
The introduction of X-tile

The cut-off values in current study were obtained by 
X-tile software developed by Yale University [1]. X-tile 
plots provide a single, global assessment of every possible 
way of dividing a population into low-level and high-level 
marker expression. X-tile data are presented in a right 
triangular grid where each point represents a different 
cut-point. The intensity of the color of each cutoff point 
represents the strength of the association. The X-tile 
software allows the user to move a cursor across the grid 
and provides an “on-the-fly” histogram of the resulting 
population subsets along with an associated Kaplan-Meier 
curve. The X-tile software provides a method of dividing 

a single cohort into training and validation subsets for 
P value estimation when separate training and validation 
cohorts are not available. In summary, the X-tile software 
can provide optimal cut off values, and according to the 
optimal cut off values, patients are divided into two or 
three groups which have the most significant difference 
in prognosis.
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Supplementary Figure 1: Calculation of cutoff points of tumor diameter by X-tile in training set. (A) Two subgroups were 
built according to the optimal cutoff point (4.3, P < 0.001); (B) Two subgroups were built according to the optimal cutoff point (2.5, P < 0.001)  
for patients with tumor diameter between 0 and 4.3; (C) Two subgroups were built according to the optimal cutoff point (5.5, P < 0.001) for 
patients with tumor diameter between 4.3 and 15.0.


