
Table S1. Characteristics of the assembled reads of the E. coli ErtS genome. 

	
  

	
  

	
  

This table presents the characteristics of the assembled reads of the E. coli ErtS genome, 

which were obtained using the PacBio RS II platform. The other features of the assembly 

were : Polished Contigs 6 ; Max Contig Length 5,082,442 ; N50 Contig Length 5,082,442 ; 

Sum of Contig Lengths 5,397,004.  


