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SUPPORTING INFORMATION
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S4 Fig. This is an example of the KEGG metabolic pathway map showing carbon fixation in

photosynthesis pathway. The color shaded boxes indicated the enzymes code (EC) number that is

encoded by the transcripts detected in creeping bentgrass and in the genome of the KEGG
pathway maps by comparing this enzyme coding gene sequence with the reference sequences.
Circle is a metabolic compound in the KEGG pathway map. Number of sequences detected for

enzymes with color shaded boxes was presented in the pie chart.




