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A T CC AGAGAG GT T T AGGT T T GC A AGAGAC A CC T C A T T T GG GAGA AGAC A T T TGAGC T T T T
A T CC AGAGAG GT T T AGGT T T GC A AGAGAC A CC T C A T T T GG GAGA AGAC A T T TGAGC T T T T
A T CC AGAGAG GT T T AGGT T T GC A AGAGAC A CC T C A T T T GG GAGA AGAC A T T TGAGC T T T T

GGACC A A A A A T CC TGCC T T G A T GTGGA TCG T T T GT T TC T T C AGAC A A T T T G T A AGA T C T G
GGACC A A A A A T CC TGCC T T G A T GTGGA TCG T T T GT T TC T T C AGAC A A T T T G T A AGA T C T G
GGACC A A A A A T CC TGCC T T G A T GTGGA TCG T T T GT T TC T T C AGAC A A T T T G T A AGA T C T G

T T CC A A A AGT T GA T T AC T T G AC A T T A AGAC A T GGGT T T A T A A TG
T T CC A A A AGT T GA T T AC T T G AC A T T A AGAC A T GGGT T T A T A A TG
T T CC A A A AGT T GA T T AC T T G AC A T T A AGAC A T GGGT T T A T A A TG

T CGCCC T CGT C T T A T TC T T T ACC T T A TC A A T T T TGT CC T C T TCC AGA A T G
T CGCCC T CGT C T T A T TC T T T ACC T T A TC A A T T T TGT CC T C T TCC AGA A T G
T CGCCC T CGT C T T A T TC T T T ACC T T A TC A A T T T TGT CC T C T TCC AGA A T G

CC T T T C AGC T TGCC T T T T T T GC T TGGAC T T GGA A AGA A T T T GGGA T GA A A
CC T T T C AGC T TGCC T T T T T T GC T TGGAC T T GGA A AGA A T T T GGGA T GA A A
CC T T T C AGC T TGCC T T T T T T GC T TGGAC T T GGA A AGA A T T T GGGA T GA A A

T C T T GT T TCC A T GAGC AC AC AGAGGA T T T G GTC A TC AGA A T A AC A A T GGG
T C T T GT T TCC A T GAGC AC AC AGAGGA T T T G GTC A TC AGA A T A AC A A T GGG
T C T T GT T TCC A T GAGC AC AC AGAGGA T T T G GTC A TC AGA A T A AC A A T GGG
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