Additional file 1. Accuracy of quantitative Real-Time PCR assay to estimate the copy number

variation in genes of Plasmodium falciparum and Plasmodium vivax.

Sample  Target R R R

P ) ,Ql Ql Q2 RQSD? CV (%)

ID Name Min Max Mean
118 088 159

1 pfmdrz 088 0.80 1.04 1.13 0.230 20.3
134 108 164
100 065 154

2 pfmdr1 086 044 166 0.92 0.074 8.1
090 060  1.40
110 070  1.60

3 pfmdra 074 0.49 113 1.01 0.235 23.3
118 0.97 1.44
107 079 145

4 pfmdr1  0.74 057 0.94 080 0.242 30.0
060 042  0.87
107 057  2.00

5 pfmdry  1.12 0.88 1.42 1.04  0.091 8.7
094 066 135
090 072 1.12

6 pfmdra  0.72 059 08 077 0.115 15.0
069 044  1.06
214 177 259

7 pvmdry  1.69 1.32 2.16 1.96 0.242 12.3
206 173 244
270 240  3.10

g8  pwmdry 210 160290 556 0404 15.8
287 247 333
101 0.72 1.42
196 132 292
105 045 245



1.56 1.27 1.92

10 pvmdrl  1.41 111 1.79 1.60 0.213 13.3
1.83 165  2.03

3.14 2.20 4.48

11
pfmart 287 222 371 547 g407 15.4
(W2mef) 230 190 260
Sample Target RQ
g J RQ SD , RQSD? CV (%)
ID Name Mean
1.35  0.058
12 pfgchs 133 0.001 1.22 0.204 16.7
0.99  0.017
135  0.016
13 pfgchs 179 0.028 1.38 0.386 27.9
1.02 0011
1.30  0.010
1.05  0.019
14 pfgcht  1.07  0.006 1.09 0.126 11.6
1.05  0.008
0.97  0.014
s 0.96  0.012
pfgchl  1.05  0.01 1.02  0.046 45
(W2mef)
1.03 0.1

RQ, relative quantification; Min, minimum; Max, maximum; SD, standard deviation; CV,

coefficient of variation

! Each experiment was performed in triplicate and the fold-difference in gene copy number of the
sample relative to the calibrator (sample with one copy of the gene) was expressed as a range of
relative quantification (RQ min and RQ max).

2 Mean and standard deviation of the gene copy number estimates (RQ) considering all experiments

performed to each sample.



