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The supplemental materials contain two supplementary figures and one supplementary dataset.

Supplementary figure 1. Density map of residues and water molecules in a selected region
contoured at 1.20.
Supplementary figure 2. ITC assay indicates no interaction between Rv2125 and WT 20S

proteasome.

Supplementary Dataset 1. Full list of Tandem mass tag (TMT) labeling and mass spectrometry

analysis results of wild-type v. Rv2125 mutant M. tuberculosis.



Supplementary figure 1. Density map of residues and water molecules in a selected region

contoured at 1.20.
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Supplementary figure 2. ITC assay indicates no interaction between Rv2125 and WT 20S
proteasome.



