary Figure S4: Alignment of bisulfite sequences of TaHKT2;3 gene alongwith the
reference (unmodified) DNA sequences in shoot (Sh) and root (Rt) of Kharchia-65 (Kh) and HD-

2329 (HD) grown under control (C) and salt
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AAATGGAGGAT AAGTAGTT
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HD-Sh-C1 TTA CTTTCTAQCTCTC ATCCTAACT
HD-Sh-C2 TTAAAATGGAGGATCTTTCTAIMCTCTCAAGTAGTTATCCTAACT
HD-Sh-T1 TMAAAATGGAGGATCTTTCTAQNICTCTCAAGTAGTTATCCTAACT
HD-Sh-T2 ATMAAAATGGAGGATCTTTCTAQRCTCTCAAGTAGTTATCCTAACT
HD-Rt-C1 CTACCATMAAAATGGAGGATCTTTCTAMCTCTCAAGTAGTTATCCTAACT
HD-Rt-C2 CTACCATMAAAATGGAGGATCTTTCTAMCTCTCAAGTAGTTATCCTAACT
HD-Rt-T1 CTACCATMAAAATGGAGGATCTTTCTAMCTCTCAAGTAGTTATCCTAACT
HD-Rt-T2 CTACCATMAAAATGGAGGATCTTTCTA[CTCTCAAGTAGTTATCCTAACT
Reference-HD CTACCAT[MAAAATGGAGGATCTTTCTAEMCTCTCAAGTAGTTATCCTAACT
Reference-Kh CTACCATTAAAATGGAGGATCTTTCTAGCTCTCAAGTAGTTGTCCTAACT
Kh-Sh-C1 CTACCATTAAAATGGAGGATCTTTCTAGCTCTCAAGTAGTTGTCCTAACT
Kh-Sh-C2 CTACCATTAAAATGGAGGATCTTTCTAGCTCTCAAGTAGTTGTCCTAACT
Kh-Sh-T1 CTACCATTAAAATGGAGGATCTTTCTAGCTCTCAAGTAGTTGTCCTAACT
Kh-Sh-T2 CTACCATTAA TCTTTCTAGCTCTC GTCCTAACT
Kh-Rt-C1 CTACCATTAAA TCTTTCTAGCTCTC TGTCCTAACT
Kh-Rt-C2 CTACCATTAAAA TCTTTCTAGCTCTC TGTCCTAACT
Kh-Rt-T1 CTACCATTAAAA TCTTTCTAGCTCTCA TGTCCTAACT
Kh-Rt-T2 CTACCATTAAAAT TCTTTCTAGCTCTCA TGTCCTAACT
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HD-Sh-C1 CTCTTGATGTTGTTAGGAAGTGAGATGTTTGTTTCCTTGC ATAT
HD-Sh-C2 CTCTTGATGTTGTTAGGAAGTGAGATGTTTGTTTCCTTGC ATAT
HD-Sh-T1 CTCTTGATGTTGTTAGGAAGTGAGATGTTTGTTTCCTTGC ATAT
HD-Sh-T2 CTCTTGATGTTGTTAGGAAGTGAGATGTTTGTTTCCTTGC ATAT
HD-Rt-C1 CTCTTGATGTTGTTAGGAAGTGAGATGTTTGTTTCC[TGC ATAT
HD-Rt-C2 CTCTTGATGTTGTTAGGAAGTGAGATGTTTGTTTCC[®MTGC ATAT
HD-Rt-T1 CTCTTGATGTTGTTAGGAAGTGAGATGTTTGTTTCCMTGC ATAT
HD-Rt-T2 CTCTTGATGTTGTTAGGAAGTGAGATGTTTGTTTCCE®TGC ATAT
Reference-HD CTCTTGATGTTGTTAGGAAGTGAGATGTTTGTTTCC[®TGC ATAT
Reference-Kh CTCTTGATGTTGTTAGGAAGTGAGATGTTTGTTTCCTTGC ATAT
Kh-Sh-C1 CTCTTGATGTTGTTAGGAAGTGAGATGTTTGTTTCCTTGC ATAT
Kh-Sh-C2 CTCTTGATGTTGTTAGGAAGTGAGATGTTTGTTTCCTTGC ATAT
Kh-Sh-T1 CTCTTGATGTTGTTAGGAAGTGAGATGTTTGTTTCCTTGCT ATAT
Kh-Sh-T2 CTCTTGATGTTGTTAGGAAGTGAGATGTTTGTTTCCTTGCT ATAT
Kh-Rt-C1 CTCTTGATGTTGTTAGGAAGTGAGATGTTTGTTTCCTTGCT ATAT
Kh-Rt-C2 CTCTTGATGTTGTTAGGAAGTGAGATGTTTGTTTCCTTGCT ATAT
Kh-Rt-T1 CTCTTGATGTTGTTAGGAAGTGAGATGTTTGTTTCCTTGCT ATAT
Kh-Rt-T2 CTCTTGATGTTGTTAGGAAGTGAGATGTTTGTTTCCTTGCT ATAT
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HD-Sh-C1 GAGTTGAGCAAGCAAAACAAGCATGATCCTGAAGATA GAG
HD-Sh-C2 GAGTTGAGCAAGCAAAACAAGCATGATCCTGAAGATA GAG
HD-Sh-T1 GAGTTGAGCAAGCAAAACAAGCATGATCCTGAAGATA GAG
HD-Sh-T2 GAGTTGAGCAAGCAAAACAAGCATGATCCTGAAGATA GAG
HD-Rt-C1 GAGTTGAGCAAGCAAAACAAGCATGA[MEC TA GAG
HD-Rt-C2 GAGTTGAGCAAGCAAAACAAGCATGA[CCTGAAGATA
HD-Rt-T1 Al9CC
HD-Rt-T2 Al9CC
Reference-HD TCATGAGTTGAGCAAGCAAAACAAGCATGAEMCCTGAAGATAGTAGAGTTA
Reference-Kh TCACGAGTTGAGCAAGCAAAACAAGCATGATCCTGAAGATAGTAGAGTTA
Kh-Sh-C1 TCACGAGTTGAGCAAGCAAAACAAGCATGATCCTGAAGATAGTAGAGTTA
Kh-Sh-C2 TCACGAGTTGAGCAAGCAAAACAAGCATGATCCTGAAGATAGTAGAGTTA
Kh-Sh-T1 TCACGAGTTGAGCAAGCAAAACAAGCATGATCC AG TTA
Kh-Sh-T2 TCACGAGTTGAGCAAGCAAAACAAGCATGATCCTGAAGATAGT TTA
Kh-Rt-C1 TCACGAGTTGAGCAAGCAAAACAAGCATGATCCTGAAGATAGT TTA
Kh-Rt-C2 TCACGAGTTGAGCAAGCAAAACAAGCATGATCCTGAAGATAGT TTA
Kh-Rt-T1 TCACGAGTTGAGCAAGCAAAACAAGCATGATCCTGAAGATAGT TTA
Kh-Rt-T2 TCACGAGTTGAGCAAGCAAAACAAGCATGATCCTGAAGATAGT TTA

Clustal Consensus

For convenience, bisulfate sequences in duplicate were used to show the alignment and only partial (1 — 300)
alignment is shown here.



