
MGAS27556 SOF     1 MTNCKYKLRKLSVGLVSVGTMLIAPTVLGQEVSTGASSTETSASTNTSTASAGTSTSETAASGTGSEAAVVSSEGSQSSESGQASTQPQAQTLEQSAATS  100 
MGAS26786 SOF     1 MTNCKYKLRKLSVGLVSVGTMLIAPTVLGQEVSTGASSTETSASTNTSTASAGTSTSETAASGTGSEAAVVSSEGSQSSESGQASTQPQAQTLEQSAATS  100 
MGAS27027 SOF     1 MTNCKYKLRKLSVGLVSVGTMLIAPTVLGQEVSTGASSTETSASTNTSTASAGTSTSETAASGTGSEAAVVSSEGSQSSESGQASTQPQAQTLEQSAATS  100 

**************************************************************************************************** 

MGAS27556 SOF   101 PSSNSSTSSSEDKAPKAASTKSSSATVASSSNGSNQGAGAEDAPQMMDVERYTVDREKTELNIKDGKTPKTRNSVDKDTKLIRNRDGKQRDIVDIKREVK  200 
MGAS26786 SOF   101 PSSNSSTSSSEDKAPKAASTKSSSATVASSSNGSNQGAGAEDAHR-------------------------------------------------------  145 
MGAS27027 SOF   101 PSSNSSTSSSEDKAPKAASTKSSSATVASSSNGSNQGAGAEDAPQMMDVERYTVDREKTELNIKDGKTPKTRNSVDKDTKLIRNRDGKQRDIVDIKREVK  200 

******************************************* .

MGAS27556 SOF   201 DNGDGTLDVTLKVTPKEIDKGADVMALLDVSKKMTDADFKNAKDKIKKLVTTLTSKSASNSDNDEHKHNSRNSVRLMTFYREISNPIDISGKTDAELDKL  300 
MGAS26786 SOF   146 ----------------------------------------------------------------------------------------------------  145 
MGAS27027 SOF   201 DNGDGTLDVTLKVTPKEIDKGADVMALLDVSKKMTDADFKNAKDKIKKLVTTLTSKSASNSDNDEHKHNSRNSVRLMTFYREISNPIDISGKTDAELDKL  300 

MGAS27556 SOF   301 LDDLRVKAKANYDWGVDLQGAIHKAREIFNKEKESKKRQHIVLFSQGESTFSYDIQKSEKEKSSNLSRINEKITSSNPLLPWPPIFDHTHQNGDMINDVR  400 
MGAS26786 SOF   146 ----------------------------------------------------------------------------------------------------  145 
MGAS27027 SOF   301 LDDLRVKAKANYDWGVDLQGAIHKAREIFNKEKESKKRQHIVLFSQGESTFSYDIQKSEKEKSSNLSRINEKITSS------------------------  376 

MGAS27556 SOF   401 ALIAFASKLGIKNLSWIETSLSALSVGSNLLGSVFGGGGLGEYLTLKEYDSQKLNEDQFDYTKRVGEGYHYHSFSNRESEDKMPLETEIKKALEAALPKF  500 
MGAS26786 SOF   146 ----------------------------------------------------------------------------------------------------  145 
MGAS27027 SOF   377 ----------------------------------------------------------------------------------------------------  376 

MGAS27556 SOF   501 EENNWFTKVLKYFGLKDKAEQAKLDVIMKVIKSVFYKRQYHYYNHNLSAIAEAKMAQKEGITFYSVDVTALNTARRVKRQTAVLKNTKEEERNKKFDEYL  600 
MGAS26786 SOF   146 ----------------------------------------------------------------------------------------------------  145 
MGAS27027 SOF   377 ----------------------------------------------------------------------------------------------------  376 

MGAS27556 SOF   601 KKMSEGGNAFFNDVDKADKFKDTLTKLTIKDEFDGKVSVDKTSYQSSSAINYSEASNSFWRTTKESLTWTISKEQLKKAFEDGKPLTFTYKLKVDNNKFK  700 
MGAS26786 SOF   146 ----------------------------------------------------------------------------------------------------  145 
MGAS27027 SOF   377 ----------------------------------------------------------------------------------------------------  376 

MGAS27556 SOF   701 TALEENNKKKRTKRSTPTENENSVTEKIISNTTTYEINEQKVEGNKLGDVSLTYSKFKVPVPQIDGHVIEPQAPTLPKLPPVIEHGPNFEYEEETGYQLP  800 
MGAS26786 SOF   146 ----------------------------------------------------------------------------------------------------  145 
MGAS27027 SOF   377 ----------------------------------------------------------------------------------------------------  376 

MGAS27556 SOF   801 LKHGSNAPDTQVTIEEDTVPQRPDILVGGQSGPVDITEDTQPGMSGSNDATVVEEDTAPKRPDVLVGGQSEPIDITEDTQPSVSGSNDATVVEEDTVPQR  900 
MGAS26786 SOF   146 ----------------------------------------------------------------------------------------------------  145 
MGAS27027 SOF   377 ----------------------------------------------------------------------------------------------------  376 

MGAS27556 SOF   901 PDILVGGQSDPIDITEDTQPGMSGSNDATVIEEDTKPKRFFHFDNEPQAPEKPKEQPSLSLPQAPVYKAAHHLPASGDKREASFTIVALTIIGAAGLLSK 1000 
MGAS26786 SOF   146 ----------------------------------------------------------------------------------------------------  145 
MGAS27027 SOF   377 ----------------------------------------------------------------------------------------------------  376 

MGAS27556 SOF  1001 KRRDTEEN 1008 
MGAS26786 SOF   146 --------  145 
MGAS27027 SOF   377 --------  376 

 


