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Figure A:  Deduced amino acid sequence of BicA from Synechococcus PCC7002.

MQITNKIHFRNIRGDIFGGLTAAVIALPMALAFGVASGAGAEAGLWGAVLVGFFAALFGGTPTLISEPTGPMTVVMTAVI

AHFTASAATPEEGLAIAFTVVMMAGVFQIIFGSLKLGKYVTMMPYTVISGFMSGIGIILVILQLAPFLGQASPGGGVIGT

LQNLPTLLSNIQPGETALALGTVAIIWFMPEKFKKVIPPQLVALVLGTVIAFFVFPPEVSDLRRIGEIRAGFPELVRPSF

SPVEFQRMILDAAVLGMLGCIDALLTSVVADSLTRTEHNSNKELIGQGLGNLFSGLFGGIAGAGATMGTVVNIQSGGRTA

LSGLVRAFVLLVVILGAASLTATIPLAVLAGIAFKVGVDIIDWSFLKRAHEISPKGALIMYGVILLTVLVDLIVAVGVGV

FVANVLTIERMSNLQSEKVQTVSDADDNIRLTTTEKRWLDEGQGRVLLFQLSGPMIFGVAKAIAREHNAMGDCDALVFDI

GEVPHMGVTASLALENAIEEALDKERQVYIVGAAGQTRRRLEKLKLFKRVPPDKCLMSREEALKNAVLGIYPHLADGVTA

PSSEMG

Table A. Sequences of the gene-specific primers used in real-time PCR assays of gene expression

in Synechococcus sp. strain PCC7002

   Gene
Contig. No.: co-

ordinates (bp)
Forward Primer (5' - 3') Reverse Primer (5' - 3')

  rnpA 210: 298-110* AGAACACCGTCTAAAACACTG  GATTAAAGTCCGAACCACTG

  petB 307: 83516-84182 GATTCGCAATGACCTTCTAC CCAGTAATCCAAGTCAGCTC  

  sul1 310: 224181-222686 TTTTGACGCCTTTAATTTTG GTGGCCAACTTATCTACCAG

  sul2 284: 6662-8338 AGAAATTCCCTACGATCTAACC TAACAGAGATAAAATCGTGCAG

  sul3
(bicA)

310: 159206-160906 GTTCTTTTGTTTCAACTCAGTG  GCTTAAAGAGCTTGAGTTTTTC

 chpY
(cupA)

302: 40637-39354 AAATTATTCCCAAATCCAAAG GCATACAAAATACCGTAGTGG

  ndhR 302: 45147-44211 AGAAAGCTATATCTCACGGAAG ACACATCGATATCTGGGTAATC

  sbtA 291: 7738-8742 CAGCGATTGTTGTAGCTAGTC AATTTCAACCCGATTAGTAGC  

  porB 216: 179-1905 TTACAAGCCTACAATTTTTCG  CCGTTAATTTATCTGTGATCG

* partial clone – draft

sequence incomplete


