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Additional File 7: Additional detail on the mouse epigenetic clock, related to Figure 2. 
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Additional File 7: Additional detail on the mouse epigenetic clock, related to Figure 2.  
(A) Prediction of age coloured by their dataset of origin. The training data is shown in the 
background in grey. 
(B) Average coverage of the prediction sites in the test samples. The training data is shown in 
the background in grey. 
(C) Prediction of age in 2 unobserved datasets [31,32]. The training data is shown in the 
background in grey. 
(D) Absolute error of the model as depicted per age group, young (defined as below 20 
weeks of age) and old (defined as 20 weeks of age or older) in the test data and training data. 
The MAEs are displayed for each boxplot. 
(E) Percentage of explained variation of the principal component analysis on the clock sites, 
components 1, and 13 are nominally significant related to age (shown in red). 
(F) Principal component analysis of the first and second component as derived from the PCA 
on the clock sites in the training samples; coloured by tissue. 
 




