
Supplemental Tables 
 
Table S1. Table S1. Many of the malectin RLKs in the same subfamily as FERONIA contain the 
A/GXXXA/G motif, putatively for transmembrane domain association. 
 

 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 



 
Table S2. Sequences of primers used for cloning. 
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Supplemental Figures 
 
Figure S1. A, lipid optimization, step 1. MSP1C1-C-strep(II) was synthesized with liposomes or 
polymersomes (1.2 mg/mL or 1.6 mM) using WEPRO2240 at ambient temperature for 17 hours. 
Reactions were centrifuged (14 krpm, 18000 x g, for 3 min) to separate supernatant and pellet fractions. 
The supernatant was used for small-scale StrepTactin purification. The eluates were fractionated into 
supernatant (S) and pellet (P) by centrifuging at 14 krpm (18000 x g) for 3 min. S fractions of the eluates 
were analyzed on SDS-PAGE. B, lipid optimization, step 2. Proteins were synthesized with cardiolipin 
(CL) at varying cencentrations, DDM, or phosphatidic acid (PA) using WEPRO2240 at ambient 
temperature for 24 hours, with the protocol as listed in (A). Post addition of CL was done after translation 
reaction and before centrifugation.  
 

 
 
 
 
 

1 2 3 4 5 6 7 8 9 10 11 12 13 1 - control (no addition)
2 - Soy liposome
3 - Soy PC
4 - POPC:POPE:CL (2:2:1)
5 - POPE:POPG (3:1)
6 - POPE
7 CL (1/5; 0.32 mM)
8 - POPC:POPE (1:1)
9 - PA:PC (1:1, from egg)
10 - PA:PC (1:3, from egg)
11 - POPC:CL (4:1)
12 - POPE:CL (4:1)
13 - BdEO:CL (4:1)

Abbreviations:
PC - phosphatidylcholine
PA - phosphatidic acid
CL - Tetraoleoyl cardiolipin
POPC - 1-Palmitoyl-2-oleoylphosphatidylcholine
POPE - 1-Palmitoyl-2-oleoyl-3-phosphoatidylethanolamine
POPG - 1-Palmitoyl-2-oleoyl-3-phosphatidylglycerol
BdEO - Poly(butadiene)-block-poly(ethylene oxide)

Abbreviations:
PA - phosphatidic acid
CL - Tetraoleoyl cardiolipin
DDM - n-Dodecyl-β-D-maltopyranoside
CMC - Critical micelle concentration10kDa
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1 2 3 4 5 6 87 9 10 11 1 - CL 0mM

2 - CL 0.16mM
3 - CL 0.32 mM
4 - CL 0.48mM
5 - CL 0.64mM
6 - CL 0.80mM
7 - DDM 0.17mM (CMC)
8 - DDM 0.085mM (1/2 CMC)
9 - PA 1.6mM
10 - PA 0.8mM
11 - Post translation addition of CL 0.32mM



Figure S2. Affinity-purified FERONIA translated with MSP1D1 and cardiolipin as described above was 
diluted 50-fold into 18MΩ H2O and spotted onto 300 mesh carbon film grids (Electron Microscopy 
Sciences), negatively stained with Nano-W stain (Nanoprobes), and imaged on a Philips CM120 STEM 
Electron Microscope operating at 80KV.  Image was collected with an AMT BioSprint 12 series digital 
camera using AMT Image Capture Software Engine V700. Magnification is represented by scale bar 
shown directly on sample image. 
 

 
 
 
 
 
 



Figure S3. Batches of produced mutational variants, with respective WT control expression and molecular 
weight ladders. A, B, and C refer to 3 independent batches. 
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