Table. S2 Primer sequence and PCR conditions for the confirmation of microarray analysis by RT-PCR

Forward primer (5'-3") Reverse primer (3'-5')Annealing temperature (‘*C Number of cycles

ACOT1
AFAPI1-ASI1
ASCL2
AUTS2
C4BPB
C9orf64
CADM1
CBRI1
DDX3Y
DLC1
EIF1IAY
GALC

gcaccttcctgttcctggta

gggggagctgcttactctet
tgacctggggcgtaataaag
gcacttaagcctcaggaacg
actgtccagagcttcctcca

gagatggctgcttcaaggac
cccagcctgtgatggtaact
ttcgaaggcaggaatgaact
attggcaatcgtgaaagacc
ttgaagccaaggaagcttgt
cccacctgctgcatcttagt

gccaagcgttaccatgattt

tccectecccagataatagg
atacacggacctccaagcac
agttcacgctceccttgaaga
actgtccctgecagetgttct
caggccctgaagaactgaac
tcagctcaacacaccaaagc
tgatcgagccttcttcacct
ttaagggctctgacgctcat
tactgcecggttgectctact
tcgtctgaatcgtcacttcg
tcgtccatttcccaacattt
tettttgctgaatgggttee

GLS2
GSPT2
HDGFRP3
LEF1
NNT
OLRI
PRTFDCI
QPCT
SLC2A10
TMEM45B
TSPANS
TXLNG2P
VIL1
ZNF260
ANTXRI1
B3GNT7
BEX2
BNIP3
BST2
C100rf116
CD109

tccagcetgtgttctgtggag ggaggatggctcetgataca
tccaaatctgtgatcgtacce ctaaggcccaggacaaatace
zggcaacgacacaagaaacac gtgaccatcattctccactec
aacatggtggaaaacgaagc gggttggcagtgattgtctt
gcacacatacggaaatcaacccagcagcacattaagctgacc
caaatggaacttcaccaccagataagtggggcatcaaaggag
tgctacaggaaacaagcacac acaatacgccacatacggttc
ggccagaggagaagaattacc tatttccaagacccagtcage
aaggaccaatgaggaccaaagacaaagaccatcaggcacay
agattgggtttgtgctgttcc  atttctccecttecegtgtcte
ctagctcctacgttgetgtgg tcattcacaatgcgatcagac
tggaagaagcetggactttgtg gctcccttettgactettgtg
cctatgccaacaccaagagacttcccaatccagaagaagacc
cagacacacccaagtcaatcctgggcaacaagaacaaaactc
tctgccaggaggagacactt gccagctgtgtctcattgaa
tggaagaaaaccgtctaccg ggttcaccagcetgtccattt
geccttcttgatgcagaaaa agggcetcecctttattagea
accctcagcatgaggaacac atcaaaaggtgctggtggag
cgcttgaacattcccttgat ctcagggtgggagacaagag
tgctcttgacgactccacag tcagaggcectggttagcagt
tgtctcecttcccacatectc  cagcettetttcccaaactge
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CHST15
CRIP1
CSAG2
DNAJA4
ELOVLS5S
FAM101B
FAM127B
FERMT?2
FHLI
FNBP1
GJC1
GPAT2
GPR&7
HBE1
HS6ST2
IF127
IF144L
KRT23
LICAM
LHX?2
MAGEA2
MAGEA3
MAGEAG6
MAGEB?2
MIR100HG
NPW
SLC10A4
SLCO3A1
SMARCA1
STC2
SYTI1
ZNF385B

atggcaatccatccatcaat gagggtgcacattctttggt
aaatgtgggaagacgctgac ctgagagcattaggggcaac
tgttgagagacgctggtctg tcctggaacttecttgatgg
aatgctttcccaccaaagtg ctgtgcaatgagaggaacga
gtgcacattccetettggtt  tggcttcacattgttttcca

tacgactccgagaggcactt gaaacctcctcagegtettg
attctgcccacagacctacg cttaagccctggcagcetatg
accagtggttgggtotgaat caattcatggccctaaggaa
gcaggtgatttgggaagtgt ttcagcactgcaggaacatc
gtcgatgtcatccgtgtgtc gcgtcaaaccaaaatgtgtg
ggaagatgggoctcatgaaaa gcaaaggcctgtaacaccat
cctgccagtcttectactge ctggetgagectgaagtace
ggggagatgtttcgttttca aacacttggggacgattgag
ctgagtgagctgcactgtgacacacctgcaaactggaagage
cttcggectcactgagtttc  cctectgatgctctttctge

ccaagcttaagacggtgagg aaaactacggcagagcecaga
tatgtgtgttggctgggaga gggcectgeatacctcataga
ccacctggagaaggaaatca acaggcggaaactttcattg
ggtacagtctgggcaaggttc ttcacatccacagggttcttc
acgtccgtcttaacttctgtg caggcgagatcctaaaatgtg
ggaggagcattgaaggagaangaagaggaagaageggtcty
aagctgctcacccaacatttc cccctctctcaaaacccacte
ccctcattgaaaccagcetatg ggcagtggaaactaagggats
tcctctaaccaggaagtcagg tcgatgaaggtgtaagtgtgg
ttggagtgtgocagagtaaggiggtggoaaaccaaagaagty
ccagagacttcggagagacg tcaggcggattttattgacc
agaagcggggatttttgttt agaagtctgagcggtticca
aaatccttcgecttcatcct  geccctcagettctcacaaag
agactggaacccacaggttg tcctcttttgccagcettgtt

ggattccaggacaggagtga cccageccagacagtacaat
atttccaggccacaagacag ttactgggaaacagccaacc
ccattcctccagetettctg  ctgcattttgtgggtgaatg
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