Mutation Stzzlgty Sta?d?rd InterzzzicopnlAAG Sta?d?rd Interpretation Germline Somatic
(keal/mol) deviation (keal/mol) deviation
D868A 1.08 0.24 2.78 0.14 Destabilizing Y N
D868G 0.99 0.21 2.72 0.21 Destabilizing N Y
D868H 9.98 3.04 10.77 3.43 Highly destabilizing N Y
D868N 2.30 0.17 3.57 0.49 Highly destabilizing Y Y
D868Y 12.31 2.88 11.74 2.77 Highly destabilizing Y Y
S869G 0.10 0.11 0.06 0.11 Neutral N Y
S869N -0.25 0.12 -0.47 0.21 Neutral Y Y
S869R -0.97 0.16 -1.05 0.17 Neutral Y Y
G870C 1.27 1.04 0.79 0.98 Destabilizing Y N
G870D 4.94 1.46 4.78 1.48 Highly destabilizing Y Y
G870R 11.72 1.81 10.84 2.02 Highly destabilizing N Y
G870S 1.07 0.51 0.65 0.50 Destabilizing Y Y
G870V 5.40 2.12 5.21 2.05 Highly destabilizing N Y
1871S 0.17 0.31 -0.38 0.34 Neutral Y Y
1871T -0.22 0.42 -1.15 0.34 Neutral Y Y




