Supplementary figure 1
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False Position Rate of
Phosphorylation Site

Accession Mascot Theoretical

Protein
Sequence

Number score Mass Determination Based on MD Score
IPI00293544  ADSpLTMEER 5674 2625 113043  0.74 0.0021
- ADSpLTMOEER ~ 6377 3140 114643  0.67 0.0008

+H+ Ser +S196E Ser/Glu S196E/S196E  Glu

CGCCCGGGCTGAJQAGCE TGACCAT||CGCCCGGGCTGAJQAACCTGACCAT||CGCCCGGGCTGAQGAGCTGACCAT
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