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Supplemental Table S1. Primers used in this study.

Name Sequence 5’--3’ Target gene Samples
long PCR

clag3.1_long_F* TGTGCAATATATCAAAGTGTACATGC clag3.1 Al
clag3.1_long_R* TAGAAAATATTAGAATTGCTATTATGTAC clag3.1 All
clag3.2_long_F* AATAGTTGAGTACGCACTAATATGTC clag3.2 All
clag3.2 long R* ACACAAATTCTTAATAATTATATAAAACC clag3.2 All

HVR Sequencing
seq3.1&3.2B F
seq3.1&3.2B R

ATCAGGCTGTGGCAAGTGC
CTGACGGTTTGCGTTCGTAGG

clag3.1 & clag3.2
clag3.1 & clag3.2

Field isolates
Field isolates

RT-GPCR

PFO7_0073 F* AAGTAGCAGGTCATCGTGGTT seryl All

PFO7_0073 R* TTCGGCACATTCTTCCATAA seryl All

rhopH2_qRT_P2F* TGTTGCTGTCCATATTTAGTTTT rhoph2 All

rhopH2_gRT_P2R* AATATATCGCTACATAACTTCGT rhoph2 All

clag3.1 clag3.2 — 6F* TAGTAATGAGAATTAGTTGGACA clag3.1 & clag3.2 NF54/3D7, some field isolates
clag3.1 -6R* ATAAATATTTGGATGCTTCAGCA clag3.1 NF54/3D7, some field isolates
clag3.2 -6R* ACAAATATGTTTCTGAACTAGGA clag3.2 NF54/3D7, some field isolates
BRO54 _3.1F TCTGCTAAAAAGGTAGGTCAGT clag3.1 Some field isolates

BR0O54 _3.1R GGATTTATATTTACCACTTGCAC clag3.1 Some field isolates

BRO054 _3.2R CGCACTAGGACAAGTTTTCTG clag3.2 Some field isolates

CRYO0947 _3.2F ACACATGCTTTTACAACTGGAC clag3.2 Some field isolates
CRYO01000_3.1R GCTTTTATAGAATTAGTATTAGCG clag3.1 Some field isolates
CRYO1000_3.2R TTACAATTAGTAGTAGAACTTGAG clag3.2 Some field isolates
CRYO1029 _3.1R CTTTTATAGAATTAGTATTAGCGG clag3.1 Some field isolates
CRYO01029 _3.2R ACAATTAGTAGTAGAACTTGAGG clag3.2 Some field isolates

CRYO1029 _3.1&3.2F TATCAGGCTGTGGCAAGTGC clag3.1 & clag3.2 Some field isolates
BR044 & BR026_3.1F GATCCCAAAAGTTGTACTAGTAG clag3.1 Some field isolates
BR044 & BR026_3.1R CAGCAAGTGCGTGAGTGAAG clag3.1 Some field isolates
BR044 & BR026_3.2F CCTCAAGTTCTACTACTAATTGT clag3.2 Some field isolates
BR044 & BR026_3.2R CAGCAAGTCCGTGAGTAAAGA clag3.2 Some field isolates
clag9_gRT_F2 AATCACTTACCTGAAGAATTGAG clag9 Field isolates, Selection
clag9_gRT_R2 ACGAAAGGGACAAACCATGAC clag9 Field isolates, Selection
clag9 qRT_F1* GTAAATCAATGGCAAATACTTGG clag9 CHMI

clag9_gRT_R1* CTGGTTGTTGTAATTCTACACC clag9 CHMI

clag8_gRT_F2 ACGGAAGATACGGATTTCGAC clag8 Field isolates, Selection
clag8 qRT_R2 TCGAAAGTATCTTCCTCATCCT clag8 Field isolates, Selection
clag8 gRT_F1* CATCGGTTCATGGTTTTACACA clag8 CHMI

clag8 gRT_R1* AAGCATATATTTGTGAAAGGCTC clag8 CHMI

clag2_gRT_F3 GTCATAAGGAAGAAACCAACAC clag2 Field isolates
clag2_gRT_R3 TGTTTGAATATAGAAATGCCCCT clag2 Field isolates
clag2_gRT_F1* TTCGTGCATCATATGGTTGGG clag2 CHMI
clag2_qRT_R1&2* TATATAGGTGCATCAGATTTCCA clag2 CHMI, Selection

clag2 gRT F2 ATCTATCTCTCAGAATTCGTGC clag2 Selection

Others

clag9_long_F1 GATTCCAATAATGAAAGGTGATCTTG clag9 Field isolates
clag9_long_R1 TCATAACGTTTCGTTCTATCTATACC clag9 Field isolates
clag2_seqF1 GTCTTTTGTGTGAATACCAAGC clag2 Field isolates
clag2_seqR1 ATGAAGTAGAAAATCCTCCAGG clag2 Field isolates
clag9_seqF1 AATATCAAGCCATTGGAAGTGC clag9 Field isolates
clag9_seqR1 TTGCCAATCAATACTATGAACAG clag9 Field isolates
seqR3.2_BR044 & BR026 TGACGGTTTGCGTTCATACGT clag3.2 Some field isolates

seqC_R ATACTTAAATAAGCCTCACGTTC clag3.1 & clag3.2 Some field isolates

The primers marked with an asterisk have been previously described [1-3]. “Selection” refers to the samples
from the selection experiments shown in Figs. 2 and S4. Primers for clag3 genes were used to analyze clag3.1
expression in some isolates and to analyze clag3.2 expression in other isolates. The name of the primer only
indicates the isolate and the paralog against which the primer was originally designed. “Others” corresponds to
primers used to obtain sequences for the genes indicated to confirm the absence of polymorphism in the regions
where the primers for transcriptional analysis were designed.
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