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Supplementary Figure S2
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Supplementary Figure S4
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Supplementary Figure S5
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Supplementary Figure S6
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Supplementary Figure S7
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Supplementary Figure S8
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Supplementary Figure S9
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Supplementary Figure S9

(©)

phpR-133-F

Renilla luciferase

Firefly luciferase
**

-

Firefly luciferase

Firefly luciferase

** -
200007 1500
—15000] D 10001
- -l
(¢’ 10000] e
5001
50007
0- 0
phpR-147-F
Renilla luciferase
*
150007 15001
2 100007 — 10001
-l -
o LL
50001 500 1
0 T 0
phpR-243-F
Renilla luciferase
**
100007 800"
80001 600
= 60001 -
400
o 40001 L
0 T 0
phpR-257-F
Renilla luciferase
**
150001 10001
8001
— 100001
- 3 6001
nd T ]
2001
0 r 0

m

Firefly luciferase

n

O Non-targeting control siRNA

B renilla luciferase siRNA

O Non-targeting control siRNA

B renilla luciferase siRNA

O Non-targeting control siRNA

B renilla luciferase siRNA

O Non-targeting control siRNA

B renilla luciferase siRNA



Supplementary Figure S9
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Supplementary Figure S10
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(©)

1.5 - 2.0 =
> 2 15 -
S 101 E
s 3
8 O 0T O cis
) >
0.5 A |
z T o5 4 @ cam
0.0 y v v 0.0 T T T T
phpR- phpR- phpR- phpR- phpR-  phpR-  phpR-  phpR-
133-F  147-F  243-F  257-F 133-F  147-F  243-F  257-F
G2/M G2/IM
2.07 25 -
> 151 b 201
% 2 157
5 107 3 O cFp
O 101
2 = B GFP-hnRNP Q1
¥ 0.59 e
5-
0.0- = r .

phpRF- phpR- phpR- phpR- phpR-
vector 133-F 147-F 243-F 257-F

(E)

0.5
0.47
0.37
0.2

0.1
0.0

RLU
normalized by

GFP vector

phpRF
vector

phpRF- phpR- phpR- phpR- phpR-
vector 133-F 147-F 243-F 257-F

[l GFP-hnRNP Q1
] GFP-hnRNP Q1/ARBD23



Supplementary Figure S11
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