Supplemental Figure 5. Sweetwyne et al.
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Ndufa9 PGC1b CyCs CcoXIv
Target Forward 5’-3’ Reverse 5’-3’
Ndufa9 ATCTTATTGGGCGGGAGTGG CAACCCCAGCTTCCTTGGAT
PGC1b (PMID: 25241037) GGACGCCAGTGACTTTGACT TTCATCCAGTTCTGGGAAGG
CyCs (PMID: 25241037) AAAGGGAGGCAAGCATAAGAC GAACAGACCGTGGAGATTTGG
COXIV CTCCAACGAATGGAAGACAG TGACAACCTTCTTAGGGAAC
UBC ACAGGAAGACAGACGTACCTT CCCATCACACCCAAGAACAAG
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