RNA pol 11T Left Monomer Left Monomer

promoter, A box Major SRP9/14 Minor SRP9/14
) Binding Site Binding Site
l|3 /21 159
Consensus Sequence TGGCTCACGCCTGTAATC GATCA
3p21.31 -GGCTGGGCACGG CCAGCACTTTGGGCGGCTGAGGTGGGTG CTTGAGGT
4pl5.1 -GGCCGGGAGCAG CCAGCACTTTGGGAGGCCAAGGCGGGC C--GAGGT
5g23.1 TGGCCGAGCACAG CCAGCACTTTGGGAGGCTGAGGTAGGC CTTGAGGT
15g15.3 --GCTGGGCGC CCAGCACTTTGGGAGGCCAAGGCAGGC CT--AGGT
16g22.1 TGGCCGGGCGTAG CCAGCGCTTTGGGAGGCCGAGGTGGGCG TCTAAGGT
20pl2.2 -GGCCGGGCGCGG TCAGCACTTTGGGAGGCTGAGGTGGGCG CCTGAGGT
11gl4.1 -GGTCGGGCGTGG CCAGCACTTTGGGAGGCCGAGGCAGGCG CCTGAGGT
RNA pol III AC
promoter, B box Dinucleotide
F___l___j
77 107
Consensus Sequence éTTCGAGAC IAC
3p21.31 CAGG CAGCCTGGGCAACATGATG CCTGTCTCTACTAAAAATACAAAAAATTAGCCAGG
4pl5.1 CAG CAGCCTGGCCAA--TAGTG CC-ATCTGTACTAAAAATAC-AAAAATTAGCCAGG
5g23.1 TGGG CAGCCTGGCCAACATGGTG CCCGTCGCTACTGAAAAAAAAAAAAATTAGCCGGG
15g15.3 CAGG CAGCCTGGCCAACGTGGTGA CCCGTCTNTACTAAAAATAC-AAAAATTAGCTGGG
l6g22.1 TGGG CAGCCTGACCAGCATGGTG CCTGTCTCTACTAAAAATAC-AAAAATTAGCTGGG
20pl2.2 CAGG CAGCCTGACCAACATAGTG CCCGTCTCTACT-AAAATAC-AAAAATTAGCCGGG
11gl4.1 CAGG —-AGCCTGACCAAAATGGTG CCCGTCTCTACTAAAAATACAAAAAATTAGCCGGG
Right Monomer Right Monomer
Major SRP9/14 Minor SRP9/14
Binding Site Binding Site
I15 6 /1 94
Consensus Sequence GCCTGTAATC AATCG

3p21.31 CGTGGTGGCACAT
4pl5.1 CATGGTGGTGGGT
59g23.1 CATGGTGGCGGGT
15g15.3 CGTCCTGGCGTGC
16g22.1 TGTGGTGGCGCAT
20pl2.2 CGCAGTGGCGGGC

CCAGCTACTCAAGAGGCTGAGGCA-GGAG
TCAGCTACTCAGGAGGCTGAGGCA-GGAG
TCAACTTCTCAGGAGGCTGAGGCA-AGAG
CCAGCTACTTGGGAGGCTGAGGCA-GCAG
CCAACTACTCGGGAGGCTGAGGCA-GGAG
TCAGCTACTTGGGAGCCTGAGGCA-GGAG

CTTGAACCTGGGAGG
CTTGAACCCTGGAGG
CTTGAACCTGGGAGG
CTTGAACCCAGGAGG
CTAGAACCCAGGAGG
CTTGAACCCAGGAGG

11gl4.1 CGTGGTGGTG-GC CCAGCTACTCGGGAGGCTGAGGCA-GGAG CATGAACCCAGGAGG
AC
Dinucleotide
%7 3
Consensus Sequence AC

3p21.31 TAGAGGTTGCAGTGAGCCAAGATCACACCACTTTAC--TCCAGCCTGTGCAATAAAGCGA TCTATCTCA
4pl5.1 TGGAGGCTGCAGTGGGCCGAGAGTGCACCATTGCAC--TCTAGCCCAGGCGACAGTGCGAGACTCTGTCTCA
59g23.1 CGGAGGTTGCAGTGAGCTGAGATCATACCACTGCAC--TCCTGCCTGGGCAACAAAGTGAGACTCCATCTCA
15915.3 CGGAGACTGCAGTGAGCTGAGATTGTGCCACTGCATTGTCCAGCCTGGGTGACAGAGTGAGACTCAGTTTCA
16g22.1 CGGAGGTTGCAGTGAGCCCAGATCGTGCCATTGCAC--TCCAGCCTGGGC--TGGAGCAA TCCATCTCA
20pl2.2 CGGAGGTTGCAGTGACCCAAGATCGCGCCATTGCAC--TCCAGCCTG-GCAACAGAGCGAGALCT--GCCTCA
11g14.1 CGGAGCTTGCAGTGAGCAGAAATCGTGCCACTGCAC--TCCAGCCTGGGCGACAGAGCAAGACGCCGTCTCA



