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Consensus Sequence          TGGCTCACGCCTGTAATC                            GATCA 

3p21.31  -GGCTGGGCACGGTGGCTCACGCCTGTAATCCCAGCACTTTGGGCGGCTGAGGTGGGTGGATCACTTGAGGT 

4p15.1   -GGCCGGGAGCAGTGGCTCATGCCTGTAATCCCAGCACTTTGGGAGGCCAAGGCGGGCAGATCAC--GAGGT 

5q23.1   TGGCCGAGCACAGTGGCTCACGCCTGTAATCCCAGCACTTTGGGAGGCTGAGGTAGGCAGATCACTTGAGGT 

15q15.3  --GCTGGGCGCAATGGCTCACGCCTGTAATCCCAGCACTTTGGGAGGCCAAGGCAGGCAGATCACT--AGGT 

16q22.1  TGGCCGGGCGTAGTGGCTCACACCTGTAATCCCAGCGCTTTGGGAGGCCGAGGTGGGCGGATCATCTAAGGT 

20p12.2  -GGCCGGGCGCGGTGGCTCACGCCTGTAATCTCAGCACTTTGGGAGGCTGAGGTGGGCGGATCACCTGAGGT  

11q14.1  -GGTCGGGCGTGGTGGCTCACGCCTGTAATCCCAGCACTTTGGGAGGCCGAGGCAGGCGGATCACCTGAGGT 

         

             

      

   

           
                  77           107 

Consensus Sequence  GTTCGAGAC                     AC 

3p21.31  CAGGAGTTCAAGACCAGCCTGGGCAACATGATGAAACCCTGTCTCTACTAAAAATACAAAAAATTAGCCAGG 

4p15.1   CAGAAGTTTGAGACCAGCCTGGCCAA--TAGTGAAATCC-ATCTGTACTAAAAATAC-AAAAATTAGCCAGG 

5q23.1   TGGGAGTTCAAGACCAGCCTGGCCAACATGGTGAAACCCCGTCGCTACTGAAAAAAAAAAAAATTAGCCGGG 

15q15.3  CAGGAGTTTAAGAACAGCCTGGCCAACGTGGTGAAACCCCGTCTNTACTAAAAATAC-AAAAATTAGCTGGG 

16q22.1  TGGGAGTTTGAGACCAGCCTGACCAGCATGGTGAAACCCTGTCTCTACTAAAAATAC-AAAAATTAGCTGGG 

20p12.2  CAGGAGTTCGAGACCAGCCTGACCAACATAGTGAAACCCCGTCTCTACT-AAAATAC-AAAAATTAGCCGGG 

11q14.1  CAGGAGTTCGAGAC-AGCCTGACCAAAATGGTGAAACCCCGTCTCTACTAAAAATACAAAAAATTAGCCGGG 

 

 

 

 

                                                         
                           156     194  

Consensus Sequence             GCCTGTAATC                             AATCG 

3p21.31  CGTGGTGGCACATGTCTGTAATTCCAGCTACTCAAGAGGCTGAGGCA-GGAGAATCGCTTGAACCTGGGAGG 

4p15.1   CATGGTGGTGGGTGCCTGTAATCTCAGCTACTCAGGAGGCTGAGGCA-GGAGAATTACTTGAACCCTGGAGG 

5q23.1   CATGGTGGCGGGTGCCTGTAATCTCAACTTCTCAGGAGGCTGAGGCA-AGAGAATCGCTTGAACCTGGGAGG 

15q15.3  CGTCCTGGCGTGCACCTGTATTCCCAGCTACTTGGGAGGCTGAGGCA-GCAGAATCGCTTGAACCCAGGAGG 

16q22.1  TGTGGTGGCGCATGCCTGTAATCCCAACTACTCGGGAGGCTGAGGCA-GGAGAATCGCTAGAACCCAGGAGG 

20p12.2  CGCAGTGGCGGGCGCCTGTAATCTCAGCTACTTGGGAGCCTGAGGCA-GGAGAATCGCTTGAACCCAGGAGG 

11q14.1  CGTGGTGGTG-GCGCCTGTAGTCCCAGCTACTCGGGAGGCTGAGGCA-GGAGAATGGCATGAACCCAGGAGG 
 

 

 

           
          273 

Consensus Sequence                                                                                  AC                     

3p21.31  TAGAGGTTGCAGTGAGCCAAGATCACACCACTTTAC--TCCAGCCTGTGCAATAAAGCGAAACTCTATCTCA 

4p15.1   TGGAGGCTGCAGTGGGCCGAGAGTGCACCATTGCAC--TCTAGCCCAGGCGACAGTGCGAGACTCTGTCTCA 

5q23.1   CGGAGGTTGCAGTGAGCTGAGATCATACCACTGCAC--TCCTGCCTGGGCAACAAAGTGAGACTCCATCTCA 

15q15.3  CGGAGACTGCAGTGAGCTGAGATTGTGCCACTGCATTGTCCAGCCTGGGTGACAGAGTGAGACTCAGTTTCA 

16q22.1  CGGAGGTTGCAGTGAGCCCAGATCGTGCCATTGCAC--TCCAGCCTGGGC--TGGAGCAAAACTCCATCTCA 

20p12.2  CGGAGGTTGCAGTGACCCAAGATCGCGCCATTGCAC--TCCAGCCTG-GCAACAGAGCGAGACT--GCCTCA 

11q14.1  CGGAGCTTGCAGTGAGCAGAAATCGTGCCACTGCAC--TCCAGCCTGGGCGACAGAGCAAGACGCCGTCTCA 
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