Supplemental Table S1. Defects of zygotic division.

o = = = =
go apical1 §D basal’ §D apical §D total* §D
=| Genotype (um) SD (um) SD /basal’ SD (um) SD n
wild type 125 16 a 571 7.8 ab 022 00 a 696 84 ab 80
ssp-2 150 26 c,d 465 83 c 034 0.1 b 615 83 c 129
wrky2-1 183 45 e 386 6.0 d 049 02 ¢ 569 59 d 80
wrky2-1ssp-2 | 17.3 40 e 352 7.1 e 052 02 ¢ 525 69 e 153
- ssp-2 WOX8 135 18 ab 560 66 ab 024 00 a 694 68 ab 113
—|ssp-2 WRKY2 | 142 23 b,c 448 74 c 033 01 b 589 73 cd 124
E’ ssp-2
WRKY2(Asp) 135 21 ab 542 65 b 025 01 a 677 68 b 158
ssp-2
WRKY2(Ala) 154 26 d 464 73 c 035 01 b 61.8 69 c 82
wrky2-1
WRKY2(Asp) 129 24 e 584 73 a 022 00 a 713 8.0 a 107
wild type 125 16 a 57.1 7.8 a 022 00 a 696 84 a 80
hdgll/12 133 20 a 46.6 8.2 c 029 0.1 b 599 8.6 c 161
hdgll/12
HDGI11 123 18 a 549 76 ab 023 00 a 673 81 ab &2
hdgll/12
n WOX8 121 19 a 531 73 b 023 00 a 652 82 b 90
< | wrky2-1 183 45 b 386 6.0 d 049 02 ¢ 569 59 c 80
.L%D wrky2-1
hdgll/12 179 36 b 287 7.0 e 0.67 02 d 466 7.1 d 81
ssp-2 wrky2-1
hdgll/12 183 37 b 285 7.0 e 069 03 d 467 7.0 d 84
hdgll/12
pHTRI0:
HDGII-YFP | 122 23 a 57.6 7.8 a 021 00 a 69.8 8.8 a 89
wild type 124 1.7 a 659 7.8 a 0.19 00 a 783 83 a 95
hdgll/12 132 23 b 549 120 b 025 01 b 681 128 b 100
< hdgll/12 x
| wild type 133 23 b 532 109 b 026 0.1 b 665 108 b 80
.L%D wild type x
hdgll/12 121 15 a 62.6 9.1 a 020 00 a 747 94 a 80
hdgl -1 126 20 ab 621 76 a 021 00 a 747 82 a 101
hdgl2-2 123 18 a 63.3 8.8 a 020 00 a 756 9.0 a 80
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3,4

Values are shown as means. The groups indicate the significantly associated categories (P < 0.05 by the Tukey-Kramer

test). hdgl1/12, hdglI-1 hdgl2-2 double mutant; WOXS8, pEASE:WOXS-YFP; WRKY2, pWRKY2:WRKY2-YFP; WRKY2(Ala),
PWRKY2:WRKY2(Ala)-YFP; WRKY2(Asp), pWRKY2:WRKY2(Asp)-YFP; HDG11, pHDG11:HDGI11-YFP. The cross is denoted
as female x male. The data of Figures 1B and 4B were obtained in one experiment, thus the wild-type values are identical.




