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Figure S2.
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Supplemental Figure 2

MDFIC-KD Unique (191 genes)
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Inflammatory response genes differentially regulated by glucocorticoids depending on the presence or absence of
MDFIC. Left panel shows genes associated with Inflammatory Response that are uniquely regulated by glucocorticoids only in NTC
cells. Right panel shows genes associated with Inflammatory Response that are uniquely regulated by glucocorticoids only in MDFIC-

KD cells. Red and green colors correspond to increased and decreased expression, respectively.
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