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Influenza C: antibodies and sequences
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Influenza C: antibodies and sequences

C/Sapporo/71 (45 post-2000 members, inc. 21 post-2009)

ABO00614 C/Miyagi/9/91 1991/JUN/15
ABO00613 C/Yamagata/10/89 1989/IUN/15
ABO00725 C/England/83 1983/JUN/15
C/Sapporo/71 (8 1981-2005 members)
C/Sapporo/71 (4 1981-1985 members)
C/Lancaster/1/2015 2015/JAN/23
ABO0O0727 C/Nara/2/85 1985/IUN/15
4‘_[ D16261 C/Yamagata/1/88 1988/IUN/15
AB000612 C/Yamagata/8/88 1988/JUN/15
— ABO00605 C/Sapporo/71 1971/JUN/15
ABO00606 C/Kanagawa,/1/76 1976/IUN/15
-’jﬁ\BDDUEU? C/Miyagi/77 1977/IUN/15
D16259 C/Aomori/74 1974/IUN/15
C/Yamagata/64 clade {14 members)
LC123815 C/Great Lakes/1167/1954 1954/JUN/15
M22038 C/1)/50 1950/JUN/15
ﬂﬁlgﬁ C/Ann Arbor/1/50 1950/JUN/15
LC123817 C/Paris/1/67 1967/JUN/15
D26546 C/Taylor/1233/1947 1947/IUN/15

C/Sapporo/71

—
0.002

Supplementary Figure 1: Neighbour joining tree rooted on C/Taylor/1233/1947 for
segment 6 (M1/CM2), annotated with clades derived from Gatherer * and confirmed by
BEAST analysis (see Supplementary Data Pack), demonstrating the closer relationship of
C/Lancaster/1/2015 (red) to M1/CM2 segments of the C/Sapporo/71 clade from the 1980s

than to recent isolates. Scale: substitutions per site.
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C/Sapporo/71 (38 members inc. 15 post-2009)

__ 1C123310 C/Yamagata/10/89 1989/AUG/03
LC123321 C/Yamagata/13/98 1998/IUN/08
LC123334 C/Yamagata/15/2004 2004/MAY/11
LC123324 C/Yamagata/6/2000 2000/MAR/21
LC123329 C/Miyagi/20/2002 2002/MAR/17
X55992 C/Berlin/1/85 1985/IUN/30
[ LC123307 C/England/892/1983 1983/JUN/30
LC123316 C/Miyagi/3/93 1993/APR/13
LC123313 C/Yamagata/5/92 1992/NOV/26
LC123304 C/pig/Beijing/115/81 1981/JUN/30
LC123318 C/Miyagi/8/96 1996/MAY/23
LC123289 C/Sapporo/71 1971/IUN/30
LC123297 C/Kyoto/1/79 1979/JUN/30
LC123323 C/Yamagata/3/2000 2000/FEB/02
4'—7&123315 C/Miyagi/1/93 1993/FEB/02
L 1123294 ¢/California /78 1978/IUN/30
CfLancaster/1/2015 2015/1AN/23
LC123291 C/New Jersey/1/76 1976/IUN/30
LC123298 C/Shizuoka/79 1979/JUN/30

LC123301 C/Yamagata/7/81 1981/MAR/18
LC123308 C/Yamagata/7/88 1988/NOV/03

| el C/Sapporo,/71 (7 1979-1993 members)

< C/Greece/79 (25 members inc. 8 post-2009)

LC123285 C/Yamagata/64 1964/JUN/30
LC123286 C/lohannesburg/4/67 1967/JUN/30

{ LC123288 C/Georgia/1/69 1969/IUN/30
LC123284 C/Great Lakes/1167/1954 1954/JUN/30
M28061 C/)1/50 1950/JUN/30
AB126191 C/Ann Arbor/1/50 1950/JUN/30
V20228 C/Ann Arbor/1/50 1950/JUN/30
AF170576 C/lohannesburg/1/66 1966/JUN/30

LC123287 C/Paris/1/67 1967/JUN/30
LC123283 C/Taylor/1233/1947 1947 /JUN/30

—
0.002

C/Sapporo/71

Supplementary Figure 2: Neighbour joining tree rooted on C/Taylor/1233/1947 for

segment 1 (PB2), annotated with clades derived from Gatherer * and confirmed by BEAST

analysis (see Supplementary Data Pack), demonstrating the closer relationship of

C/Lancaster/1/2015 (red) to PB2 segments of the C/Sapporo/71 clade from the 1970s and

1980s than to recent isolates. Scale: substitutions per site.
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Supplementary Figure 3: Root-to-tip distance in a neighbour joining tree for segment 5
(NP) of the influenza C genome. 96 full-length or near full-length genome segments (1809
bases) are used plus the 397 discontinuous bases of segment 5 derived from deep
sequencing. C/Lancaster/1/2015 is less divergent from the root than it should be given its
known sampling date, consistent with a perturbation of molecular clock-like behaviour in its

lineage.
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Supplementary Figure 4: Root-to-tip distance in a neighbour joining tree for segment 7
(NS1/NS2) segment of the influenza C genome. 134 full-length or near full-length genome
segments (935 bases) are used plus the 288 discontinuous bases of segment 7 derived from
deep sequencing. C/Lancaster/1/2015 has a degree of divergence from the root consistent

with molecular clock-like behaviour in its lineage.
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