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Supplementary figure S1. Top terms of cellular component and molecular function of
up-regulated DEPs. Panel (a) shows the top terms of cellular component. Panel (b)
shows the top terms of molecular function.



non-membrane-bounded organelle
intracellular non-membrane-bounded organelle
cytoskeleton
cytosol
mitochondrion
cell projection
actin cytoskeleton a
cytoskeletal part
neuron projection
axon
contractile fiber
contractile fiber part
myofibril
sarcomere
extracellular matrix
proteinaceous extracellular matrix
| band
collagen
striated muscle thin filament
troponin complex
I

nucleotide binding -

ATP binding 4

structural molecule activity

cytoskeletal protein binding

ATPase activity, coupled 4 b

extracellular matrix structural constituent 4

cis-trans isomerase activity 4

peptidyl-prolyl cis-trans isomerase activity -
peroxiredoxin activity

antioxidant activity -

hydro-lyase activity -

structural constituent of muscle -

oxidoreductase activity, acting on peroxide as acceptor-
peroxidase activity

tropomyosin binding -

phosphotransferase activity, carboxyl group as acceptor-
phosphoglycerate kinase activity

0 5 10 15 20 25

Figure S2. Top terms of cellular component and molecular function of down-regulated
DEPs. Panel (a) shows the top terms of cellular component. Panel (b) shows the top
terms of molecular function.
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Figure S3. Protein relative expression values in the PRM experiment. **
represents P <0.01, * represents P <0.05, # represents P <0.1 (n=4 animals of each
breed).



Supplementary Table S1. Identified peptides in ITRAQ (xml)

Supplementary Table S2. Identified proteins in iTRAQ (xml)
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Supplementary Table S4. Functional annotation of up-regulated DEPs in the TP-DSP
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