
0

25

50

75

100

0 25 50 75 100
Total modification of the region

Fr
eq

ue
nc

y 
of

 p
at

te
rn

s

0

25

50

75

100

Fr
eq

ue
nc

y 
of

 p
at

te
rn

s

A B

Modification patterns (Bis-seq):
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